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Hc-AFP1 
                          1                                                51 
gi_11386628 Rs-AFP3       -KLCERSSGTWSGVCGNNNACKNQCIRLEGAQHGSCNYVFPAHKCICYFPC 
gi_11386640 Bn-AFP3       -KLCERSSGTWSGVCGNNNACKNQCIRLEGAQHGSCNYVFPAHKCICYFPC 
gi_23321205 Br-AFP        QKLCERSSGTWSGVCGNNNACKNQCINLEGARHGSCNYVFPYHRCICYFPC 
gi_310697404 Br-AFP1.2    -KLCERSSGTWSGVCGNNNACKNQCINLEGARHGSCNYVFPYHRCICYFPC 
gi_281486468 Br insectR   QKLCERSSGTWSGVCGNNNACKNQCINLEGARHGSCNYVFPYHRCICYFPC 
gi_11386627 Rs-AFP4       QKLCERSSGTWSGVCGNNNACKNQCINLEGARHGSCNYIFPYHRCICYFPC 
gi_59798992Rs-AFP1        QKLCERPSGTWSGVCGNNNACKNQCINLEKARHGSCNYVFPAHKCICYFPC 
gi_81176559 Bj-AFP        QKLCERPSGTWSGVCGNNNACKNQCINLEKARHGSCNYVFPAHKCICYFPC 
gi_1703204 Sa-AFP1        QKLCERPSGTWSGVCGNNNACKNQCINLEKARHGSCNYVFPAHKCICYFPC 
gi_13872714 Bo-AFP        QKLCERPSGTWSGVCGNNNACKNQCIRLEKARHGSCNYVFPAHKCICYFPC 
gi_63029687 PDF1.4        QKLCERASGTWSGVCGNNNACKNQCIRLEKARHGSCNYVFPAHKCICYFPC 
gi_1703192 Sa-AFP2a       QKLCQRPSGTWSGVCGNNNACRNQCINLEKARHGSCNYVFPAHKCICYFPC 
gi_242724021 Ov-AFP       QKLCQRPSGTWSGVCGNNNACKNQCINLEKARHGSCNYVFPAHKCICYFPC 
gi_1703206 Rs-AFP2        QKLCQRPSGTWSGVCGNNNACKNQCIRLEKARHGSCNYVFPAHKCICYFPC 
gi_63029681 PDF1.1        QRLCEKPSGTWSGVCGNNGACRNQCIRLEKARHGSCNYVFPAHKCICYFPC 
Hc-AFP4                   QKLCERPSGTWSGVCGNNGACRNQCIRLERARHGSCNYVFPAHKCICYFPC 
Hc-AFP2                   QKLCERPSGTWSGVCGNNNACRNQCINLEKARHGSCNYVFPAHKCICYFPC 
gi_297839465 Al-AFP       QKLCEKPSGTWSGVCGNSGACKNQCINLEGARHGSCNYVFPAHKCICYFPC 
gi_63029683 PDF1.2        QRLCEKPSGTWSGVCGNSGACKNQCINLEGARHGSCNYVFPAHKCICYFPC 
gi_62823009 Sa-AFP        QKLCERPSGTWSGVCGNSNSCKNQCINLEGARHGSCNYVFPAHKCICYFPC 
Hc-AFP1                   -RYCERSSGTWSGVCGNSGKCSNQCQRLEGAAHGSCNYVFPAHKCICYYPC 
Hc-AFP3                   -RYCERSSGTWSGVCGNTDKCSSQCQRLEGAAHGSCNYVFPAHKCICYYPC 
gi_15225243 Def-like 15   QKLCEKPSGTWSGVCGNSNACKNQCINLEGAKHGSCNYVFPAHKCICYVPC 
gi_15241496 Def-like 16   QKLCEKPSGTWSGVCGNSNACKNQCINLEGAKHGSCNYVFPAHKCICYVPC 
gi_15225238Def-like 14    QKLCEKPSGTWSGVCGNSNACKNQCINLEGAKHGSCNYVFPAHKCICYFPC 
gi_63029685 PDF1.3        QKFCEKPSGTWSGVCGNSNACKNQCINLEGAKHGSCNYVFPAHKCICYFPC 
Consensus                 QKLCERPSGTWSGVCGNNNACKNQCINLEGARHGSCNYVFPAHKCICYFPC 
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