

SUPPORTING METHODS

Gene expression profiling

RNA extraction was performed as previously described 


[1] ADDIN EN.CITE . The quality of total and amplified RNA was assessed by the Agilent 2100 BioAnalyzer (Agilent Technologies, Palo Alto, CA). RNA (150 ng) were linearly amplified using MessageAmp™ II-Biotin Enhanced Single Round aRNA Amplification (Ambion, Applied Biosystems, Stockholm, Sweden) in the presence of Affymetrix internal controls. The quality of the amplified cRNA was assessed as above. Fragmentation was performed as described by Affymetrix and 10 µg was used for hybridization onto Human Genome U133 Plus 2.0 microarrays, as described in Methods. Data have been deposited in Gene Expression Omnibus (Accession No GSE19599). 
External data sets The ALL data set [2] consisted of 118 childhood leukemias, including 20 cases with t(12;21)(p13;q22) [ETV6/RUNX1], 18 cases with high hyperdiploidy (>50 chromosomes), 15 cases with t(9;22)(q34;q22)[BCR/ABL1], 18 cases with t(1;19)(q23;p13)[TCF3/PBX1], 20 cases with 11q23/MLL-rearrangements, and 25 cases with a normal karyotype or unclassified genetic changes (designated “others”). The AML data set 


[3] ADDIN EN.CITE  consisted of 130 AMLs, including 14 with inv(16)(p13;q22)[CBFB/MYH11], 15 with t(15;17)(q22;q21)[PML/RARA], 21 with t(8;21)(q22;q22)[RUNX1/RUNX1T1], 23 with 11q23/MLL-rearrangements, 10 with AML M7, and 47 with a normal karyotype or unclassified genetic changes (designated “others”).
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