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Species

Dictyostelium discoideum
Entamoeba histolytica

Giardia lamblia
Leishmania major
Naegleria gruberi
Trichomonas vaginalis
Trypanosoma brucei
Trypanosoma cruzi

Caenorhabditis elegans
Cryptococcus neoformans
Drosophila melanogaster
Homo sapiens

Monosiga brevicollis
Xenopus laevis

Xenopus tropicalis
Rhizopus oryzae
Saccharomyces cerevisiae

Arabidopsis thaliana
Chlamydomonas reinhardftii
Cyanidioschyzon merolae
Ostreococcus tauri
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