


 

 

Additional file 4. Amino acid sequences of the CipA proteins of C. thermocellum 

strains.  

The wild-type CipA sequences are from the genome sequence of C. thermocellum 

ATCC27405 (accession number YP_001039466) and C. thermocellum DSM 1313 

(accession number ADU73707), which may contain two more CohI modules 

according to our PCR analysis (Additional file 1). The horizontal arrows ahead of 

amino acids 509-517 and amino acids 1715-1723 indicate the binding sites of the 

PCR primers used to investigate the difference between cipA genes of ATCC27405 

and DSM1313 (Additional file 1 and 2). Black triangles indicate the insertion sites of 

the targetrons, and the amino acids derived from intron sequences in frame with cipA 

are in lower case. The XDocII target peptide sequence at the C-terminus of CipA of 

WT is framed in a black box. 
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