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g340155_3p_s_at PLAU
g4505862_3p_a_at PLAU
4870053_3p_s_at MMP14
g9665258_3p_at MFAP2
g9665258_3p_x_at MFAP2
Hs.108885.0.A1_3p_a_at COL6A1
Hs.43658.0.S1_3p_at OLFML2B
g13236500_3p_at CALD1
Hs.325474.0.S1_3p_s_at CALD1
g11091984_3p_a_at CALD1
Hs.182183.0.A1_3p_at CALD1
Hs.325474.0.S2_3p_a_at CALD1
g4503918_3p_a_at GAS1
Hs.1279.1.A1_3p_a_at C1R
g4503378_3p_a_at DPYSL3
Hs.74566.0.S1_3p_a_at DPYSL3
g5453871_3p_at PDGFRL
Hs.93005.0.S2_3p_at SNAI2
g12652642_3p_at RARRES2
g4505708_3p_at SERPINF1
g4505708_3p_x_at SERPINF1
g1924981_3p_a_at FAP
g4503150_3p_a_at CTSK
211813_3p_x_at DCN
Hs.76152.0.A2_3p_a_at DCN
209335_3p_at DCN
Hs.76152.1.A2_3p_at DCN
g7381210_3p_s_at DCN
g7381210_3p_x_at DCN
g1754970_3p_at NDN
g4557542_3p_at ECM2
g4505682_3p_at PDGFRB
g4505682_3p_x_at PDGFRB
g4758027_3p_at COL6A3
Hs.111779.1.S1_3p_at SPARC
Hs.306593.0.S1_3p_at POSTN
g11342665_3p_at MMP2
g11342665_3p_s_at MMP2
g4755145_3p_at AEBP1
g5922008_3p_s_at FBLN1
Hs.79732.0.S2_3p_s_at FBLN1
g7262388_3p_at PCOLCE
Hs.179573.1.A1_3p_at COL1A2
Hs.224398.0.S1_3p_at COL3A1
g13259517_3p_a_at ADAM12
Hs.8850.2.A1_3p_at ADAM12
Hs.8025.0.S2_3p_at ANGPTL2
Hs.119571.0.A1_3p_a_at COL3A1
Hs.119571.0.A1_3p_s_at COL3A1
Hs.179573.0.A1_3p_a_at COL1A2
Hs.82985.0.A1_3p_at COL5A2
Hs.82985.0.A2_3p_at COL5A2
g5031882_3p_at LOXL1
g7705982_3p_at COPZ2
g13027795_3p_s_at MMP11
g4502716_3p_a_at CDH11
g575577_3p_a_at CDH11
Hs.145968.0.A1_3p_at CDH11
g4507486_3p_at THBS2
g8393715_3p_at DACT1
g4557590_3p_a_at FBN1
Hs.23850.0.A1_3p_at FBN1
Hs.750.0.S1_3p_a_at FBN1
g13625796_3p_s_at ASPN
g8923132_3p_at ASPN
Hs.179729.0.S1_3p_a_at COL10A1
Hs.179729.1.S1_3p_a_at COL10A1
g339551_3p_at TGFB3
g5031970_3p_at LRRC17
g8400733_3p_a_at SFRP4
Hs.105700.0.S1_3p_a_at SFRP4
g4758613_3p_a_at ITGBL1
Hs.301296.1.A1_3p_at ITGBL1
Hs.311054.0.S1_3p_at ITGBL1
Hs2.382699.1.A1_3p_s_at ITGBL1
g11320819_3p_a_at SPON1
Hs.5378.0.S2_3p_a_at SPON1
Hs.5378.0.S2_3p_x_at SPON1
Hs.5378.1.S1_3p_at SPON1

pathologic complete response (pCR)
near pCR (npCR)


