
GO:0001932
regulation of protei...

1.000000
9/134

GO:0002376
immune system proces...

0.890903
52/913

GO:0006139
nucleobase, nucleosi...

1.000000
95/3486

GO:0006206
pyrimidine base meta...

1.000000
2/8

GO:0006464
protein modification...

0.993122
53/1385

GO:0006468
protein amino acid p...

0.511792
35/669

GO:0006725
cellular aromatic co...

1.000000
6/117

GO:0006793
phosphorus metabolic...

0.950330
49/1080

GO:0006796
phosphate metabolic ...

0.961153
49/1080

GO:0006807
nitrogen compound me...

1.000000
107/3831

GO:0006915
apoptosis
0.801370
39/837

GO:0006916
anti−apoptosis

0.449595
14/186

GO:0006955
immune response

0.003874
43/636

GO:0007154
cell communication

0.846672
158/3627

GO:0007165
signal transduction

0.807536
147/3324

GO:0007242
intracellular signal...

0.696764
68/1339

GO:0007243
protein kinase casca...

0.217122
25/441

GO:0007259
JAK−STAT cascade

1.000000
6/59

GO:0007260
tyrosine phosphoryla...

1.000000
4/32

GO:0008150
biological_process

1.000000
392/12712

GO:0008152
metabolic process

1.000000
209/7365

GO:0008219
cell death
0.521470

45/931

GO:0009112
nucleobase metabolic...

1.000000
3/19

GO:0009966
regulation of signal...

0.990093
27/641

GO:0009987
cellular process

1.000000
333/10695

GO:0010467
gene expression

1.000000
87/3217

GO:0010468
regulation of gene e...

0.999819
78/2477

GO:0010627
regulation of protei...

1.000000
10/203

GO:0010646
regulation of cell c...

0.997392
28/720

GO:0010941
regulation of cell d...

0.893878
30/616

GO:0012501
programmed cell deat...

0.734689
39/846

GO:0016265
death

0.543389
45/935

GO:0016310
phosphorylation

0.925079
46/923

GO:0018108
peptidyl−tyrosine ph...

1.000000
9/78

GO:0018193
peptidyl−amino acid ...

1.000000
11/174

GO:0018212
peptidyl−tyrosine mo...

0.018707
10/80

GO:0019220
regulation of phosph...

0.991839
20/367

GO:0019222
regulation of metabo...

0.999876
109/3089

GO:0019538
protein metabolic pr...

1.000000
82/2738

GO:0019858
cytosine metabolic p...

0.001678
2/2

GO:0031323
regulation of cellul...

0.999969
103/2957

GO:0031399
regulation of protei...

1.000000
9/178

GO:0032147
activation of protei...

0.001757
9/68

GO:0032268
regulation of cellul...

0.999617
14/408

GO:0032502
developmental proces...

0.999432
109/2957

GO:0033674
positive regulation ...

1.000000
11/152

GO:0034960
cellular biopolymer ...

1.000000
140/5049

GO:0042325
regulation of phosph...

0.988598
20/353

GO:0042506
tyrosine phosphoryla...

1.000000
4/11

GO:0042509
regulation of tyrosi...

1.000000
4/28

GO:0042522
regulation of tyrosi...

0.000482
4/10

GO:0042981
regulation of apopto...

0.834758
30/605

GO:0043066
negative regulation ...

0.918110
15/282

GO:0043067
regulation of progra...

0.883931
30/614

GO:0043069
negative regulation ...

0.861602
15/287

GO:0043085
positive regulation ...

0.979755
22/405

GO:0043170
macromolecule metabo...

1.000000
166/5621

GO:0043283
biopolymer metabolic...

1.000000
155/5512

GO:0043412
biopolymer modificat...

0.997950
53/1444

GO:0043549
regulation of kinase...

1.000000
13/261

GO:0043687
post−translational p...

0.993948
46/1140

GO:0044093
positive regulation ...

0.985773
24/452

GO:0044237
cellular metabolic p...

1.000000
181/6473

GO:0044238
primary metabolic pr...

1.000000
185/6644

GO:0044260
cellular macromolecu...

1.000000
148/5132

GO:0044267
cellular protein met...

1.000000
68/2305

GO:0045859
regulation of protei...

0.991294
13/256

GO:0045860
positive regulation ...

1.000000
11/151

GO:0045884
regulation of surviv...

0.000821
5/19

GO:0046425
regulation of JAK−ST...

1.000000
4/33

GO:0046483
heterocycle metaboli...

1.000000
8/360

GO:0048519
negative regulation ...

0.999250
54/1385

GO:0048523
negative regulation ...

0.999794
47/1269

GO:0050730
regulation of peptid...

1.000000
7/56

GO:0050789
regulation of biolog...

0.999997
228/6316

GO:0050790
regulation of cataly...

0.994027
28/660

GO:0050793
regulation of develo...

0.949857
43/988

GO:0050794
regulation of cellul...

1.000000
220/6105

GO:0050896
response to stimulus

0.997608
119/2821

GO:0051093
negative regulation ...

0.960096
21/448

GO:0051174
regulation of phosph...

0.988163
20/367

GO:0051246
regulation of protei...

0.998014
17/468

GO:0051338
regulation of transf...

1.000000
13/270

GO:0051347
positive regulation ...

1.000000
11/158

GO:0055086
nucleobase, nucleosi...

1.000000
10/342

GO:0060255
regulation of macrom...

0.999923
94/2829

GO:0060548
negative regulation ...

1.000000
15/287

GO:0065007
biological regulatio...

0.999996
242/6686

GO:0065009
regulation of molecu...

0.999631
32/757

GO:0080090
regulation of primar...

0.999936
92/2823

GO:0000003
reproduction

1.000000
3/573

GO:0001501
skeletal system deve...

0.000805
6/277

GO:0003006
reproductive develop...

1.000000
2/114

GO:0006082
organic acid metabol...

1.000000
2/494

GO:0006519
cellular amino acid ...

1.000000
1/318

GO:0006520
cellular amino acid ...

1.000000
1/204

GO:0006528
asparagine metabolic...

1.000000
1/3

GO:0006529
asparagine biosynthe...

0.005642
1/2

GO:0006807
nitrogen compound me...

0.960318
9/3831

GO:0007275
multicellular organi...

0.964284
10/2401

GO:0007530
sex determination

1.000000
1/20

GO:0007538
primary sex determin...

1.000000
1/2

GO:0007542
primary sex determin...

1.000000
1/1

GO:0008150
biological_process

0.999470
30/12712

GO:0008152
metabolic process

0.985703
16/7365

GO:0008652
cellular amino acid ...

1.000000
1/45

GO:0009058
biosynthetic process

1.000000
8/3831

GO:0009066
aspartate family ami...

1.000000
1/22

GO:0009067
aspartate family ami...

1.000000
1/14

GO:0009308
amine metabolic proc...

1.000000
2/363

GO:0009309
amine biosynthetic p...

1.000000
1/73

GO:0009653
anatomical structure...

1.000000
3/955

GO:0009790
embryonic developmen...

1.000000
1/392

GO:0009792
embryonic developmen...

1.000000
1/213

GO:0009887
organ morphogenesis

0.783944
3/591

GO:0009987
cellular process

0.999977
23/10695

GO:0016043
cellular component o...

1.000000
10/2049

GO:0016053
organic acid biosynt...

1.000000
1/142

GO:0018992
germ−line sex determ...

1.000000
1/1

GO:0019100
male germ−line sex d...

0.002825
1/1

GO:0019752
carboxylic acid meta...

1.000000
2/490

GO:0022414
reproductive process

1.000000
3/568

GO:0030198
extracellular matrix...

0.001013
3/70

GO:0030238
male sex determinati...

1.000000
1/10

GO:0032501
multicellular organi...

0.985513
12/3585

GO:0032502
developmental proces...

1.000000
11/2957

GO:0034641
cellular nitrogen co...

1.000000
1/238

GO:0042180
cellular ketone meta...

1.000000
2/499

GO:0043009
chordate embryonic d...

1.000000
1/211

GO:0043062
extracellular struct...

1.000000
3/116

GO:0043436
oxoacid metabolic pr...

1.000000
2/490

GO:0044106
cellular amine metab...

1.000000
1/204

GO:0044237
cellular metabolic p...

1.000000
12/6473

GO:0044238
primary metabolic pr...

0.995252
15/6644

GO:0044249
cellular biosyntheti...

0.992388
8/3749

GO:0044271
nitrogen compound bi...

1.000000
1/152

GO:0046394
carboxylic acid bios...

1.000000
1/142

GO:0048513
organ development

1.000000
6/1417

GO:0048598
embryonic morphogene...

1.000000
1/208

GO:0048704
embryonic skeletal s...

1.000000
1/39

GO:0048705
skeletal system morp...

1.000000
2/71

GO:0048706
embryonic skeletal s...

1.000000
1/51

GO:0048731
system development

0.803904
10/1912

GO:0048856
anatomical structure...

0.857948
10/2064

GO:0060272
embryonic skeletal j...

0.005642
1/2
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