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Can
Roscl0
Roszchl
Rosc 12
hAB30
hABGD
mB120

zimilar to homeobow protein bS-2.

zimilar to transmembrane protein 56

zimilar to tribbles homalog 1

Heat shock pratein beta-1 [HSPZ7)

zimilar to growth arest and DMA-damage-inducible protein GADD 45 beta
zimilar bo cryptochrome-1

Gelsolin

zimilar to phosphoglucomutase-2

zimilar to plasma alpha-L-fucosidase

unkhawn

= gimilar to stanniocalcin-1

unknown

[ gimilar to heparanase

Ornithine decarbosylase

I similar to serine/threonine-protein kinase Pim-3

-

similar to dual specificity tyrosine-phospharylation-regulated kinase 3
similar to dual specificity tyrosine-phospharylation-regulated kinase 3
similar to caspase-7
similar to vitamin K. epoxide reductase complex subunit 1-4ike protein 1
similar to serine/threonine-protein kinase 10
unknown
similar to lamin-&/C
similar to requlatar of G-protein signaling 3
similar to protein phosphatase 1 regulatory subunit 38
uriknown
zimilar to MAD-dependent deacetylase sirtuin-1
Puridoxal kinase
Claudin 5
zimilar to F-bow and leucine-rich repeat protein 14
Heat shock pratein beta-8 [HSPZ22)
similar to mitogen-activated protein kinase kinase kinasze 8
zimilar to hormal mucosa of esophagus-specific gene 1 pratein
zimilar ko serum deprivation-response protein
zimilar to gine oculi homeobox homolog 4
zimilar bo oncostatin-k receptor
zimilar to CCAAT fenhancer-binding protein delta
unkhawn
zimilar to rmodulator of apoptasis 1
similar to cytosolic S-nuclectidase 3
Wascular endathelial grovith factor A
similar to syndecan-1

imilar to immediate early response gene B pratein

Dinal (Hsp40) homalog, subkamily &, member 4
|t Metalloproteinass inhibitar 1
Tissue-type plasminogen activator
similar to COKM 24, interacting pratein
similar to midnolin
similar to DMA damage-inducible transcript 3
unknown
unknown
Plazminogen activatar inhibitor 1
similar to BAG family malecular chaperone requlator 3
DEF domain containing 7
Growth arrest and DMA-damage-inducible protein GADD45 alpha
Fegulator of G-protein signaling 2
zimilar to solute carrier family 16 member 3
zimilar to growth armest and DMA-damage-inducible protein GADD 45 beta
zimilar bo trangmembrane protein 128
Heat shock 70 kD a protein & (HSF7OB]
GTP-binding protein GER
urkhown
similar to nuclear factar, interleukin 3 regulated
zimilar to MF-kappa-B inkibitor 2eta
gimilar to GTP-binding protein RAD, RAS associated with diabetes
zimilar to MAP kinase-interacting serine/threonine-pratein kinaze 2
zimilar to Growth arest and DMA-damage-inducible protein GADDAS gamma
zimilar to grawth arrest and DMA-damage-inducible protein GADD A5 beta
unkhawn
similar to meteorindlike pratein
similar to early growth responze pratein 1
similar to aldehyde dehydrogenase family 1 member A2
unknown
similar to Tsukushin
unknown
Glutaminaze
|0t similar to serum deprivation-response pratein
unknown
similar to nephroblastoma overespressed gene protein homalag
similar to ERBE receptor feedback inkibitor 1
similar to cyclin-dependent kinaze inhibitor 1 [p21]
Thrombospondin-1
similar to transforming acidic colled-coil-containing protein 1
Heme owpgenasze 1
zimilar to & disintegrin and metalloproteinase with thrombospondin motifs 1 [A0AMTST)
uriknown
C-JUN

urkhown

zimilar to RAS-lke protein 114

zimilar bo uncharactenized protein C19orfE1.
C-JUN

Cyclin G1

imilar to protein FAkM4EC

zimilar bo centromeric protein E

Adipophilin

similar to hexokinase 2

unkhawn

similar to CO2 antigen cytoplasmic tailbinding protein 2
| Hrsulirinduced gene 1 protein

I T Hetereelular adhesion molecule 1

i1
222 =
nii 488z
OEE £ EEZ
T unknowr
Orphan nuclear receptar NR44A3
unkhawn
similar to serinethreonine-protein kinase SMF1-ike kinase 2
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