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Rattus norvegicus BN/SsNHsdMCW kinesin (Kif5C) gene

Protein query length: 957 aa, Matches: 933; Mismatches: 15; Exons: 25; Introns: 24; Intron?: 0; Gaps: 1.

Protein query length: 957 aa, Matches: 937; Mismatches: 15; Exons: 26; Introns: 25; Intron?: 0; Gaps: 1.

Scipio v1.0

Scipio v1.5

For clarity introns have been scaled down by a factor of 56934.55

1 gi|56554749|gb|CM000074.1| (140460775bp)

2 gi|56554739|gb|CM000084.1| (16943224bp)

700 bps (ex.) 38373200 bps (in.)

For clarity introns have been scaled down by a factor of 51.26

1 gi|56554749|gb|CM000074.1| (138555bp)

700 bps (ex.) 33800 bps (in.)


