
Additional file 8.  The TG metaGWAS results in the LST1 region (+/- 500kb) utilizing the 

publicly available data from Teslovich et al. 2010[1]. 

 

The black datapoint represents the strongest TG GWAS signal from Teslovich et al.[1] in this 

region, and the red datapoints represent SNPs in LD (r
2
 > 0.50) with the primary signal.  Grey 

datapoints indicate SNPs that are not in LD (r
2
 < 0.50) with the primary GWAS signal. LST1 is 

depicted in brown. The Y-axis represents the –log(p) TG GWAS value from Teslovich et al.[1], 

and the X-axis the basepair position on human chromosome 6. 

 

LST1 is located 289 kb away from a SNP significantly associated with TGs in the metaGWAS 

(rs2247056)[1].  The SNP rs2247056 is an intronic SNP residing within HLA-B.  Howver, there 

are other independent SNPs tha pass the GWAS p-value cut-off of 5x10
-8 

not in LD with 

rs2247056 (r
2
<0.5).  In fact, one SNP (rs1800629) within 11 kb of LST1 is significantly 

associated with TGs (P=7.9 X 10
-9

).  Thus, LST1 remains a plausible candidate for this region, 



as it is found in all 3 TG WGCNA modules and the region harbors multiple independent TG 

signals. 
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