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gi_11691893_dbj_AB012871.1_  (1) ATGGCTAAGTTTGCTTCTATCATCGCTCTTCTCTTCGCTGCTCTTGTTCT
gi_242724020_gb_FJ489240.1_  (1) ATGGCTAAGTTTGCTTCCATCACCGCCCTTCTCTTTGCTGCTCTTGTTCT
gi_13872713_emb_AJ311046.1_  (1) ATGGCTAAGGTTGCTTCCATCGTTGCCCTTCTTTTTCCTGCCCTTGTTAT
gi_81176558_gb_DQ191751.1_   (1) ATGGCTAAGGTTGCTTCCATCATTGCCCTACTTTTTGCTGCTCTTGTTCT
gi_81176560_gb_DQ191752.1_   (1) ATGGCTAAGGTTGCTTCCATCATTGCCCTACTTTTTGCTGCTCTTGTTCT
gi_63029686_gb_AY961379.1_   (1) ATGGCTAAGTCTGCTACCATCGTTACCCTTTTTTTCGCTGCTCTTGTTTT
gi_56385121_gb_AY829229.1_   (1) ATGGCTAAGTTTGCTTCTATCGTTCCCCTTCTCTTCGCTGCTCTTCTTCT
gi_23321204_gb_AF528180.1_   (1) ATGGCTAAGTTTGTTTCCATCATCACCCTTTTCTTCGCTGCTCTCGTTCT
gi_37528804_gb_AY383485.1_   (1) ATGGCTAAGTTTGTTTCCATCATCACCCTTCTCTTCGCTGCTCTCGTTCT
gi_281486467_gb_GU230169.1_  (1) ATGGCTAAGGTTGCTTCCATCATCACCCTTCTCTTCGCTGCTCTCGTTCT
gi_63029680_gb_AY961376.1_   (1) ATGGCTAAGTTTGCTTCCATCATCACCCTTATCTTCGCTGCTCTTGTTCT
gi_63029682_gb_AY961377.1_   (1) ATGGCTAAGTTTGCTTCCATCATCACCCTTATCTTCGCTGCTCTTGTTCT
gi_63029684_gb_AY961378.1_   (1) ATGGCTAAGTTTGCCTCCATCATCACCCTTATCTTCGCAGCTCTTGTTCT
gi_151382078_gb_EF423802.1_  (1) ATGGCTAAGTTTGCTTCCATCATCACCCTTCTCTTCGCTGCTCTTGTTGT
gi_218436743_dbj_AB302324.1_ (1) ATGGCTAAGTTTGCTTCCATCATCACCCTTCTCTTCGCTGCTCTTGTTGT
gi_244539518_dbj_AB302891.1_ (1) ATGGCTAAGTTTGCTTCCATCATCACCCTTCTCTTCGCTGCTCTTGTTGT
gi_60686418_gb_AY884023.1_   (1) ATGGCTAAGTTTGCTTCCATCATCACCCTTCTCTTCGCTGCTCTTGTTGT
Consensus                    (1) ATGGCTAAGTTTGCTTCCATCATCACCCTTCTCTTCGCTGCTCTTGTTCT
