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islate P Consel ATTTCGAGCTGCTGCCATTCGGCTCAGGACGGCGGATE
TRUMPET = | ATTTCGAGCTGCTGCCATTCGGCTCAGGGCGOCORATS
WHITEFOX = | ATTTCGAGCTGCTGCCATTCGGCTCAGGECGECOEATE
CONNETICUTKING | ATTTCGAGCTGCTGCCATTCGGCTCAGGACGGCORATE
CONNETICUTKING — L ATTTCGAGCTGCTRCCATTCGGCTCAGGACGGCOOATS
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» Translaze P Consensus

COGCTCAGGGLGGCGEATCTOTCCAGGGTACAACTTGGGCCTCAAGGTCATCCAGGCGAGCCTCGCCAACCTCCTGCATGGCTTTTCCTCRAGCTTGCCOGAGGECATGACGAAGG

TRUMP_LARSPR(32>319) —
TRUNP_2GTHSI (3>292)
TRUMP_2JN70C (98>386) —
TRUNP_2F3I1Y(57>270)
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TRUNP_LEYESH(1>261)
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CK_IENT3J (15296)
CE_IDTNZD(1>213)
UF_IDWO2H(1>199)
STAR 2HTQZZ(1>189)
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CEECTCCGEGEGECEEATETETCCAGGETACAACTTGGGECTC AAAGTGATCCAGGCGAGTCTCGCCAACCTCCTGCATGG- TTTTCC TEGAGETTCCCOGAGEGEALGACARAGE
CEGCTCAGGGCOECOCATETCTCCAGGTTATAACTTGGGGCT TARGGTGATCCAGACGAGCCTCGCCAACCTCCTC CATGECTTTTCCTGEAGETTCCCOGAGGGCATCACARAGE
COGCTCAGGECGECGCOATCTOTC CACGETACAACTTOG L TCARG T GATC CAGGC AL CTC GO CAAC CTCCTRCAT e TTT T TCCTCOAGETTOCCORACGOCATCACCARGTD
4GGGCGGCCEATCTETCCAGGGTACAACTTGG6GCTCAAGGTGATCCAGACGAGCCTCGCCAATCTCTTGCATSGCTTTTCCTGAGGTTGCC GGAGGGEATGACAAAGG

| AGGGCGECEEATCTETCCAGGTTATAAATTGG6GCTCAAGGTGATCCAGACGAGCCTCGCCAACCTCTTGCATGGCTTTTCCTGAGGTTGCCGEAGGGGATGACARAGG
CGGCTCCGEGCOECEEATETGTCCAGGTTATAACTTGGOGCTCAAGGTGATCCAGACGAGLCTTGCCAACCTCCTCCATGGCTTTTCCTGGAGETTGCCGRAGGGCATGACGAAGE
CGGCTCAGEGCGECGEATETCTC CAGGETACAACTTGEGCCTC ARGGTCATCCAGGCGAGCCTCGCCAACCTCCTGCATGETTTTTCCTCRAGETTCCCGRAGEGCATCACGRAGE
GGGTACAACTTGGGECTCARGGTGATCCAGGCGAGCCTCGCCAACCTCCTECATGGTTTTTCCTGRAGGTTGCCGEAGEGCATCACGAAGE
{GGETACAACTTGGGGCTCAAGGTEATCCAGGCGAGCCTOGCCAACCTCCTGCATGG- TTTTCCHGEAGGTTECCGGAGGGCATGACGAAGG
CGEGCTCAGGACGECOGATETGTCCAGGGTATAACTTGGGGCTC AAGGTGATCCAGACGAGCCTCGCCAACCTC TTGCATGGC TTTTCC TG GAGGTTCCCOGAGGGTATGACARAGG
IGACGECOOATCTETCCAGGGTATAACTTGGGGCTCARGGTGATCCAGACGAGCCTCGCCAACCTCTTGCATGGCTTTTCCTGGAGGTTGCCGGAGGGTATGACAAAGS
CGGCTCAGGGLGECGEATCTETCCAGGGTATAACTTGGGGCTCARGGTGATCCAGACGAGCCTCGCCAACCTCCTECATGECTTTTCCTGEAGGTTGCCOEAGGGTATGACARAGG
|ACTTG66GCTCAAGETOATCCAGGCGAGCCTCGCCARCCTCCTGCATEGCTTTTCCTGCAGGTTGCCGEAGGEEATGACAAGS
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CGGCTCAGGY

CGGCGOATETGTCCAGG

CTCGCCAACCTCY TGCATGECTTTTCCTGCAGGTTGC COGAGGGHATGACAAAGE,
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GGCGGATATGTCCAGGC TATAACTTGGGGCTCAANGTGATCCAGACGAGCCTCGCCAACCTCTTGCATGGCTTTTCCTGGAGGCTGCCOGAGGGCATGACALAGG.
GGCGGATATGTCCAGGC TATANCTTGGGGCTCAAGGTGATCCAGACGAGCCTCGCCAACCTCTNGCATGGCTTTTCNTGGAGNC TGCCGGAGGGCATGANAANGG.
GGCGGATGTCTCCAGGGTATAACTTGGGGCTCAAGGTGATCCAGACGAGCCTCGCCAACCTCCTCCATGGCTTTTCCTGGAGCTTGCCOCAGGGTATGACAAAGG.
GGCGGATGTGTCCAGGGTATAACTTGGGGCTCAAGGTGATCCAGACGAGCCTCGCCAACCTCCTGCATGGCTTTTCCTGGAGGTTGCCOCAGGGTATGACAARGG.
GGCGGATGTGTCCAGGGTATAACTTGGGGCTCAAGGTGATCCAGGCGAGCCTCGCCAACCTCCTGCATGGCTTTTCCTGGAGGTTGCCGOAGGGCATGACALAGG.
GGCGGATGTGTCCAGGGTATAACTTGGGGCTCARGGTGATCCAGGCGAGCCTCGCCAACCTCCTGCATGGCTTTTCCTGOAGGTTGCCGGAGGGCATGACALAGG.




