
5’…LVHEKDGSWCMCLDYRELNKLTIKDKFPIPVIDELLDELHGSIYFTKLDLR

SGYHQIRMKMKDILKTTFRTHEGHYEFLVMPFGLTNAPSTFQDLMNSIFKPF

LRKFVLVFFDDILIYIKSWKDHVEHVERVLQLLEEKQLYAKIFKCFFGVQEVEY

LGHIVSHEGVKIDPSKIKSIKEWKISTSIKHLRGFLGLTGYYRKFVKNYGRIAAP

LTTLLKKDSFSWTPEATKAFKHLKEAMCQALVVATPDFTKTFIVECDASGNGI

GVVLMQDERPITFESRLIKGKFLRKDIYEKEMLAILHALKKWRPYLMGRHFKV

KTDHDSLKYFLEQRLSSEEQQKWVTKMLGYDFEIIYKKGKQNVVADALSKDE

DVEAFLCAISIIQPDWINEAREEWKNDEEVWALIRKLQQYSSTSETFSWKND

SLWYKDHLYLCKNYQLKQKILMEFHTSPLGGHSRFLKTYHRVKKEFFWDGL

KSDIQKFVAECLVCQQNKVATIKTPGLLQPLSIPSQCWEDVSMDFITGLPKSE

GKSVIMVVVDRLTKYAHFCTLSHPFKASKVSTAFMETVQKLHGNPKIIVSDRD

PIFTGNFWSELFSCLGTQLAHSSSYHPQSDGKTEIVNKFLEGYLRCFVSDKQ

TQWVKLPLAEWWYNTSFHTATKMTPFMALYGYQTPSTTSYLRENSKVQAV

EHHIEHQQQVLQLLKDNLVLAQNRMKQQADQHRSERSFDVGDWVFLRLQL

YKKMSLKQAKKDNKLSPKYYGSYKVLQKIGTMAYKLELPAASRLHPVFHVS

CLKKVIGDKLPIQTIFQNLTRKEKLYWNLESPKSLVTIFPELDEEGKIIFEPEAV

TETSTRQVRNRSISEYLIKWKNLSTEDSTWEDENFMRKYPELLKREERK…3’  

Additional file 1. Structural features of Corky retrotransposon. 

Conserved amino acid (single letter code) domains of Reverse Transcriptase 

(underline), RNaseH, Integrase (underline) and Chromo (underline). In the 

Reverse Transcriptase two important motives PFGL and DDILIYS are in red. In 

RNaseH the CDAS motif is pointed in bold. In the integrase the three 

subdomains are in red: HH-CC; D,DE and G-(D/E)-X10-20-KL-X2/R/K)-F/Y/W)-

X-G-P-(F/Y)-X-(I/V). The HPVFH(V)S motif is showed in bold. 
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