
                               
mcc|Macaca_mulatta_710742 MRSVAAAPRSPAAGTQSRPFAAANWPG-----WRSLQRPAQRNGRGG--GGAASGQYPSAAPPPPGPGPPPSRQRSPPSASDCFGCNGNGGGAFRPGSPQLLGLGGPPRPFVVLLLPRGSPGAPPAAPTRASLLGARASSPRSGVS-SARPAPGCPRPACEPGVWSPSPCRXSPSRQQQQQQQQQQQQQQQ----------PPAAAKVRKPG--GSGLLASPAASPSP-----SSSSVSSSSATTPSS--AAAATSGGGR
mcf|Macaca_fascicularis_101926470 MRSVAAAPRSPVAGTKSRPFAAANWPG-----WRSLQRPAQRNGRGG--GGAASGQYPSAAPPPPGPGPPPSRQRSPPSASDCFGCNGNGGGAFRPGSPQLLGLGGPPRPFVVLLLPRGSPGAPPAAPTRASLLGARASPPRSGVS-SARPAPGCPRPACEP-VYGPLTMSLKP-QQQQQQQQQQQQQQQQ----------PPAAANVRKPG--GSGLLASPAASPSP-----SSSSVSSSSATTPSS--AAAATSGGGR
hsa|Homo_sapiens_6311_ATXN2 MRSAAAAPRSPAVATESRRFAAARWPG-----WRSLQRPARRSGRGG--GGAAPGPYPSAAPPPPGPGPPPSRQSSPPSASDCFGSNGNGGGAFRPGSRRLLGLGGPPRPFVVVLLPLASPGAPPAAPTRASPLGARASPPRSGVS-LARPAPGCPRPACEP-VYGPLTMSLKPQQQQQQQQQQQQQQQQQQQQQQ----PPPAAANVRKPG--GSGLLASPAAAPSP-----SSSSVSSSSATAPSS--VVAATSGGGR
pon|Pongo_abelii_100433569 MRSAAATPRSPAVATESRHFAAARWPG-----WRSLQRPARRSGRGG--GGAAPGPYPSAGWP---------RRSAHPLLT---------GGILLPPEPVLLSXXXXPHPIVVLKIALASPDAPSTAPTRTSPLGARASPPQSGVS-XERPATKXPRPGCEP-VYGPLTKSVKPQQQQQQQQQQQQQQQQ-----------PPAAANVRKPG--DSGLLASPAAAPSP-----SSSSVSSSSATAPSS--VAAATSGGGR
ptr|Pan_troglodytes_452247 -RPTRPPRRADPPRGGRIRVGTAAWPSPDPRESNPARRPLLTCPSRP--RGHLTFCFRPTPPTSDSARPPPSRQSSPPPFSDCFGSNGNGGGVFRPGSRRLLGLGGPPRPFVVLLLPLASPGAPPAAPTRASPLGARASPPRSGVS-LARPAPGCPRPACEP-VYGPLTMSLKPQQQQQQQQQQQQQQQQQQQQQQQQQQPPPAAANVRKPG--GSGLLASPAAAPSP-----SSSSVSSSSATAPSS--VVAATSGGGR
chx|Capra_hircus_102180146 --------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------
phd|Pantholops_hodgsonii_102323591 --------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------
ecb|Equus_caballus_100057794 ------------------------------------------------------------------------------------------------------------------MAAGAGVNGKEPSEVRGGPVGKTSRDQSHRGS-RER------WPARQPNTDTPSPKGRPASRRAD-----------------------PAGAGRR-------ALIRPPRARPSA-----APAPHVSLPAPDRLR--FCFRPT---L
bta|Bos_Taurus_532649 MRPTAAAPRGPAAAIEPRRFAAARWPG-----RRSLPRPARRGG-----GGGAPGPYPSAAPPPPGPGPPPSGQRSPPSSSDCFGSNG---GAARPGSRRLLGFGGPPRPFVVLLLPLAGPGAPPAAPTRASPLGARASPPRSGVS-SARPAPGCPRPACGP-VYGPLTMSLKPQQQQQQQQPQ----------------PQPAAANARKPGGGGGGLLTSPAAAPSS-----VSS---SSAAASSSSSSVAAASTGGGR
ssc|Sus_scrofa_100153708 MRSAAAAPRGPAAAIEPRRFAAARWPG-----RRSLPRPARRGGRGG--SGGAPRPYPSAAPPPPGPGPPPSGQRSPPSASDCFGSNGNGGGAARPGSRRLLGFGGPPRPFVVLLLPLARPGAPPAAPTSASSLGARASPPRSGVS-SARPAPGCPRPACGP-VYGPLTMSLKPQQQQQQQQ-------------------QPTAANARKPGGSGG-LLTSPAAAPSP-----TSSSVSSSSAAASSSSTVAAASAGGGR
cfa|Canis_familiaris_486270 MRSAAAAPRGPAAAIEPRRFAAARWPG-----RRSLPRPARRGGRGGGGGGAAPGPYPSAAPPPPGPGPPPSGQRSPPSASDCFGSNGNGGGASLPGSRRLLGFGGPPRPFVVLLLPLAGPGAPPAAPSRASPLGARASPPRSGVS-SARPAPGCPRPACGS-VYGPLTMSLKPQQQQQQQPPQQPQ-------------PPSAAASARKPGGSGG-LLTSPAAAPPP-----SSVS-SSSAVASSSAAAAAAASAGGGR
myb|Myotis_brandtii_102257957 --------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------
hgl|Heterocephalus_glaber_101726106 MRSEATAPRSPATALEPRRRAAARWPG-----RRSLSRTARRGGRGGX--XEAPTPYPSPPPPGPGPGPPPSAQRSPPSALNCFGSNGNSGSESRPGSQQLLGLGGPPRPFVLLLLPVASPAAPPAALLRASSLGARASLPRSGVS-SARPALGCPRPACEP-VYGPLTMSLKPQQQQP-----------------------PAAASVRKPG---GGLLTSPAAAPSPSSVSSSSAAASSSSSSSSSSSSAAAAGAGGGR
mmu|Mus_musculus_20239 MRSSTAAAQRPAAGDPEPRRPAG-WAA-----RRSLPRTARRGGRGG------AVAYPSAGPPPRGPGAPPRGPRSPPCASDCFGSNGH--GASRPGSRRLLGVCGPPRPFVVVLLPLA----PAATPARACPPGVRASPPRSGVSSSARPAPGCPRPACEP-VYGPLTMSLKPQPQPP------------------------APATGRKPG---GGLLSSPGAAPAS-----AAVTSASVVPAPAAPVASSSAAAGGGR
cge|Cricetulus_griseus_100772811 ------------------------------------------------------------------------------------------------------------------------------------------------------------MDALEL-VLQIVVSHL----------------------------------------------------------------------------------------
mdo|Monodelphis_domestica_100017952 ---------------------------------------------------------------------------------------------------------------------------------------------------------------MDLCKVCQAHHSQHCSLRYPRQ-------------------------------------------------------------------------------
shr|Sarcophilus_harrisii_100919478 -------------------------------------------------------------------------------------------------------------------------------------------------------------------MAGPQTHSYNWGLCQHQP-------------------------------------------------------------------------------
hsa|Homo_sapiens_11273_ATXN2L -----------------------------------------------------------------------------------------------MLKPQPLQQPSQPQQPPPTQQAVARRPPGGTSPPNGGLPGPLATSAAPPGPPAAASPCLGPVAAAGSGLRRGAEGILAPQPPPPQ--------------------------------------------------------------QHQERPGAAAIG------
pon|Pongo_abelii_100454124 -----------------------------------------------------------------------------------------------MLKPQPPQQPSQPQQPPPTQQAVARRPPGGTSPPNGGLPGPLATSAAPPGPPTAASPCLGPVAAAGSGLRRGAEGILAPQPPPPQ---------------------------------------------------------------HQERPGAAAIG------
mcf|Macaca_fascicularis_102117238 -----------------------------------------------------------------------------------------------MLKPQPPQQPSQPQQPPPTQQAVARRLPGGTSPPNGGLPGPLATSAAPPGPPAAASPCLGPVATTGSGLRRGAEGILAPQPPPPPP------------------------------------------------------------QQHQERPGAAAIG------
bta|Bos_Taurus_539507 -----------------------------------------------------------------------------------------------MLKPQPPQQTSQPQQPPPTQQAVARRPPGGTSPPNGGLPGSLASTSAPPGPPAAASPCLGPAAAAGSGLRRGAEGILAPQPPAPQ-------------------------------------------------------------QQHQERPGAAAIG------
ssc|Sus_scrofa_100515946 -----------------------------------------------------------------------------------------------MLKPQPPQQTSQPQQPPPTQQAVARRPPGGTSPPNGGLPGPLASTSAPPGPPAAASPCLGPAAAAGSGLRRGTEGILAPQPPPPQ-------------------------------------------------------------QQHQERPGAAAIG------
cfa|Canis_familiaris_489951 -----------------------------------------------------------------------------------------------MLKPQPPQQTSQPQQPPPTQQAVARRPPGGTSPPNGGLPGPLASASAPPGPPAAASPCLGPAAAAGSGLRRGAEGILAPQPPPPQ-------------------------------------------------------------QQHQERPGAAAIG------
ptr|Pan_troglodytes_454017 -----------------------------------------------------------------------------------------------MLKPQPPQQPSQPQQPPPTQQAVARRPPGGTSPPNGGLPGPLATSAAPPGPPAAASPLRRRRPGEAS-RWMAFAAALSPSPASGPL------------------------------------------------------------FALNRRLHQPATSRVTWQL
mcc|Macaca_mulatta_708359 --------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------
phd|Pantholops_hodgsonii_102343138 ------------------------------------------------------------------------------------------------MELRVEVHAGAVGSDRGSGGAILKRPVGFSAQAQTGRGLRVDSFCGCAVPQPCQRPPDRPLQPLVTSASKKQGYWVIGDP------------------------------------------------------------------------------------
chx|Capra_hircus_102181918 ----------------------------------------------------------------------------------------------------------------------MTRPF-----------------------------------------------------------------------------------------------------------------------------------------
ecb|Equus_caballus_100066373 --------------------------------------------------------------------------------------------------MAEEMHD-------TAGHLTLLR-------------------------------------------------------------------------------------------------------------------------------------------
hgl|Heterocephalus_glaber_101717578 -----------------------------------------------------------------------------------------------------MVFAAALCLGPISGPLFALFYRRLHQPSRSGVTWLLVT-------------------------------------------------------------------------------------------------------------------------
myb|Myotis_brandtii_102260634 --------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------
mmu|Mus_musculus_233871 -----------------------------------------------------------------------------------------------MLKPQPPQQTSQPQQPPPTQQAVARRSPGGTSPPNGGLPGPLTATAAPPGPPAAVSPCLGPAAAAGSGLRRGAESILAASAPPQH----------------------------------------------------------------QERPGAVAIG------
cge|Cricetulus_griseus_100765372 ------------------------------------------------------------------------------------------------------------------MAFAAARSP---SPANGPLLALLNRRLHQP-----------SNSAVTWRLRIPSE-------------------------------------------------------------------------------------------
mdo|Monodelphis_domestica_100014802 ------------------------------------------------------------------------------------------------MLKPQPPQPSQPQQTPIQQPAPARRPPGGTSPPNGSLGGTPASASAP-GPPTAASPGLGPPPAGGSGIRRGGEGVLPPQPPTHQ---------------------------------------------------------------HQERPGGAATG------
shr|Sarcophilus_harrisii_100918446 --------------------------------------------------------------MEQIPNGYEGIEGWKSSGKIGTQSLRIDEDLSEQSPGPQPSQPSQPQQTPIQQPAPARRPPGGTSPPNGSLGGTPASASVP-GPPTAASPGLG-PPAGGSGIRRGGEGVLPPQPPTHQ---------------------------------------------------------------HQERPGGAATG------
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mcc|Macaca_mulatta_710742 PGLGRGRNSNKGLPQSTISFDGIYANMRMVHILTSVVGSKCEVQVKNGGIYEGVFKTYSPKCDLVLDAAHEKSTESSSGPKREEIMESILFKCSDFVVVQFKDMDSSYAKR-----DAFTDSAISA--KVNGEHKEKDLEPWDAGELTANEELEALENDVSNGWDPNDMFRYNEENYGVVSTYDSSLSSYTVPLERDNSEEFLKREARANQLAEEIESSAQYKARVALENDD-RSEEEKYTAVQR-NSSEREGHSINTRE
mcf|Macaca_fascicularis_101926470 PGLGRGRNSNKGLPQSTISFDGIYANMRMVHILTSVVGSKCEVQVKNGGIYEGVFKTYSPKCDLVLDAAHEKSTESSSGPKREEIMESILFKCSDFVVVQFKDMDSSYAKR-----DAFTDSAISA--KVNGEHKEKDLEPWDAGELTANEELEALENDVSNGWDPNDMFRYNEENYGVVSTYDSSLSSYTVPLERDNSEEFLKREARANQLAEEIESSAQYKARVALENDD-RSEEEKYTAVQR-NSSEREGHSINTRE
hsa|Homo_sapiens_6311_ATXN2 PGLGRGRNSNKGLPQSTISFDGIYANMRMVHILTSVVGSKCEVQVKNGGIYEGVFKTYSPKCDLVLDAAHEKSTESSSGPKREEIMESILFKCSDFVVVQFKDMDSSYAKR-----DAFTDSAISA--KVNGEHKEKDLEPWDAGELTANEELEALENDVSNGWDPNDMFRYNEENYGVVSTYDSSLSSYTVPLERDNSEEFLKREARANQLAEEIESSAQYKARVALENDD-RSEEEKYTAVQR-NSSEREGHSINTRE
pon|Pongo_abelii_100433569 PGLGRGRNSNKGLPQSTISFDGIYANMRMVHILTSVVGSKCEVQVKNGGIYEGVFKTYSPKCDLVLDAAHEKSTESSSGPKREEIMESILFKCSDFVMVQFKDMDSSYAKR-----DAFTDSAISA--KVNGEHKEKDLEPWDAGELTANEELEALENDVSNGWDPNDMFRYNEENYGVVSTYDSSLSSYTVPLERDNSEEFLKREARANQLAEEIESSAQYKARVALENDD-RSEEEKYTAVQR-NSSEREGHSINTRE
ptr|Pan_troglodytes_452247 PGLGRGRNSNKGLPQSTISFDGIYANMRMVHILTSVVGSKCEVQVKNGGIYEGVFKTYSPKCDLVLDAAHEKSTESSSGPKREEIMESILFKCSDFVVVQFKDMDSSYAKR-----DAFTDSAISA--KVNGEHKEKDLEPWDAGELTANEELEALENDVSNGWDPNDMFRYNEENYGVVSTYDSSLSSYTVPLERDNSEEFLKREARANQLAEEIESSAQYKARVALENDD-RSEEEKYTAVQR-NSSEREGHSINTRE
chx|Capra_hircus_102180146 --------------------------MRMVHILTSVV------------------------CDLVLDAAHEKSTESSSGPKREEIMESILFKCSDFVVVQFKDMDSSYARR-----DAFTDSAISA--KVNGEHKEKDLEPWDAGELTTNDELEALENDVSNGWDPNDMFRYNEENYGVVSTYDSSLSSYTVPLERDNSEEFLKREARANQLAEEIESSAQYKARVALENDD-RSEEEKYTAVQR-NSSEREGHNINTRE
phd|Pantholops_hodgsonii_102323591 --------------------------MRMVHILTSVV------------------------CDLVLDAAHEKSTESSSGPKREEIMESILFKCSDFVVVQFKDMDSSYARR-----DAFTDSAISA--KVNGEHKEKDLEPWDAGELTTSDELEALENDVSNGWDPNDMFRYNEENYGVVSTYDSSLSSYTVPLERDNSEEFLKREARANQLAEEIESSAQYKARVALENDD-RSEEEKYTAVQR-NSSEREGHNINTRE
ecb|Equus_caballus_100057794 PTFG-GRNSNKGLPQSMISFDGIYANMRMVHILTSVVGSKCEVQVKNGGIYEGVFKTYSPKCDLVLDAAHEKSTESSSGPKREEIMESILFKCSDFVVVQFKDMDSSYARR-----DAFTDSAISA--KVNGEHKEKDLEPWDAGELTTSEELEALENDVSNGWDPNDMFRYNEENYGVVSTYDSSLSSYTVPLERDNSEEFLKREARANQLAEEIESSAQYKARVALENDD-RSEEEKYTAVQR-NSSEREGHSINTRE
bta|Bos_Taurus_532649 PGLGRGRNSSKGLPQSTISFDGIYANMRMVHILTSVVGSKCEVQVKNGGIYEGVFKTYSPKCDLVLDAAHEKSTESSSGPKREEIMESILFKCSDFVVVQFKDMDSSYARR-----DAFTDSAISA--KVNGEHKEKDLEPWDAGELTTNDELEALENDVSNGWDPNDMFRYNEENYGVVSTYDSSLSSYTVPLERDNSEEFLKREARANQLAEEIESSAQYKARVALENDD-RSEEEKYTAVQR-NSSEREGHNINTRE
ssc|Sus_scrofa_100153708 PGLGRGRNSSKGLPQSTISFDGIYANMRMVHILTSVVGSKCEVQVKNGGIYEGVFKTYSPKCDLVLDAAHEKSTESSSGPKREEIMESILFKCSDFVVVQFKDMDSSYARR-----DAFTDSAISA--KVNGEHKEKDLEPWDAGELTTNEELEALENDVSNGWDPNDMFRYNEENYGVVSTYDSSLSSYTVPLERDNSEEFLKREARANQLAEEIESSAQYKARVALENDD-RSEEEKYTAVQR-NSSEREGHSINTRE
cfa|Canis_familiaris_486270 PGLGRGRNS-KGLPQSTISFDGIYANMRMVHILTSVVGSKCEVQVKNGGIYEGVFKTYSPKCDLVLDAAHEKSVESSSGPKREEIMESILFKCSDFVVVQFKDMDSSYARR-----DAFTDSAISA--KVNGEHKEKDLEPWDAGELTTSEELEALENDVSNGWDPNDMFRYNEENYGVVSTYDSSLSSYTVPLERDNSEEFLKREARANQLAEEIESSAQYKARVALENDD-RSEEEKYTAVQR-NSSEREGHSINTRE
myb|Myotis_brandtii_102257957 --------------------------MRMVHILTSVVGSKCEVQVKNGGIYEGVFKTYSPKCDLVLDAAHEKSTESSSGPKREEIMESILFKCSDFVVVQFKDMDSSYARRVASETDAFTDSAIGA--KVNGEHKEKDLEPWDAGELAASEELEALENDVSNGWDPNDMFRYNEEHYGVVSTYDSSLSSYTVPLERDNSEEFLKREARANQLAEEIESSAQYKARVALENDD-RSEEEKYTAVQR-NSSERESHSINTRE
hgl|Heterocephalus_glaber_101726106 PGLGRGRNSSKGLPQSTISFDGIYANMRMVHILTSVVGSKCEVQVKNGGIYEGVFKTYSPKCDLVLDAAHEKSPESSSGPKREEIMESILFKCSDFVVVQFKDMDSSYARR-----DAFTDSAISA--KVNGEHKEKDLEPWDAGELTASEELEALENDVSNGWDPNDMFRYNEENYGVVSTYDSSLSSYTVPLERDNSEEFLKREARANQLAEEIESSAQYKARVALENDD-RSEEEKYTAVQR-NSSEREGHNINTRE
mmu|Mus_musculus_20239 PGLGRGRNSSKGLPQPTISFDGIYANVRMVHILTSVVGSKCEVQVKNGGIYEGVFKTYSPKCDLVLDAAHEKSTESSSGPKREEIMESVLFKCSDFVVVQFKDTDSSYARR-----DAFTDSALSA--KVNGEHKEKDLEPWDAGELTASEELE-LENDVSNGWDPNDMFRYNEENYGVVSTYDSSLSSYTVPLERDNSEEFLKREARANQLAEEIESSAQYKARVALENDD-RSEEEKYTAVQR-NCSDREGHGPNTRD
cge|Cricetulus_griseus_100772811 ----IGRNSSKGLPQPTISFDGIYANVRMVHILTSVVGSKCEVQVKNGGVYEGVFKTYSPKCDLVLDAAHEKSTESSSGPKREEIMESILFKCSDFVVVQFKDTDSSYARR-----DAFTDSAVSA--KVNGEHKERDLEPWDAGELTASEELEALENDVSNGWDPNDMFRYNEENYGVVSTYDSSLSSYTVPLERDNSEEFLKREARANQLAEEIESSAQYKARVALENDD-RSEEEKYTAVQR-NCSDREGHGTSSRE
mdo|Monodelphis_domestica_100017952 ----RGRSSGKGLPQSTISFDGIYANMRMVHILTSVVGSKCEVQVKNGGVYEGVFKTYSPKCDLVLDAAHKKTTDSSPGPKREDIVERILFKCSDFVVVQFKDMDSNYARR-----DAFTDSAISA--KVNGEHKEKDLEPWDGGETATTEEFEALETDVSNGWDPNDMFRYNEENYGVVSTYDSSLSSYTVPLERDNSEEFLKREARANQLAEEIESSAQYKARVALENDD-RSEEEKYTAVQR-NASEREGHSINTRE
shr|Sarcophilus_harrisii_100919478 ----RGRSSGKGLPQSTISFDGIYANMRMVHILTSVVGSKCEVQVKNGGVYEGVFKTYSPKCDLVLDAAHKKTTDSSPGPKREDIVERILFKCSDFVVVQFKDMDSNYARR-----DAFTDSAISA--KVNGEHKEKDLEPWDGGETATTEEFEALETDVSNGWDPNDMFRYNEENYGVVSTYDSSLSSYTVPLERDNSEEFLKREARANQLAEEIESSAQYKARVALENDD-RSEEEKYTAVQR-NASEREGHSLNTRE
hsa|Homo_sapiens_11273_ATXN2L --SARGQSTGKGPPQSPV-FEGVYNNSRMLHFLTAVVGSTCDVKVKNGTTYEGIFKTLSSKFELAVDAVHRKASEPAGGPRREDIVDTMVFKPSDVMLVHFRNVDFNYATK-----DKFTDSAIAMNSKVNGEHKEKVLQRWEGG--DSNSDDYDLESDMSNGWDPNEMFKFNEENYGVKTTYDSSLSSYTVPLEKDNSEEFRQRELRAAQLAREIESSPQYRLRIAMENDDGRTEEEKHSAVQR-QGSGRESPSLASRE
pon|Pongo_abelii_100454124 --SARGQSTGKGPPQSPV-FEGVYNNSRMLHFLTAVVGSTCDVKVKNGTTYEGIFKTLSSKFELAVDAVHRKASEPAGGPRREDIVDTMVFKPSDVMLVHFRNVDFNYATK-----DKFTDSAIAMNSKVNGEHKEKVLQRWEGG--DSNSDDYDLESDMSNGWDPNEMFKFNEENYGVKTTYDSSLSSYTVPLEKDNSEEFRQRELRAAQLAREIESSPQYRLRIAMENDDGRTEEEKHSAVQR-QGSGRESPSLASRE
mcf|Macaca_fascicularis_102117238 --SARGQSTGKGPPQSPV-FEGVYNNSRMLHFLTAVVGSTCDVKVKNGTTYEGIFKTLSSKFELAVDAVHRKASEPAGGPRREDIVDTMVFKPSDVMLVHFRNVDFNYATK-----DKFTDSAIAMNSKVNGEHKEKVLQRWEGG--DSNSDDYDLESDMSNGWDPNEMFKFNEENYGVKTTYDSSLSSYTVPLEKDNSEEFRQRELRAAQLAREIESSPQYRLRIAMENDDGRTEEEKHSAVQR-QGSGRESPSLASRE
bta|Bos_Taurus_539507 --SARGQSTGKGPPQSPV-FEGVYNNSRMLHFLTAVVGSTCDVKVKNGTTYEGIFKTLSSKFELAVDAVHRKVSEPAGGPRREDIVDTMVFKPSDVMLVHFRNVDFNYATK-----DKFTDSAIAMNSKVNGEHKEKVLQRWEGG--DSNSDDYDLESDMSNGWDPNEMFKFNEENYGVKTTYDSSLSSYTVPLEKDNSEEFRQRELRAAQLAREIESSPQYRLRIAMENDDGRTEEEKHSAVQR-QGSGRESPSLAARE
ssc|Sus_scrofa_100515946 --SARGQSTGKGPPQSPV-FEGVYNNSRMLHFLTAVVGSTCDVKVKNGTTYEGIFKTLSSKFELAVDAVHRKASEPAGGPRREDIVDTMVFKPSDVMLVHFRNVDFNYATK-----DKFTDSAIAMNSKVNGEHKEKVLQRWEGG--DSNSDDYDLESDMSNGWDPNEMFKFNEENYGVKTTYDSSLSSYTVPLEKDNSEEFRQRELRAAQLAREIESSPQYRLRIAMENDDGRTEEEKHSAVQR-QGSGRESPSLASRE
cfa|Canis_familiaris_489951 --SARGQSTGKGPPPSPV-FEGVYNNSRMLHFLTAVVGSTCDVKVKNGTIYEGIFKTLSSKFELAVDAVHRKASEPAGGPRREDIVDTMVFKPSDVMLVHFRNVDFNYATK-----DKFTDSAIAMNSKVNGEHKEKVLQRWEGG--DSNSDDYDLESDMSNGWDPNEMFKFNEENYGVKTTYDSSLSSYTVPLEKDNSEEFRQRELRAAQLAREIESSPQYRLRIAMENDDGRTEEEKHSAVQR-QGSGRESPSLASRE
ptr|Pan_troglodytes_454017 VIPAEGQSTGKGPPQSPV-FEGVYNNSRMLHFLTAVVGSTCDVKVKNGTTYEGIFKTLSSKFELAVDAVHRKASEPAGGPRREDIVDTMVFKPSDVMLVHFRNVDFNYATK-----DKFTDSAIAMSSKVNGEHKEKVLQRWEGG--DSNSDDYDLESDMSNGWDPNEMFKFNEENYGVKTTYDSSLSSYTVPLEKDNSEEFRQRELRAAQLAREIESSPQYRLRIAMENDDGRTEEEKHSAVQR-QGSGRESPSLASRE
mcc|Macaca_mulatta_708359 ----------------------------MLHFLTAVVGSTCDVKVKNGTTYEGIFKTLSSKFELAVDAVHRKASEPAGGPRREDIVDTMVFKPSDVMLVHFRNVDFNYATK-----DKFTDSAIAMNSKVNGEHKEKVLQRWEGG--DSNSDDYDLESDMSNGWDPNEMFKFNEENYGVKTTYDSSLSSYTVPLEKDNSEEFRQRELRAAQLAREIESSPQYRLRIAMENDDGRTEEEKHSAVQR-QGSGRESPSLASRE
phd|Pantholops_hodgsonii_102343138 -SQSGGQSTGKGPPQSPV-FEGVYNNSRMLHFLTAVVGSTCDVKVKNGTTYEGIFKTLSSKFELAVDAVHRKVSEPAGGPRREDIVDTMVFKPSDVMLVHFRNVDFNYATK-----DKFTDSAIAMNSKVNGEHKEKVLQRWEGG--DSNSDDYDLESDMSNGWDPNEMFKFNEENYGVKTTYDSSLSSYTVPLEKDNSEEFRQRELRAAQLAREIESSPQYRLRIAMENDDGRTEEEKHSAVQRRQGSGRESPSLAARE
chx|Capra_hircus_102181918 -SSLGGQSTGKGPPQSPV-FEGVYNNSRMLHFLTAVVGSTCDVKVKNGTTYEGIFKTLSSKFELAVDAVHRKVSEPAGGPRREDIVDTMVFKPSDVMLVHFRNVDFNYATK-----DKFTDSAIAMNSKVNGEHKEKVLQRWEGG--DSNSDDYDLESDMSNGWDPNEMFKFNEENYGVKTTYDSSLSSYTVPLEKDNSEEFRQRELRAAQLAREIESSPQYRLRIAMENDDGRTEEEKHSAVQR-QGSGRESPSLAARE
ecb|Equus_caballus_100066373 ----RGQSTGKGPPQSPV-FEGVYNNSRMLHFLTAVVGSTCDVKVKNGATYEGIFKTLSSKFELAVDAVHRKASEPVGGPRREDIVDTMVFKPSDVMLVHFRNVDFNYATK-----DKFTDSAIAMNSKVNGEHKEKVLQRWEGG--DSNSDDYDLESDMSNGWDPNEMFKFNEENYGVKTTYDSSLSSYTVPLEKDNSEEFRQRELRAAQLAREIESSPQYRLRIAMENDDGRTEEEKHSAVQR-QGSGRESPSLASRE
hgl|Heterocephalus_glaber_101717578 --PAEGQSTGKGPPQSPV-FEGVYNNSRMLHFLTAVVGSTCDVKVKNGTTYEGIFKTLSSKFELAVDAVHRKASEPAGGPRREDIVDTMVFKPSDVMLVHFRNVDFNYATK-----DKFTDSAIAMNSKVNGEHKEKVLQRWEGG--DSNSDDYDLESDMSNGWDPNEMFKFNEENYGVKTTYDSSLSSYTVPLEKDNSEEFRQRELRAAQLAREIESSPQYRLRIAMENDDGRTEEEKHSAVQR-QGSGRESPSLVARE
myb|Myotis_brandtii_102260634 --------------MLQV-FEGVYNNSRMLHFLTAVVGSTCDVKVKNGTTYEGIFKTLSSKFELAVDAVHRKASEPVGGPRREDIVDTMVFKPSDVMLVHFRNVDFNYATK-----DKFTDSAIAMNSKVNGEHKEKVLQRWEGG--DSNSDDYDLDSDMSNGWDPNEMFKFNEENYGVKTTYDSSLSSYTVPLEKDNSEEFRQRELRAAQLAREIESSPQYRLRIAMENDDGRTEEEKHSAVQR-QGSGRESPSLASRE
mmu|Mus_musculus_233871 --SVRGQTTGKGPPQSPV-FEGVYNNSRMLHFLTAVVGSTCDVKVKNGTTYEGIFKTLSSKFELAVDAVHRKASEPAGGPRREDIVDTMVFKPSDVLLVHFRNVDFNYATK-----DKFTDSAIAMNSKVNGEHKEKVLQRWEGG--DSNSDDYDLESDMSNGWDPNEMFKFNEENYGVKTTYDSSLSSYTVPLEKDNSEEFRQRELRAAQLAREIESSPQYRLRIAMENDDGRTEEEKHSAVQR-QGSGRESPSLVSRE
cge|Cricetulus_griseus_100765372 -----GQSTGKGPPQSPV-FEGVYNNSRMLHFLTAVVGSTCDVKVKNGTTYEGIFKTLSSKFELAVDAVHRKASEPAGGPRREDIVDTMVFKPSDVLLVHFRNVDFNYATK-----DKFTDSAIAMNSKVNGEHKEKVLQRWEGG--DGNSDDYDLESDMSNGWDPNEMFKFNEENYGVKTTYDSSLSSYTVPLEKDNSEEFRQRELRAAQLAREIESSPQYRLRIAMENDDGRTEEEKHSAVQR-QGSGRESPSLVSRE
mdo|Monodelphis_domestica_100014802 --STRGQSTGKGPPPSPV-FEGVYNNSRMLHFLTAVVGSTCDVKVKNGTTYEGIFKTLSSKFELAVDAVHRKAPEPAGGPRREDIVDTMVFKPSDVMMVHFRNVDFNYATK-----DKFTDSAIAMNSKVNGEHKEKVLQRWEGG--DGNSDDYDLESDMSNGWDPNEMFKFNEENYGVKTTYDSSLSSYTVPLEKDNSEEFRQRELRAAQLAREIESSPQYRLRIAMENDDGRTEEEKHSSVQR-QGSGRDSPSLVSRD
shr|Sarcophilus_harrisii_100918446 --STRGQSTGKGPPPSPV-FEGVYNNSRMLHFLTAVVGSTCDVKVKNGTTYEGIFKTLSSKFELAVDAVHRKASEPAGGPRREDIVDTMVFKPSDVMMVHFRNVDFNYATK-----DKFTDSAIAMNSKVNGEHKEKVLQRWEGG--DGNSDDYDLESDMSNGWDPNEMFKFNEENYGVKTTYDSSLSSYTVPLEKDNSEEFRQRELRAAQLAREIESSPQYRLRIAMENDDGRTEEEKHSSVQR-QGSGRDSPSLVSRE
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mcc|Macaca_mulatta_710742 NKYIPPGQRNREVISWGSGRQNSPRMGQPGSGSMPSRS-TSHTSDFNPNSCSDQRVVN------------GGVPWPSPCPSPSSRPPSRYQSGPNSLPPRAATPTRPPSRPPSRPSRPPSHPSAHGSPAPVSTMPKRMSSEGPPRMSPKAQRHPRNHRVSAGRGSISSGLEFVSHNPPSEAATPPVARTSPSGGTWSSVVSGVPRLSPKTHRPRSPRQNSIGNTP-SGPVLASPQAGIIPTEAVAMPIPAASPTPASPAS
mcf|Macaca_fascicularis_101926470 NKYIPPGQRNREVISWGSGRQNSPRMGQPGSGSMPSRS-TSHTSDFNPNSCSDQRVVN------------GGVPWPSPCPSPSSRPPSRYQSGPNSLPPRAATPTRPPSRPPSRPSRPPSHPSAHGSPAPVSTMPKRMSSEGPPRMSPKAQRHPRNHRVSAGRGSISSGLEFVSHNPPSEAATPPVARTSPSGGTWSSVVSGVPRLSPKTHRPRSPRQNSIGNTP-SGPVLASPQAGIIPTEAVAMPIPAASPTPASPAS
hsa|Homo_sapiens_6311_ATXN2 NKYIPPGQRNREVISWGSGRQNSPRMGQPGSGSMPSRS-TSHTSDFNPNSGSDQRVVN------------GGVPWPSPCPSPSSRPPSRYQSGPNSLPPRAATPTRPPSRPPSRPSRPPSHPSAHGSPAPVSTMPKRMSSEGPPRMSPKAQRHPRNHRVSAGRGSISSGLEFVSHNPPSEAATPPVARTSPSGGTWSSVVSGVPRLSPKTHRPRSPRQNSIGNTP-SGPVLASPQAGIIPTEAVAMPIPAASPTPASPAS
pon|Pongo_abelii_100433569 NKYIPPGQRNREVISWGSGRQNSPRMGQPGSGSMPSRS-TSHTSDFNPNSGSDQRVVN------------GGVPWPSPCPSPSSRPPSRYQSGPNSLPPRAATPTRPPSRPPSRPSRPPSHPSAHGSPAPVSTMPKRMSSEGPPRMSPKAQRHPRNHRVSAGRGSISSGLEFVSHNPPSEAATPPVARTSPSGGTWSSVVSGVPRLSPKTHRPRSPRQNSIGNTP-SGSVLASPQAGIIPSEAVAMPIPAASPTPASPAS
ptr|Pan_troglodytes_452247 NKYIPPGQRNREVISWGSGRQNSPRMGQPGSGSMPSRS-TSHTSDFNPNSGSDQRVVN------------GGVPWPSPCPSPSSRPPSRYQSGPNSLPPRAATPTRPPSRPPSRPSRPPSHPSAHGSPAPVSTMPKRMSSEGPPRMSPKAQRHPRNHRVSAGRGSISSGLEFVSHNPPSEAATPPVARTSPSGGTWSSVVSGVPRLSPKTHRPRSPRQNSIGNTP-SGPVLASPQAGIIPTEAVAMPIPAASPTPASPAS
chx|Capra_hircus_102180146 NKYIPPGQRNREVISWGSGRQNSPRMGQPGSGSMPSRS-TSHTSDFNPNSGSDQRVVN------------GGVPWPSPCPSPSSRPPSRYQSGPNSLPPRAATPTRPPSRPPSRPSRPPSHPSAHGSPAPVSTMPKRMSSEGPPRMSPKAQRHPRNHRVSAGRGSISSGLEFVSHTPPSEAAAPPTARTSPAGGTWSSVVSGVPRLSPKTHRPRSPRQNSIGNTP-SGPVLASPQAGIIPAEAVAMPVPAASPTPASPAS
phd|Pantholops_hodgsonii_102323591 NKYIPPGQRNREVISWGSGRQNSPRMGQPGSGSMPSRS-TSHTSDFNPNSGSDQRVVN------------GGVPWPSPCPSPSSRPPSRYQSGPNSLPPRAATPTRPPSRPPSRPSRPPSHPSAHGSPAPVSTMPKRMSSEGPPRMSPKAQRHPRNHRVSAGRGSISSGLEFVSHTPPSEAAAPPTARTSPAGGTWSSVVSGVPRLSPKTHRPRSPRQNSIGNTP-SGPVLASPQAGVIPAEAVAVPVPAASPTPASPAS
ecb|Equus_caballus_100057794 NKYIPPGQRNREVISWGSGRQNSPRMGQPGSGSMPSRS-TSHTSDFNPNSGSDQRVVN------------GGVPWPSPCPSPSSRPPSRYQSGPNSLPPRAATPTRPPSRPPSRPSRPPSHPSAHGSPAPVSTMPKRMSSEGPPRMSPKAQRHPRNHRVSAGRGSISSGLEFVSHTPPSEAAAPPAARTSPAGGTWSSVVSGVPRLSPKTHRPRSPRQNSIGNTP-TGPVLASPQAGIIPAEAVAMPVPASSPTPASPAS
bta|Bos_Taurus_532649 NKYIPPGQRNREVISWGSGRQNSPRMGQPGSGSMPSRS-TSHTSDFNPNSGSDQRVVN------------GGVPWPSPCPSPSSRPPSRYQSGPNSLPPRAATPTRPPSRPPSRPSRPPSHPSAHGSPAPVSTMPKRMSSEGPPRMSPKAQRHPRNHRVSAGRGSISSGLEFVSHTPPSEAAAPPTARTSPAGGTWSSVVSGVPRLSPKTHRPRSPRQNSIGNTP-SGPVLASPQAGIIPAEAVAMPVPAASPTPASPAS
ssc|Sus_scrofa_100153708 NKYIPPGQRNREVISWGSGRQNSPRMGQPGSGSMPSRS-TSHTSDFNPNSGSDQRVVN------------GGVPWPSPCPSPSSRPPSRYQSGPNSLPPRAATPTRPPSRPPSRPSRPPSHPSAHGSPAPVSTMPKRMSSEGPPRMSPKAQRHPRNHRVSAGRGSISSGLEFVSHTSPSEAAAPPAARTSPAGGTWSSVVSGVPRLSPKTHRPRSPRQNSIGNTP-SGPVLASPQAGVIPTDAVPMPLPAASPTPASPAS
cfa|Canis_familiaris_486270 NKYIPPGQRNREVISWGSGRQNSPRMGQPGSGSMPSRS-TSHTSDFNPNSGSDQRVVN------------GGVPWPSPCPSPSSRPPSRYQSGPNSLPPRAATPTRPPSRPPSRPSRPPSHPSAHGSPAPVSTMPKRMSSEGPPRMSPKAQRHPRNHRVSAGRGSISSGLEFVSHTPPSEAAAPPAARTSPAGGTWSSVVSGVPRLSPKTHRPRSPRQNSIGNNP-GGPVLASPQAGIIPAEAVAMPVPAASPTPASPAS
myb|Myotis_brandtii_102257957 NKYIPPGQRNREVMSWGSGRQNSPRVGQPGPGSMASRS-TSHTSDFNPNSGSDQRVVNGVFILSFISFVLSGVPWPSPCPSPSSRPPSRYQSGPNSLPPRAATPTRPPSRPPSRPSRPPSHPSAHGSPAPVSTMPKRMSSEGPPRMSPKAQRHPRNHRVSAGRGSISSGLEFVSHTPPSEAVAPPTARTSPAGGTWSSVVSGVPRLSPKTHRPRSPRQNSIGNTP-SGPVLASPQAGIIPTEAVAMPVPAASPTPASPAS
hgl|Heterocephalus_glaber_101726106 NKYIPPGQRNREVISWGSGRQNSPRMGQPGSGSMPSRS-TSHTSDFNPNSGSDQRVVN------------GGVPWPSPCPSPSSRPPSRYQSGPNSLPPRAATPTRPPSRPPSRPSRPPSHPSAHGSPAPVSTMPKRMSSEGPPRMSPKAQRHPRNHRVSAGRGSISSGLEFVSHNPPSEATTPPVARTSPAGGTWSSVVSGVPRLSPKTHRPRSPRPNSIGSTA-GGSVLASPQAGIIPAEAVAMPVPAASPTPASPAS
mmu|Mus_musculus_20239 NKYIPPGQRNREVLSWGSGRQSSPRMGQPGPGSMPSRA-ASHTSDFNPNAGSDQRVVN------------GGVPWPSPCPSPSSRPPSRYQSGPNSLPPRAATPTRPPSRPPSRPSRPPSHPSAHGSPAPVSTMPKRMSSEGPPRMSPKAQRHPRNHRVSAGRGSMSSGLEFVSHNPPSEAAAPPVARTSPAGGTWSSVVSGVPRLSPKTHRPRSPRQSSIGNSP-SGPVLASPQAGIIPAEAVSMPVPAASPTPASPAS
cge|Cricetulus_griseus_100772811 SKYIPPGQRNREVISWGSGRQSSPRMGQPGPGSMPSRA-ASHTSDFNPNSGSDQRVVN------------GGVPWPSPCPSPSSRPPSRYQSGPNSLPPRAATPTRPPSRPPSRPSRPPSHPSAHGSPAPVSTVPKRMSSEGPPRMSPKAQRHPRNHRVSAGRGSMSSGLEFVSHNPPSEAAAPPVARTSPAGGTWSSVVSGVPRLSPKTHRPRSPRQNSIGNSP-SGPVLASPQAGIIPTEAVSMPVPAASPTPASPAS
mdo|Monodelphis_domestica_100017952 NKYIPPGQRTRDVMSWGSGRQNSPRMGQPTSGPTPPRS-GSHTSEFSLNSASDQRVVN------------GGVPWPSPCPSPSSRPPSRYQSGPNSLPPRAATPTRPPSRPPSRPSRPPSHPSAHGSPAPVSTMPKRMSSEGPPRMSPKAQRHPRGHRVSTGRGSISSGLEFVSHNAPGEVTTPPVARSSPSGGTWSSVVSGVPRLSPKTHRPRSPRQSNIGNTP-PGPILSSPQAGTVPTESMAVPVPAASPTPANPAS
shr|Sarcophilus_harrisii_100919478 SKYIPPGQRTRDVMTWGSGRQNSPRMGQPASGPTPSRS-GSHTSEFNLNSAADQRVVN------------GGVPWPSPCPSPSSRPPSRYQSGPNSLPPRAATPTRPPSRPPSRPSRPPSHPSAHGSPAPVSTMPKRMSSEGPPRMSPKAQRHPRGHRVSTGRGSISSGLEFVSHNAPGEVSAPPVARSSPSGGTWSSVVSGVPRLSPKTHRPRSPRQNNIANTP-PGPILSSPQAGTVPTESVAVPVPAASPTPANLAS
hsa|Homo_sapiens_11273_ATXN2L GKYIPLPQRVREG-PRGGVRCSSSRGGRPGLSSLPPRG-PHHLDNSSPGPGSEARGIN----------------------------------------------------------------------------------GGPSRMSPKAQRPLRG------AKTLSS----PSNRPSGETSVPPPPAVG----------RMYPPRSPKSAAP-APISASCPEPP-IGSAVPTSSASIPVTSSVSDPGVGS----ISPAS
pon|Pongo_abelii_100454124 GKYIPLPQRVREG-PRGGVRCSSSRGGRPGLSSLPPRG-PHHLDNNSPGPGSEARGIN----------------------------------------------------------------------------------GGPSRMSPKAQRPLRG------AKTLSS----PSNRPSGETSVPPPPAVG----------RMYPPRSPKSAAP-APISASCPEPP-IGSAVPTSSASIPVTSSVSDPGVGS----ISPAS
mcf|Macaca_fascicularis_102117238 GKYIPLPQRVREG-PRGGVRCSSSRGGRPGLSSLPPRG-PHHLDNSSPGPGSEARGIN----------------------------------------------------------------------------------GGPSRMSPKAQRPLRG------AKTLSS----PSNRPSGETSVPPPPAVG----------RIYPPRSPKSAAP-APISASCPEPP-IGSAVPTSSASIPVTSSVSDPGVGS----ISPAS
bta|Bos_Taurus_539507 GKYIPLPQRVREG-PRGGVRCSSSRGGRPGLSSLPPRG-PHHLDNSSPGPGSEARGIN----------------------------------------------------------------------------------GGPSRMSPKAQRPLRG------AKTLSS----PSSRPSGEASVPPPPAVG----------RMYPPRSPKSAAP-APISASCPEPP-MGSAVPTSSASIPVTSAVGDPGVGS----VSPAS
ssc|Sus_scrofa_100515946 GKYIPLPQRVREG-PRGGVRCSSSRGGRPGLSSLPPRG-PHHLDSSSPGPGSETRGIN----------------------------------------------------------------------------------GGPSRMSPKAQRPLRG------AKTLSS----PSSRPSGEASVPP-SAVG----------RMYPPRSPKSAAP-APISASCPEPP-IGSAVPTSSASIPVTSTVGDPGVGS----ISPAS
cfa|Canis_familiaris_489951 GKYIPLPQRVREG-PRGGVRCSSSRGGRPGLSSLPPRG-PHHLDSSSPGPGSETRGIN----------------------------------------------------------------------------------GGPSRMSPKAQRPLRGG-----AKTLSS----PSSRPSGEASVPPPPAVG----------RMYPPRSPKSAAP-APISASCPEPPVVGSAVPTSSASIPVTSSVVDPGVGS----ISPAS
ptr|Pan_troglodytes_454017 GKYIPLPQRVREG-PRGGVRCSSSRGGRPGLSSLPPRG-PHHLDNSSPGPGSEARGIN----------------------------------------------------------------------------------GGPSRMSPKAQRPLRG------AKTLSS----PSNRPSGETSVPPPPAVG----------RMYPPRSPKSAAP-APISASCPEPP-IGSAVPTSSASIPVTSSVSDPGVGS----ISPAS
mcc|Macaca_mulatta_708359 GKYIPLPQRVREG-PRGGVRCSSSRGGRPGLSSLPPRG-PHHLDNSSPGPGSEARGIN----------------------------------------------------------------------------------GGPSRMSPKAQRPLRG------AKTLSS----PSNRPSGETSVPPPPAVG----------RIYPPRSPKSAAP-APISASCPEPP-IGSAVPTSSASIPVTSSVSDPGVGS----ISPAS
phd|Pantholops_hodgsonii_102343138 GKYIPLPQRVREG-PRGGVRCSSSRGGRPGLSSLPPRG-PHHLDNSSPGPGSEARGIN----------------------------------------------------------------------------------GGPSRMSPKAQRPLRG------AKTLSS----PSSRPSGEASVPPPPAVG----------RMYPPRSPKSAAP-APISASCPEPP-MGSAVPTSSASIPVTSAVGDPGVGS----ISPAS
chx|Capra_hircus_102181918 GKYIPLPQRVREG-PRGGVRCSSSRGGRPGLSSLPPRG-PHHLDNSSPGPGSEARGIN----------------------------------------------------------------------------------GGPSRMSPKAQRPLRG------AKTLSS----PSSRPSGEASVPPPPAVG----------RMYPPRSPKSAAP-APISASCPEPP-MGSAVPTSSASIPVTSAVGEPGVGS----ISPAS
ecb|Equus_caballus_100066373 GKYIPLPQRVREG-PRGGVRCSSSRGGRPGLSSLPPRG-PHHLDNSSPGPGSETRGIN----------------------------------------------------------------------------------GGPSRMSPKAQRPLRG------AKTLSS----PSSRPSAEASVPSPPAVS----------RMYPPRSPKSAAP-APISASCPEPP-IGSAVPTSSASIPVTSSV-DPGVGS----ISPAS
hgl|Heterocephalus_glaber_101717578 GKYIPLPQRVREG-PRGGVRCSSSRGGRPGLSSLPPRG-PHHLDSSSPGPGSEARGVN----------------------------------------------------------------------------------GGPSRMSPKAQRPLRG------AKTLSS----PSSRPSGETSVPPPPAVG----------RMYPPRSPKSAAP-APLSASCPEPP-MGSAVAASSASIPVTSSVTDPGVGS----ISPAS
myb|Myotis_brandtii_102260634 GKYIPLPQRVREG-PRGGVRCSSSRGGRPGLSSLPPRG-PHHLDNSSPGPGSETRGIN----------------------------------------------------------------------------------GGPSRMSPKAQRPVRG------AKTLSS----PSSRP-GEASVPPPPAVG----------RMYPPRSPKSAAP-APVSASCPEPP-IGSAVPTSSASIPVTSSVVDPGVGS----ISPAS
mmu|Mus_musculus_233871 GKYIPLPQRVREG-PRGGVRCSSSRGGRPGLSSLPPRG-PHHLDNSSPGPGSEARGIN----------------------------------------------------------------------------------GGPSRMSPKAQRPLRG------AKTLSS----PSNRPSGEASVPPTSAALPFL----PVGRMYPPRSPKSAAP-APVSASCPEPP-IGSAVASS-ASIPVTSSVVDPGAGS----ISPAS
cge|Cricetulus_griseus_100765372 GKYIPLPQRVREG-PRGGVRCSGSRGGRPGLSSLPPRG-PHHLDNSSPGPGSEARGIN----------------------------------------------------------------------------------GGPSRMSPKAQRPLRG------AKTLSS----PNNRPSGEASVPPTPA----------VGRMYPPRSPKSAAP-APVSASCPEPP-IGSAVVSS-ASIPASSSVVDPGAGS----ISPAS
mdo|Monodelphis_domestica_100014802 GKYIPLPQRMREGGPRGGVRCSGSRGGRPGIGSLPPRGGPHHPDSSGPSPGPEPRGIN----------------------------------------------------------------------------------GGPSRMSPKAQRPLRG------AKTMSS----PSSRPPGETSVPPPTVG-----------RMYPPRSPKSAAP-APASASCPEPP-MGSAVPTSTASIPPVSSSMEPGAGP----ISPTS
shr|Sarcophilus_harrisii_100918446 GKYIPLPQRMREGGPRGGVRCSSSRGGRPGIGSLPPRGGPHHPDSSGPTPGPEPRGIN----------------------------------------------------------------------------------GGPSRMSPKAQRPLRG------AKTMSS----PSSRPPGETSAPPPTVG-----------RMYPPRSPKSAAP-APASASCPEPP-VGSAVPTSTTSIPPVSSAMEPGAGP----ISPTS
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mcc|Macaca_mulatta_710742 NRAVTPSSEAK------DSRLQDQRQNSPAGNKENIKPNETSPSFSKAENK-------------------GISPIVS--------------------EHRKQIDDLKKFKNDFRLQPSSTSESMDQLLNKNREAE---KSRDLIKDKIEPSAKDSFTENSSS--NCTSGSSKPNSPSISPSILSNTEHKRGPEVTSQGVQTSSPACKQEKDDKEEKKDAAEQVRKSTLNPNAKEFNPRS--FSQPKPSTTPTSPRPQAQP
mcf|Macaca_fascicularis_101926470 NRAVTPSSEAK------DSRLQDQRQNSPAGNKENIKPNETSPSFSKAENK-------------------GISPIVS--------------------EHRKQIDDLKKFKNDFRLQPSSTSESMDQLLNKNREAE---KSRDLIKDKIEPSAKDSFTENSSS--NCTSGSSKPNSPSISPSILSNTEHKRGPEVTSQGVQTSSPACKQEKDDKEEKKDAAEQVRKSTLNPNAKEFNPRS--FSQPKPSTTPTSPRPQAQP
hsa|Homo_sapiens_6311_ATXN2 NRAVTPSSEAK------DSRLQDQRQNSPAGNKENIKPNETSPSFSKAENK-------------------GISPVVS--------------------EHRKQIDDLKKFKNDFRLQPSSTSESMDQLLNKNREGE---KSRDLIKDKIEPSAKDSFIENSSS--NCTSGSSKPNSPSISPSILSNTEHKRGPEVTSQGVQTSSPACKQEKDDKEEKKDAAEQVRKSTLNPNAKEFNPRS--FSQPKPSTTPTSPRPQAQP
pon|Pongo_abelii_100433569 NRAVTPSSEAK------DSRLQDQRQNSPAGNKENIKPNETSPSFSKAENK-------------------GISPIVS--------------------EHRKQIDDLKKFKNDFRLQPSSTSESMDQLLNKNREGE---KSRDLIKDKIEPSAKDSFIENSSS--NCTSGSSKPNSPSISPSILSNTEHKRGPEVTSQGVQTSSPACKQEKDDKEEKKDAAEQVRKSTLNPNAKEFNPRS--FSQPKPSTTPTSPRPQAQP
ptr|Pan_troglodytes_452247 NRAVTPSSEAK------DSRLQDQRQNSPAGNKENIKPNETSPSFSKAENK-------------------GISPVVS--------------------EHRKQIDDLKKFKNDFRLQPSSTSESMDQLLNKNREGE---KSRDLIKDKIEPSAKDSFIENSSS--NCTSGSSKPNSPSISPSILSNTEHKRGPEVTSQGVQTSSPACKQEKDDKEEKKDAAEQVRKSTLNPNAKEFNPRS--FSQPKPSTTPTSPRPQAQP
chx|Capra_hircus_102180146 NRAVTPSLEAK------DSRLQDQRQNSPAGNKENMKPNETSSSFSKAENK-------------------GISPIVS--------------------EHRKQIDDLKKFKNDFRLQPSSTSESMDQLLNKNREGE---KSRDLIKDKIEPNAKDSFIENSS---NCTSGSSKPSSPSISPSVLSNTEHKRGPEVTSQGVQTSSPGCKQEKEDKEEKKDAAEQVRKSTLNPNAKEFNPRS--FSQPKPSTTPTSPRPQAQP
phd|Pantholops_hodgsonii_102323591 NRAVTPSLEAK------DSRLQDQRQNSPAGNKENMKPNETSSSFSKAENK-------------------GISPIVS--------------------EHRKQIDDLKKFKNDFRLQPSSTSESMDQLLNKNREGE---KSRDLIKDKIEPNAKDSFIENSS---NCTSGSSKPSSPSISPSVLSNTEHKRGPEVTSQGVQTSSPGCKQEKEDKEEKKDAAEQVRKSTLNPNAKEFNPRS--FSQPKPSTTPTSPRPQAQP
ecb|Equus_caballus_100057794 NRAVTPSIEAK------DSRLQDQRQNSPAGNKENMKPNETSPGFSKAENK-------------------GISPIVS--------------------EHRKQIDDLKKFKNDFRLQPSSTSESMDQLLNKNREGE---KSRDLIKDKIEPNAKDSFIENSSS--NCTSGSSKPSSPSISPSILSNTEHKRGPEVTSQGVQTSSPGCKQEKDDKEEKKDAAEQVRKSTLNPNAKEFNPRS--FSQPKPSTTPTSPRPQAQP
bta|Bos_Taurus_532649 NRAVTPSLEAK------DSRLQDQRQNSPAGNKENMKPSETSSSFSKAENK-------------------GISPIVS--------------------EHRKQIDDLKKFKNDFRLQPSSTSESMDQLLNKNREGE---KSRDLIKDKIEPNAKDSFIENSS---NCTSGSSKPSSPSISPSVLSNTEHKRGPEVTSQGVQTSSPGCKQEKEDKEEKKDAAEQVRKSTLNPNAKEFNPRS--FSQPKPSTTPTSPRPQAQP
ssc|Sus_scrofa_100153708 NRAVTPSIEAK------DSRLQDQRQNSPAGNKENMKSNETSPSFPKAESK-------------------GISPVVS--------------------EHRKQIDDLKKFKNDFRLQPSSASESVDQLLNKSREGE---KSRDVIKDKIEPNAKDSFIENSS---NCTSGSSKPSSPSISPSILSNTEHKRGPEVTSQGVQTSSPGCKQEKDDKEETKDAAEQVRKSTLNPNAKEFNPRS--FSQPKPSTTPTSLRPQAQP
cfa|Canis_familiaris_486270 NRAVTPSIEEKSFWLNLKNRVQDQRQNSPAGNKENMKPNETSPSFSKTENK-------------------GISPIVS--------------------EHRKQIDDLKKFKNDFRLQPSSTSESMDQLLNKNREGE---KSRDLLKDKIEPNAKDSFIENSSS--NCTSGSSKPNSPSISPSILSNTEHKRGPEVTSQGVQTSSPGCKQEKDDKEEKKDAAEQVRKSTLNPNAKEFNPRS--FSQPKPSTTPTSPRPQAQP
myb|Myotis_brandtii_102257957 NRAVTPSIEAK------DSRLQDQRQNSPAGNKENMKPNETSPSFSKVENK-------------------GISPVVS--------------------EHRKQIDDLKKFKNDFRLQPSSTSESVDQLLNKNREGE---KSRDLIKDKIEPNAKDSFIENNSS--NCTSGSSKPSSPSISPSVLCHTEHRRGPEVTSQGVQTSSPGCKQEKDDKEEKKDAAEQVRKSTLNPNAKEFNPRS--FSQPKPSTTPTSPRPQAQP
hgl|Heterocephalus_glaber_101726106 NRAVTPSVEAK------DSRLQDQRQNSPAGNKENIKPSETSPTFSKAENKDSFSFLPLCLFLLPLPLFLGMAVMAATWLLFFQDDHGLGDSSEGLEGHERHGEGACGTRLVLELQPSSTSESMDQVLNKNREGE---KSRDLIKEKIEPSAKDSFIENSS---NCTSGSSKPSSPSISPSILSNTEHKRGPEVTSQGVQTSGPACKQEKDDKEEKKDAAEQVRKSTLNPNAKEFNPRS--FSQPKPSTTPTSPRPQAQP
mmu|Mus_musculus_20239 NRALTPSIEAK------DSRLQDQRQNSPAGSKENVKASETSPSFSKADNK-------------------GMSPVVS--------------------EHRKQIDDLKKFKNDFRLQPSSTSESMDQLLSKNREGE---KSRDLIKDKTEASAKDSFIDSSSSSSNCTSGSSKTNSPSISPSMLSNAEHKRGPEVTSQGVQTSSPACKQEKDDREEKKDTTEQVRKSTLNPNAKEFNPRS--FSQPKPSTTPTSPRPQAQP
cge|Cricetulus_griseus_100772811 NRALTPSIEAK------DSRLQDQRQNSPAGNKENIKASETSPSFSKADNK-------------------GMSPVVS--------------------EHRKQIDDLKKFKNDFRLQPSSTPESMDQLLSKNREGE---KSRDLMKDKIEASAKDAFVDNSS--SNCTSGSSKTNSPSISPSVLSNSEHKRGPEVTSQGVQTSSPACKQEKEDREEKKDAAEQVRKSTLNPNAKEFNPRS--FSQPKPSTTPTSPRPQAQP
mdo|Monodelphis_domestica_100017952 NRAVTPSSDAK------DSRLQDQRQNSPAGNKENIKPSETSPSFAKVENK-------------------GISPIVS--------------------EHRKQIDDLKKFKNDFRLQPSSTPDNVDHLLNKNREGE---KSRDMIKDQPEPSPKDVLLETSSA--SCTSGSSKPSSPCISPSASGSSDQKRGPEVTSQGVQTASPGSKHEKEEQEDKKDAAEQVRKSTLNPNAKEFNPRS--FAQPKPSTTPTSPRPQAQP
shr|Sarcophilus_harrisii_100919478 NRAVTPSSDAK------DSRLQDQRQNSPAGNKENIKPSETSPSFVKAENK-------------------GISPIVS--------------------EHRKQIDDLKKFKNDFRLQPSSTPDSVDHLLNKNREGE---KPRDMIKDQPEPSSKDILLENISA--GCPSSSSKPGSPCISPSASGSSDQKRGPEVTSQGVQTASPGSKHDKEDQEDKKDAAEQVRKSTLNPNAKEFNPRS--FAQPKPSTTPTSPRPQAQP
hsa|Homo_sapiens_11273_ATXN2L PKISLAPTDVK-----------ELSTKEPGRTLEPQELARIAGKVPGLQNE----------------------------------------------QKRFQLEELRKFGAQFKLQPSSSPENSLDPFPPRILKE---EPKGKEKEVDGLLTSEPMGSPVSS--KTESVSDKEDKPPLAPSGGTEGPEQPPPPCPSQ---TGSPPVGLIKGEDKDEGPVAEQVKKSTLNPNAKEFNPTKPLLSVNKSTSTPTSPGPRTHS
pon|Pongo_abelii_100454124 PKISLAPTDVK-----------ELSTKEPGRTLEPQELARIAGKVPGLQNE----------------------------------------------QKRFQLEELRKFGAQFKLQPSSSPENSLDPFPPRILKE---EPKGKEKEVDVLLTSEPMGSPVSS--KTESVSDKEDKPPLASAGGTEGPEQPPPPCPSQ---TGSPPVGLIKGEDKDEGPVAEQVKKSTLNPNAKEFNPTKPLLSVNKSTSTPTSPGPRTHS
mcf|Macaca_fascicularis_102117238 PKISLAPTDVK-----------ELSTKEPGRTLEPQELARIAGKVPGLQNE----------------------------------------------QKRFQLEELRKFGAQFKLQPSSSPENSLDPFPPRILKE---EPKGKEKEVDGLLTSEPMGSPVSS--KTESVSDKEDKPPLAPAGGTEGPEQPPPPCPSQ---TGSPPVGLIKGEDKDEGPVAEQVKKSTLNPNAKEFNPTKPLLSVNKSTSTPTSPGPRTHS
bta|Bos_Taurus_539507 PKISLAPTDVK-----------ELPAKEPGRTLESQELSRIAAKVPGLQNE----------------------------------------------QKRFQLEELRKFGAQFKLQPSSSPETSLDPFPPRILKE---EAKGKEKEVDGLLASEPLGSPVSS--KAESVSDKEDKLPLPAAGGAEGPEQPPAPCPSQ---TGSPPVGLIKGDDKDEGPVAEQVKKSTLNPNAKEFNPTKPLLSVNKSTSTPTSPGPRTHS
ssc|Sus_scrofa_100515946 PKISLAPTDVK-----------ELPAKEPGRPLESQELSRIAGKVPGLQNE----------------------------------------------QKRFQLEELRKFGAQFKLQPSSSPETSLDPFPPRILKE---EAKGKEKEVDGLLASEPMGSPVSS--KAESVSDKEDKPPLPAAGGTEGPDQPSPPCPSQ---TGSPPVGLLKGDDKDEGPVAEQVKKSTLNPNAKEFNPTKPLLSVNKSTSTPTSPGPRTHS
cfa|Canis_familiaris_489951 PKISLAPTDVK-----------ELPAKEPGRTLESQELSRIAGKVPGLQNE----------------------------------------------QKRFQLEELRKFGAQFKLQSSSSPETSLDPFPPRILKE---DAKGKEKEVDGLLTSEPVGSPVSS--KTESVSDKEDKPPLPPAGGTEGPEQPPPPCPSQ---TGSPPVGLIKGDDKDEGPVAEQVKKSTLNPNAKEFNPTKPLLSVNKSTSTPTSPGPRTHS
ptr|Pan_troglodytes_454017 PKISLAPTDVK-----------ELSTKEPGRTLEPQELARIAGKVPGLQNE----------------------------------------------QKRFQLEELRKFGAQFKLQPSSSPENSLDPFPPRILKE---EPKGKEKEVDGLLTSEPMGSPVSS--KTESVSDKEDKPPLAPSGGTEGPEQPPPPCPSQ---TGSPPVGLIKGEDKDEGPVAEQVKKSTLNPNAKEFNPTKPLLSVNKSTSTPTSPGPRTHS
mcc|Macaca_mulatta_708359 PKISLAPTDVK-----------ELSTKEPGRTLEPQELARIAGKVPGLQNE----------------------------------------------QKRFQLEELRKFGAQFKLQPSSSPENSLDPFPPRILKE---EPKGKEKEVDGLLTSEPMGSPVSS--KTESVSDKEDKPPLAPAGGTEGPEQPPPPCPSQ---TGSPPVGLIKGEDKDEGPVAEQVKKSTLNPNAKEFNPTKPLLSVNKSTSTPTSPGPRTHS
phd|Pantholops_hodgsonii_102343138 PKISLAPTDVK-----------ELPAKEPGRTLESQELSRIAGKVPGLQNE----------------------------------------------QKRFQLEELRKFGAQFKLQPSSSPETSLDPFPPRILKE---EAKGKEKEVDGLLASEPLGSPVSS--KAESVSDKEDKPPLPPAGGAEGPEQPPQPCPSQ---TGSPPVGLIKGDDKDEGPVAEQVKKSTLNPNAKEFNPTKPLLSVNKSTSTPTSPGPRTHS
chx|Capra_hircus_102181918 PKISLAPTDVK-----------ELPAKEPGRTLESQELSRIAGKVPGLQNE----------------------------------------------QKRFQLEELRKFGAQFKLQPSSSPETSLDPFPPRILKE---EAKGKEKEVDGLLASEPLGSPVSS--KAESVSDKEDKPPLPPAGAAEGPEQPPQPCPSQ---TGSPPVGLIKGDDKDEGPVAEQVKKSTLNPNAKEFNPTKPLLSVNKSTSTPTSPGPRTHS
ecb|Equus_caballus_100066373 PKISLAPTDVK-----------ELPTKEPGRTLESQELSRIAGKVPGLQSE----------------------------------------------QKRFQLEELRKFGAQFKLQPSSSPETSLDPFPPRILKE---EAKGKEKEVDGLLNSEPIGSPVS---KTESALDKEDKAPLPPAGGTEGAEQPPPPCPSQ---TGSPPVGLIKGDDKDEGPVAEQVKKSTLNPNAKEFNPTKPLLSVNKSTSTPTSPGPRTHS
hgl|Heterocephalus_glaber_101717578 PKISLTPTDVK-----------ELPTKEPGRTLESQELARIAGKVPGLQNE----------------------------------------------QKRFHLEELRKFGSQFKLQPSSSPETSMDPFPPRILKE---EAKGKEKE-DALLTSEPMGSPVSS--KTESVSEKEDKAPLAPSGATEGQEQPLPPCPSQ---TGSPPVG-LKGDDKDEGPVAEQVKKSTLNPNAKEFNPTKPLLSVNKSTSTPTSPGPRTHS
myb|Myotis_brandtii_102260634 PKISLAPTDVK-----------ELVAKDPGRTLESQELSRIPGKVPGLQNE----------------------------------------------QKRFQLEELRKFGAQFKLQPSSSPETCLDPFPPRILKE---EAKGKEKEVDGLLTSEPMGSPIS---KTESLLDKEDKPPLPPAGGTEGPDQLPPPCPSQ---TGSPPVGLIKGDDKDEGPVAEQVKKSTLNPNAKEFNPAKPLLSVNKSTSTPTSPGPRTHS
mmu|Mus_musculus_233871 PKLSLTPTDVK-----------ELPTKEPSRNLEAQELARIAGKVPGLQNE----------------------------------------------QKRFQLEELRKFGAQFKLQPSSSPETGLDPFPSRILKE---EAKGKEKEVDGLLTSDPMGSPVSS--KTESILDKEDKVPMAGVGGTEGPEQLPAPCPSQ---TGSPPVGLIKGDEKEEGPVTEQVKKSTLNPNAKEFNPTKPLLSVNKSTSTPTSPGPRTHS
cge|Cricetulus_griseus_100765372 PKISLAPTDVK-----------ELPTKEPGRTLEAQELARIAGKVPGLQNE----------------------------------------------QKRFQLEELRKFGAQFKLQPSSSPETGLDPFPSRILKE---EAKGKEKEVDGLLTSDPMGSPVSS--KTESILDKEDKPPLAAVGGTEGPEQLPPSCPSQ---TGSPPVGLIKGDDKEEGPVAEQVKKSTLNPNAKEFNPTKPLLSVNKSTSTPTSPGPRTHS
mdo|Monodelphis_domestica_100014802 PKVT-ASNDGK-----------ELPQKEPGRTLEPPELARIAGKAPGLQNE----------------------------------------------QKRYQLEELKKFGAQFKLQSSSSPEASLDPFSSRGPKESGVEAKGKEKEVESLLTSEPLVSSGSS--KTESLPDKEEKLSLPTTGGTEGPEQSQAPRQNQ---MGSPPGSISKGDDKEEGPVTDQVKKSTLNPNAKEFNPSKPLLSVNKSTSTPTSPGPRTHS
shr|Sarcophilus_harrisii_100918446 PKVT-APNDGK-----------ELPQKEPGRTLEPPELARIAGKAPGLQNE----------------------------------------------QKRYQLEELKKFGAQFKLQSSSSPEANLDPFSPRGPKEGGVEAKGKEKEVEGLLAQEPLVSSGSS--KTESPPDKEEKLSLPSTGGTEGPEQSQTPRQNQ---MGSPPGGISKGDDKEEGPVTDQVKKSTLNPNAKEFNPSKPLLSVNKSTSTPTSPGPRTHS
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mcc|Macaca_mulatta_710742 SPSMVGHQQPTPVYTQPVCFAPNMMYPVPVSPGVQP--LYPIPMT-PMPVNQAKTYRA-----------------------------VPNMPQQRQDQHHQSA---MMHPASAAG-PPIAATPPAYSTQYVAYSPQQFPNQP-LVQHVPHYQSQHPHVYSPVIQGNARMMAPPTHAQPGLVSSSATQYGAHEQTHAMYACPKLPYNKETSPSFYFAISTGSLAQQYAHPNATLHPHTPHPQPSATPTGQQQSQHGGSHPA
mcf|Macaca_fascicularis_101926470 SPSMVGHQQPTPVYTQPVCFAPNMMYPVPVSPGVQP--LYPIPMT-PMPVNQAKTYRA-----------------------------VPNMPQQRQDQHHQSA---MMHPASAAG-PPIAATPPAYSTQYVAYSPQQFPNQP-LVQHVPHYQSQHPHVYSPVIQGNARMMAPPTHAQPGLVSSSATQYGAHEQTHAMYACPKLPYNKETSPSFYFAISTGSLAQQYAHPNATLHPHTPHPQPSATPTGQQQSQHGGSHPA
hsa|Homo_sapiens_6311_ATXN2 SPSMVGHQQPTPVYTQPVCFAPNMMYPVPVSPGVQP--LYPIPMT-PMPVNQAKTYRA-----------------------------VPNMPQQRQDQHHQSA---MMHPASAAG-PPIAATPPAYSTQYVAYSPQQFPNQP-LVQHVPHYQSQHPHVYSPVIQGNARMMAPPTHAQPGLVSSSATQYGAHEQTHAMYACPKLPYNKETSPSFYFAISTGSLAQQYAHPNATLHPHTPHPQPSATPTGQQQSQHGGSHPA
pon|Pongo_abelii_100433569 SPSMVGHQQPTPVYTQPVCFAPNMMYPVPVSPGVQP--LYPIPMT-PMPVNQAKTYRA-----------------------------VPNMPQQRQDQHHQSA---MMHPASAAG-PPIAATPPAYSTQYVAYSPQQFPNQP-LVQHVPHYQSQHPHVYSPVIQGNARMMAPPTHAQPGLVSSSATQYGAHEQTHAMYACPKLPYNKETSPSFYFAISTGSLAQQYAHPNATLHPHTPHPQPSATPTGQQQSQHGGSHPA
ptr|Pan_troglodytes_452247 SPSMVGHQQPTPVYTQPVCFAPNMMYPVPVSPGVQP--LYPIPMT-PMPVNQAKTYRA-----------------------------VPNMPQQRQDQHHQSA---MMHPASAAG-PPIAATPPAYSTQYVAYSPQQFPNQP-LVQHVPHYQSQHPHVYSPVIQGNARMMAPPTHAQPGLVSSSATQYGAHEQTHAMY------------------VSTGSLAQQYAHPNATLHPHTPHPQPSATPTGQQQSQHGGSHPA
chx|Capra_hircus_102180146 SPSMVGHQQPTPVYTQPVCFAPNMMYPVPVSPGVQP--LYPIPMT-PMPVNQAKTYRA-----------------------------VPNMPQQRQDQHHQST---MMHPASAAG-PPIVATPPAYSTQYVAYSPQQFPNQP-LVQHMPHYQSQHPHVYSPVIQGNARMMAPPTHAQPGLVSSSATQYGAHEQTHAMY------------------VSTGSLAQQYAHPNATLHPHTPHPQPSATPTGQQQSQHGGSHPA
phd|Pantholops_hodgsonii_102323591 SPSMVGHQQPTPVYTQPVCFAPNMMYPVPVSPGVQP--LYPIPMT-PMPVNQAKTYRA-----------------------------VPNMPQQRQDQHHQST---MMHPASAAG-PPIVATPPAYSTQYVAYSPQQFPNQP-LVQHVPHYQSQHPHVYSPVIQGNARMMAPPTHAQPGLVSSSATQYGAHEQTHAMY------------------VSTGSLAQQYAHPNATLHPHTPHPQPSATPTGQQQSQHGGSHPA
ecb|Equus_caballus_100057794 SPSMVGHQQPTPVYTQPVCFAPNMMYPVPVSPGVQP--LYPIPMT-PMPVNQAKTYRA-----------------------------VPNMPQQRQDQHHQSA---MMHPASAAG-PPIVATPPAYSTQYVAYSPQQFPNQP-LVQHVPHYQSQHPHVYSPVIQGNARMMAPPTHAQPGLVSSSATQYGAHEQTHAMYACPKLPYNKETSPSFYFAISTGSLAQQYAHPNATLHPHTPHPQPSATPTGQQQSQHGGSHPA
bta|Bos_Taurus_532649 SPSMVGHQQPTPVYTQPVCFAPNMMYPVPVSPGVQP--LYPIPMT-PMPVNQAKTYRA-----------------------------VPNMPQQRQDQHHQST---MMHPASAAG-PPIVATPPAYSTQYVAYSPQQFPNQP-LVQHVPHYQSQHPHVYSPVIQGNARMMAPPTHAQPGLVSSSATQYGAHEQTHAMYACPKLPYNKETSPSFYFAISTGSLAQQYAHPNATLHPHTPHPQPSATPTGQQQSQHGGSHPA
ssc|Sus_scrofa_100153708 SPSMVGHQQPTPVYTQPVCFAPNMMYPVPVSPGVQP--LYPIPMT-PMPVNQAKTYRA-----------------------------VPNIPQQRQDQHHQST---MMHPASAAG-PPIVATPPAYSTQYVAYSPQQFPNQP-LVQHVPHYQSQHPHVYSPVIQGNARMMAPPTHAQPGLVSSSATQYGAHEQTHAMYACPKLPYNKETSPSFYFAISTGSLAQQYAHPNATLHPHTPHPQPSATPTGQQQNQHGGSHPA
cfa|Canis_familiaris_486270 SPSMVGHQQPAPVYTQPVCFAPNMMYPVPVSPGVQP--LYPIPMT-PMPVNQAKTYRA-----------------------------VPNMPQQRQEQHHQSA---MMHPASAAG-PPIVATPPAYSTQYVAYSPQQFPNQP-LVQHVPHYQSQHPHVYSPVIQGNARMMAPPAHAQPGLVSSSATQYGAHEQTHAMYACPKLPYNKETSPSFYFAISTGSLAQQYAHPNATLHPHTPHPQPSATPTGQQQSQHGGSHPA
myb|Myotis_brandtii_102257957 SPSMVGHQQPTPVYTQPVCFAPNMMYPVPVSPGVQP--LYPIPMT-PMPVNQAKTYRAGK---------------------------VPNMPQQRQDQHHQST---MMHPASAAG-PPIVATPPAYSTQYVAYSPQQFPNQP-LVQHVPHYQSQHPHVYSPVIQGSARMMAPAAHAQPGLVSSSAAQYGAHEQTHAMYACPKLPYNKETSPSFYFAISTGSLAQQYAHPNATLHPHTPHPQPSATPTGQQQSQHGGSHPA
hgl|Heterocephalus_glaber_101726106 SPSMVGHQPPTPVYTQPVCFAPNMMYPVPVSPGVQP--LYPIPMT-PMPVNQAKTYRA-----------------------------VPNMPQQRQDQHHQST---MMHPASAAG-PPIVATPPAYSTQYVAYSPQQFPNQP-LVQHMPHYQSQHPHVYSPVIQGNARMMAPPAHAQPALVSSSATQYGAHEQTHAMYACPKLPYNKETSPSFYFAISTGSLAQQYAHPNATLHPHTPHPQPSATPTGQQQSQHGGSHPA
mmu|Mus_musculus_20239 SPSMVGHQQPAPVYTQPVCFAPNMMYPVPVSPGVQP--LYPIPMT-PMPVNQAKTYRAGK---------------------------VPNMPQQRQDQHHQST---MMHPASAAG-PPIVATPPAYSTQYVAYSPQQFPNQP-LVQHVPHYQSQHPHVYSPVIQGNARMMAPPAHAQPGLVSSSAAQFGAHEQTHAMYACPKLPYNKETSPSFYFAISTGSLAQQYAHPNAALHPHTPHPQPSATPTGQQQSQHGGSHPA
cge|Cricetulus_griseus_100772811 SPSMVGHQQPAPVYTQPVCFAPNMMYPVPVSPGVQP--LYPIPMT-PMPVNQAKTYRA-----------------------------VPNMPQQRQDQHHQST---MMHPASAAG-PPIVATPPAYSTQYVAYSPQQFPSQP-LVQHVPHYQSQHPHVYSPVIQGNARMMAPPAHAQPGLVSSSATQFGAHEQTHAMYACPKLPYNKETSPSFYFAISTGSLAQQYAHPNATLHPHTPHPQPSATPTGQQQSQHGGNHPA
mdo|Monodelphis_domestica_100017952 SPSMVGHQQPTPVYTQPVCFAPNMMYPVPVSPGVQP--LYPIPMT-PMPVNQAKTYRA-----------------------------VPNMPQQRQDQHPQNT---LMHPASAAG-PPIVATPPAYSAQYVAYSPQQFPSQP-LVQHVPHYQSQHPHVYSPVIQGNTRMMAPPTHAQPGLVSSSATQYGAHEQTHAMYACPKLPYNKETGPSFYFAISTGSLAQQYAHPNATLHPHTPHPQPSATPTGQQQNQHSGTHTA
shr|Sarcophilus_harrisii_100919478 SPSMVGHQQPTPVYTQPVCFAPNMMYPVPVSPGVQP--LYPIPMT-PMPVNQAKTYRA-----------------------------VPNMPQQRQDQHPQNT---LMHPASAAG-PPIVATPPAYSAQYVAYSPQQFPNQP-LVQHVPHYQSQHPHVYSPVIQGNTRMMAPPTHAQPGLVSSTAAQYGAHEQTHAMYACPKLPYNKETGPSFYFAISTGSLAQQYAHPNATLHPHTPHPQPSATPTGQQQNQHSGSHTA
hsa|Homo_sapiens_11273_ATXN2L TPSIPVLTAGQSGLYSPQYIS--YIPQIHMGPAVQAPQMYPYPVSNSVPGQQGKYRGAKG-----------------------------SLPPQRSDQHQPASAPPMMQAAAAAG-PPLVAATPYSS--YIPYNPQQFPGQPAMMQPMAHYPSQP--VFAPMLQSNPRMLTSGSHPQ-AIVSSSTPQYPSAEQPTPQALY-------------------ATVHQSYPHHATQLHAHQ--PQPATTPTGSQPQSQ---HAA
pon|Pongo_abelii_100454124 TPSIPVLTAGQSGLYSPQYIS--YIPQIHMGPAVQAPQMYPYPVSNSVPGQQGKYRGAKG-----------------------------SLPPQRSDQHQPASAPPMMQAAAAAG-PPLVAATPYSS--YIPYNPQQFPGQPAMMQPMAHYPSQP--VFAPMLQSNPRMLTSGSHPQ-AIVSSSTPQYPSAEQPTPQALY-------------------ATVHQSYPHHATQLHAHQ--PQPATTPTGSQPQSQ---HAA
mcf|Macaca_fascicularis_102117238 TPSIPVLTAGQSGLYSPQYIS--YIPQIHMGPAVQAPQMYPYPVSNSVPGQQGKYRGAKG-----------------------------SLPPQRSDQHQPASAPPMMQAAAAAG-PPLVAATPYSS--YIPYNPQQFPGQPAMMQPMAHYPSQP--VFAPMLQSNPRMLTSGSHPQ-AIVSSSTPQYPSAEQPTPQALY-------------------ATVHQSYPHHATQLHAHQ--PQPATTPTGSQPQSQ---HAA
bta|Bos_Taurus_539507 TPSIPVLTAGQSGLYSPQYIS--YIPQIHMGPAVQAPQMYPYPVSNSVPGQQGKYRGAKG-----------------------------SLPPQRSDQHQPASAPPMMQAAAAAAGPPLVAATPYSS--YIPYNPQQFPGQPAMMQPMAHYPSQP--VFAPMLQSNPRMLTSGSHPQ-AIVSSSTPQYPSAEQPTPQALY-------------------ATVHQSYPHHATQLHAHQ--PQPATTPTGSQPPSQ---HAA
ssc|Sus_scrofa_100515946 TPSIPVLTAGQSGLYSPQYIS--YIPQIHMGPAVQAPQMYPYPVSNSVPGQQGKYRGAKG-----------------------------SLPPQRSDQHQPASAPPMMQAAAAAG-PPLVAATPYSS--YIPYNPQQFPGQPAMMQPMAHYPSQP--VFAPMLQSNPRMLTSGSHPQ-AIVSSSTPQYPSAEQPTPQALY-------------------ATVHQSYPHHATQLHAHQ--PQPATTPTGSQPQSQ---HAA
cfa|Canis_familiaris_489951 TPSIPVLTAGQSGLYSPQYIS--YIPQIHMGPAVQAPQMYPYPVSNSVPGQQGKYRGAKG-----------------------------SLPPQRSDQHQPASAPPMMQAAAAAG-PPLVAATPYSS--YIPYTPQQFPGQPAMMQPMAHYPSQP--VFAPMLQSNPRMLTSGSHPQ-AIVSSSTPQYPSAEQPTPQALY-------------------ATVHQSYPHHATQLHAHQ--PQPATTPTGSQPQSQ---HAA
ptr|Pan_troglodytes_454017 TPSIPVLTAGQSGLYSPQYIS--YIPQIHMGPAVQAPQMYPYPVSNSVPGQQGKYRGAKG-----------------------------SLPPQRSDQHQPASAPPMMQAAAAAG-PPLVAATPYSS--YIPYNPQQFPGQPAMMQPMAHYPSQP--VFAPMLQSNPRMLTSGSHPQ-AIVSSSTPQYPSAEQPTPQALY-------------------ATVHQSYPHHATQLHAHQ--PQPATTPTGSQPQSQ---HAA
mcc|Macaca_mulatta_708359 TPSIPVLTAGQSGLYSPQYIS--YIPQIHMGPAVQAPQMYPYPVSNSVPGQQGKYRGAKG-----------------------------SLPPQRSDQHQPASAPPMMQAAAAAG-PPLVAATPYSS--YIPYNPQQFPGQPAMMQPMAHYPSQP--VFAPMLQSNPRMLTSGSHPQ-AIVSSSTPQYPSAEQPTPQALY-------------------ATVHQSYPHHATQLHAHQ--PQPATTPTGSQPQSQ---HAA
phd|Pantholops_hodgsonii_102343138 TPSIPVLTAGQSGLYSPQYIS--YIPQIHMGPAVQAPQMYPYPVSNSVPGQQGKYRGAKG-----------------------------SLPPQRSDQHQPASAPPMMQAAAAAAGPPLVAATPYSS--YIPYNPQQFPGQPAMMQPMAHYPSQP--VFAPMLQSNPRMLTSGSHPQ-AIVSSSTPQYPSAEQPTPQALY-------------------ATVHQSYPHHATQLHAHQ--PQPATTPTGSQPPSQ---HAA
chx|Capra_hircus_102181918 TPSIPVLTAGQSGLYSPQYIS--YIPQIHMGPAVQAPQMYPYPVSNSVPGQQGKYRGAKG-----------------------------SLPPQRSDQHQPAS--------------PLVAATPYSS--YIPYNPQQFPGQPAMMQPMAHYPSQP--VFAPMLQSNPRMLTSGSHPQ-AIVSSSTPQYPSAEQPTPQALY-------------------ATVHQSYPHHATQLHAHQ--PQPATTPTGSQPPSQ---HAA
ecb|Equus_caballus_100066373 TPSIPVLTAGQSGLYSPQYIS--YIPPIHMGPAVQAPQMYPYPVSNSVPGQQGKYRGAKG-----------------------------SLPPQRSDQHQPASAPPMMQAAAAAG-PPLVAATPYSS--YIPYNPQQFPGQPAMMQPMAHYPSQP--VFAPMLQGSPRMLTSGSHPQ-AIVSSSTPQYPSAEQPTPQALY-------------------ATVHQSYPHHATQLHAHQ--PQPATTPTGSQPQSQ---HAA
hgl|Heterocephalus_glaber_101717578 TPSIPVLTAGQSGLYSPQYIS--YIPQIHMGPAVQAPQMYPYPVSNSVPGQQGKYRGAKGERGREGPAVLPGSLQVELELCTVCLPSAGSLPPQRTDQHQPASAPPMMQAAAAAG-PPLVAATPYSS--YIPYNPQQFPGQPAMMQPMAHYPSQP--VFAPMLQSNPRMLTSGSHPQ-AIVSSSTPQYPSAEQPTPQALY-------------------ATVHQSYPHHATPLHAHQ--PQPATTPTGSQPQSQ---HAA
myb|Myotis_brandtii_102260634 TPSIPVLTAGQSGLYSPQYIS--YIPQIHMGPAVQAPQMYPYPVSNSVPGQQGKYRGAKG-----------------------------SLPPQRSDQHQPASAPPMMQAAAAAG-PPLVAATPYSS--YIPYNPQQFPGQPAMMQPMAHYPSQP--VFAPMLQSNPRMLTSGSHPQ-AIVSSSTPQYPSAEQPTPQALY-------------------ATVHQSYPHHATQLHAHQ--PQPATTPTGSQPQSQ---HAA
mmu|Mus_musculus_233871 TPSIPVLTAGQSGLYSPQYIS--YIPQIHMGPAVQAPQMYPYPVSNSVPGQQGKYRGAKG-----------------------------SLPPQRSDQHQPASAPPMMQAAAAAAGPPLVAATPYSS--YIPYNPQQFPGQPAMMQPMAHYPSQP--VFAPMLQSNPRMLTSGSHPQ-AIVSSSTPQYPAAEQPTPQALY-------------------ATVHQSYPHHATQLHGHQ--PQPATTPTGSQPQSQ---HAA
cge|Cricetulus_griseus_100765372 TPSIPVLTAGQSGLYSPQYIS--YIPQIHMGPAVQAPQMYPYPVSNSVPGQQGKYRGAKG-----------------------------SLPPQRSDQHQPASAPPMMQAAAAAAGPPLVAATPYSS--YIPYNPQQFPGQPAMMQPMAHYPSQP--VFAPMLQSNPRMLTSGSHPQ-AIVSSSTPQYPSAEQPTPQALY-------------------ATVHQSYPHHATQLHGHQ--PQPATTPTGSQPQSQ---HAA
mdo|Monodelphis_domestica_100014802 TPSIPVLTAGQSGMYSPQYIS--YIPQIHMGPAVQAPQMYPYPVSNSVPGQQGKYRGAKG-----------------------------SLPPQRSDQHQPASAPPIMQAAAAAG-PPLVAATPYSS--YISYNPQQFPGQPTMMQPMAHYPSQP--VFAPMLQSNPRMLTSGSHPQ-AIVSSSTPQYPPAEQPTPQALY-------------------ATVHQSYPHHATQLHAHQ--PQPATTPTGSQPQSQ---HAA
shr|Sarcophilus_harrisii_100918446 TPSIPVLTAGQSGMYSPQYIS--YIPQIHMGPAVQAPQMYPYPVSNSVPGQQGKYRGAKG-----------------------------SLPPQRSDQHQPASAPPIMQAAAAAG-PPLVAATPYSS--YISYNPQQFPGQPTMMQPMAHYPSQP--VFAPMLQSNPRMLTSGSHPQ-AIVSSSTPQYPPAEQPTPQALY-------------------ATVHQSYPHHATQLHAHQ--PQPATTPTGSQPQSQ---HAA
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mcc|Macaca_mulatta_710742 PSPVQHH--------------------------QHQAAQALHLASPQQQSAIYHAG-LAPTPPSMTPASNTQSPQNSFPAAQQTVFTIHPSHVQP-AYTNPPHMAHVPQ-------------------------AHVQSGMVPSHPTAHAP---MMLMTTQPPGGP-QAALAQSALQPIPVSTTAHFPYMTHPSVQAHHQQQL---------------------------------------------------------
mcf|Macaca_fascicularis_101926470 PSPVQHH--------------------------QHQAAQALHLASPQQQSAIYHAG-LAPTPPSMTPASNTQSPQNSFPAAQQTVFTIHPSHVQP-AYTNPPHMAHVPQ-------------------------AHVQSGMVPSHPTAHAP---MMLMTTQPPGGP-QAALAQSALQPIPVSTTAHFPYMTHPSVQAHHQQQL---------------------------------------------------------
hsa|Homo_sapiens_6311_ATXN2 PSPVQHH--------------------------QHQAAQALHLASPQQQSAIYHAG-LAPTPPSMTPASNTQSPQNSFPAAQQTVFTIHPSHVQP-AYTNPPHMAHVPQ-------------------------AHVQSGMVPSHPTAHAP---MMLMTTQPPGGP-QAALAQSALQPIPVSTTAHFPYMTHPSVQAHHQQQL---------------------------------------------------------
pon|Pongo_abelii_100433569 PSPVQHH--------------------------QHQAAQALHLASPQQQSAIYHAG-LAPTPPSMTPASNTQSPQNSFPAAQQTVFTIHPSHVQP-AYTNPPHMAHVPQ-------------------------AHVQSGMVPSHPTAHAP---MMLMTTQPPGGP-QAALAQSALQPIPVSTTAHFPYMTHPSVQAHHQQQL---------------------------------------------------------
ptr|Pan_troglodytes_452247 PSPVQHH--------------------------QHQAAQALHLASPQQQSAIYHAG-LAPTPPSMTPASNTQSPQNSFPAAQQTVFTIHPSHVQP-AYTNPPHMAHVPQCASEALARCGLEMRLSWIYLSEGYLAHVQSGMVPSHPTAHAP---MMLMTTQPPGGP-QAALAQSALQPIPVSTTAHFPYMTHPSVQAHHQQQL---------------------------------------------------------
chx|Capra_hircus_102180146 PSPVQHH--------------------------QHQAAQALHLASPQQQSAIYHAG-LAPTPPSMTPASNTQSPQNSFPAAQQTVFTIHPSHVQP-AYTNPPHMAHVPQ-------------------------AHVQSGMVPSHPTAHAP---MMLMTTQPPGGP-QAALAQSALQPIPVSTTAHFPYMTHPSVQAHHQQQL---------------------------------------------------------
phd|Pantholops_hodgsonii_102323591 PSPVQHH--------------------------QHQAAQALHLASPQQQSAIYHAG-LAPTPPSMTPASNTQSPQNSFPAAQQTVFTIHPSHVQP-AYTNPPHMAHVPQ-------------------------AHVQSGMVPSHPTAHAP---MMLMTTQPPGGP-QAALAQSALQPIPVSTTAHFPYMTHPSVQAHHQQQL---------------------------------------------------------
ecb|Equus_caballus_100057794 PSPVQHH--------------------------QHQAAQALHLASPQQQSAIYHAG-LAPTPPSMTPASNTQSPQNSFPAAQQTVFTIHPSHVQP-AYTNPPHMAHVPQ-------------------------AHVQSGMVPSHPTAHAP---MMLMTTQPPGGP-QAALAQSALQPIPVSTTAHFPYMTHPSVQAHHQQQL---------------------------------------------------------
bta|Bos_Taurus_532649 PSPVQHH--------------------------QHQAAQALHLASPQQQSAIYHAG-LAPTPPSMTPASNTQSPQNSFPAAQQTVFTIHPSHVQP-AYTNPPHMAHVPQAH-------------------------VQSGMVPSHPTAHAP---MMLMTTQPPGGP-QAALAQSALQPIPVSTTAHFPYMTHPSVQAHHQQQL---------------------------------------------------------
ssc|Sus_scrofa_100153708 PSPVQHH--------------------------QHQAAQALHLASPQQQSAIYHAG-LAPTPPSMTPASNTQSPQNSFPTAQQTVFTIHPSHVQP-AYTNPPHMAHVPQAH-------------------------VQSGMVPSHPTAHAP---MMLMTTQPPGGP-QAALAQSALQPIPVSTTAHFPYMTHPSVQAHHQQQL---------------------------------------------------------
cfa|Canis_familiaris_486270 PSPVQHH--------------------------QHQAAQALHLASPQQQSAIYHAG-LAPTPPSMTPASNTQSPQNSFPTAQQTVFTIHPSHVQP-AYTNPPHMAHVPQAH-------------------------VQSGMVPSHPTAHAP---MMLMTTQPPGGP-QAALAQSALQPIPVSTTAHFPYMTHPSVQAHHQQQL---------------------------------------------------------
myb|Myotis_brandtii_102257957 PSPVQHH--------------------------QHQAAQALHLAGPQQQSAIYHAG-LAPTPPSMTPASNTQSPQNSFPAAQQTVFTIHPSHVQP-AYTNPPHMAHVPQY----------------------------------KPTTNSS---CKAALEEPKG-----QIPSSLLLLLPTGSTEN--------------------------------------------------------------------------
hgl|Heterocephalus_glaber_101726106 PSPVQHH--------------------------QHQAAQALHLASPQQQSAIYHAG-LAPTPPSMTPASNTQSPQNSFPAAQQTVFTIHPSHVQP-AYTNPPHMAHVPQ-------------------------AHVQSGMVPSHPTAHAP---MMLMTTQPPGGP-QAALAQSALQPIPVSTTAHFPYMTHPSVQAHHQQQL---------------------------------------------------------
mmu|Mus_musculus_20239 PSPVQHH--------------------------QHQAAQALHLASPQQQSAIYHAG-LAPTPPSMTPASNTQSPQSSFPAAQQTVFTIHPSHVQP-AYTTPPHMAHVPQ-------------------------AHVQSGMVPSHPTAHAP---MMLMTTQPPGGP-QAALAQSALQPIPVSTTAHFPYMTHPSVQAHHQQQL---------------------------------------------------------
cge|Cricetulus_griseus_100772811 PSPVQHH--------------------------QHQAAQALHLASPQQQSAIYHAG-LAPTPPSMTPASNTQSPQSSFPAAQQTVFTIHPSHVQP-AYTTPPHMAHVPQ-------------------------AHVQSGMVPSHPTAHAP---MMLMTTQPPGGP-QAALAQSALQPIPVSTTAHFPYMTHPSVQAHHQQQL---------------------------------------------------------
mdo|Monodelphis_domestica_100017952 PSPVQHH--------------------------QHQAAQALHLANPQQQPAIYHAG-LAPTPPSMTPGSNTQSPQSSFPAAQQTVFTIHPSHVQP-AYTNPPHMAHVPQ-------------------------AHVQSGMVPSHPTAHAP---MMLMTTQPPGGP-QAAIAQSALQPIPVSTTAHFPYMTHPSVQAHHQQQL---------------------------------------------------------
shr|Sarcophilus_harrisii_100919478 PSPVQHH--------------------------QHQAAQALHLANPQQQPAIYHAG-LAPTPPSMTPGSNTQSPQNSFPAAQQTVFTIHPSHVQP-AYTNPPHMAHVPQ-------------------------AHVQSGMVPSHPTAHAP---MMLMTTQPPGGP-QAAIAQSALQPIPVSTTAHFPYMTHPSVQAHHQQQL---------------------------------------------------------
hsa|Homo_sapiens_11273_ATXN2L PSPVQ-----------------------------HQAGQAPHLGSGQPQQNLYHPGALTGTPPSLPPGPSAQSPQSSFPQP-AAVYAIH-HQQLPHGFTNMAHVTQAHVQTG-------------------------ITAAPPPHPGAPHPPQVMLLHPPQSHGGPPQGAVPQSGVPALSASTPSPYPYIGHPQGEQPGQAPGFPGGADDRIRE-------------------FSLAGGIWHGRAEGLQVGQDARVLGGE
pon|Pongo_abelii_100454124 PSPVQ-----------------------------HQAGQAPHLGSGQPQQNLYHPGALTGTPPSLPPGPSAQSPQSSFPQP-AAVYAIH-HQQLPHGFTNMAHVTQAHVQTG-------------------------ITAAPPPHPGAPHPPQVMLLHPPQSHGGPPQGAVPQSGVPALSASTPSPYPYIGHPQAPLP--PPG-------------------------------------------ELKIVLAAT-----
mcf|Macaca_fascicularis_102117238 PSPVQ-----------------------------HQAGQAPHLGSGQPQQNLYHPGALTGTPPSLPPGPSAQSPQSSFPQP-AAVYAIH-HQQLPHGFTNMAHVTQAHVQTG-------------------------ITAAPPPHPGAPHPPQVMLLHPPQSHGGPPQGAVPQSGVPALSASTPSPYPYIGHPQGEQPGQAPGFPGGADDRILCRVGRSHSRRRQGLAPGSVLCFPPSSLSCDPAAPLPTASPALSDPDC
bta|Bos_Taurus_539507 PSPVQ-----------------------------HQAGQAPHLGSGQPQQNLYHPGALTGTPPSLPPGPSAQSPQSSFPQP-AAVYAIHAHQQLPHGFTNMAHVTQAHVQTG-------------------------ITAAPPPHPGAPHPPQVMLLHPPQSHGGPPQGAVPQSGVPALSASTPSPYPYIGHPQGEQPGQAPGFPGGADDRILCRVGRSHSRRRQGLAPGSVLCFPPSSLSCDPAAPLPTASPALSDPDC
ssc|Sus_scrofa_100515946 PSPVQ-----------------------------HQAGQAPHLGSGQPQQNLYHPGALTGTPPSLPPGPSAQSPQSSFPQP-AAVYAIHAHQQLPHGFTNMAHVTQAHVQTG-------------------------ITAAPPPHPGAPHPPQVMLLHPPQSHGGPPQGAVPQSGVPALSASTPSPYPYIGHPQGEQPGQAPGFPGGADDRILQ---------------------------SHPSQQLPFHPPGN-----
cfa|Canis_familiaris_489951 PSPVQ-----------------------------HQAGQAPHLGSGQPQQNLYHPGALTGTPPSLPPGPSAQSPQSSFPQP-AAVYAIHAHQQLPHGFTNMAHVTQAHVQTG-------------------------ITAAPPPHPGAPHPPQVMLLHPPQSHGGPPQGAVPQSGVPALSASTPSPYPYIGHPQAPLP--PPG-------------------------------------------ELKIVLAAT-----
ptr|Pan_troglodytes_454017 PSPVQ-----------------------------HQAGQAPHLGSGQPQQNLYHPGALTGTPPSLPPGPSAQSPQSSFPQP-AAVYAIH-HQQLPHGFTNMAHVTQAHVQTG-------------------------ITAAPPPHPGAPHPPQVMLLHPPQSHGGPPQGAVPQSGVPALSASTPSPYPYIGHP-QAP-LPPPG-------------------------------------------ELKIVLAAT-----
mcc|Macaca_mulatta_708359 PSPVQ-----------------------------HQAGQAPHLGSGQPQQNLYHPGALTGTPPSLPPGPSAQSPQSSFPQP-AAVYAIH-HQQLPHGFTNMAHVTQAHVQTG-------------------------ITAAPPPHPGAPHPPQVMLLHPPQSHGGPPQGAVPQSGVPALSASTPSPYPYIGHP-QAAPLPPPG-------------------------------------------ELKIVLAAT-----
phd|Pantholops_hodgsonii_102343138 PSPVQ-----------------------------HQAGQAPHLGSGQPQQNLYHPGALTGTPPSLPPGPSAQSPQSSFPQP-AAVYAIHAHQQLPHGFTNMAHVTQAHVQTG-------------------------ITAAPPPHPGAPHPPQVMLLHPPQSHGGPPQGAVPQSGVPALSASTPSPYPYIGHPQAPLP--PPG-------------------------------------------ELKIVLAAT-----
chx|Capra_hircus_102181918 PSPVQ-----------------------------HQAGQAPHLGSGQPQQNLYHPGALTGTPPSLPPGPSAQSPQSSFPQP-AAVYAIHAHQQLPHGFTNMAHVTQAHVQTG-------------------------ITAAPPPHPGAPPPPPVMLLHPPQSHGGPPQGAVPQSGVPALSASTPSPYPYIGHPQAPLP--PPG-------------------------------------------ELKIVLAAT-----
ecb|Equus_caballus_100066373 PSPVQ-----------------------------HQAGQAPHLGSGQPQQNLYHPGALTGTPPSLPPGPSAQSPQSSFPQP-AAVYAIHPHQQLPHGFTNMAHV-QAHVQTG-------------------------ITAAPPPHPGAPHPPQVMLLHPPQSHGGPPQGAVPQSGVPALSASTPSPYPYIGHPQAPLP--PPG-------------------------------------------ELKIVLAAT-----
hgl|Heterocephalus_glaber_101717578 PSPVQVPAMGHVAGAGLGAGETGWYSRLPLLLPQHQAGQAPHLGSGQPQQNLYHPGALTGTPPSLPPGPSAQSPQSSFPQP-AAVYAIHPHQQLPHSFTNMAHVTQAHVQTG-------------------------ITAAPPPHPGAPHPPQVMLLHPPQSHGGPPQGAVPQSGVPALSASTPSPYPYIGHPQGEQPGQAPGFPGGADDRILCRVGRSHSRRRQGLAPGSVLCFPPSSLSCDPAAPLPTASPALSDPDC
myb|Myotis_brandtii_102260634 PSPVQ-----------------------------HQAGQAPHLGSGQPQQNLYHPGALTGTPPSLPPGPSAQSPQSSFPQP-AAVYAIHAHQQLPHGFTNMAHVTQAHVQTG-------------------------ITAAPPPHPGAPHPPQVMLLHPPQSHGGPPQGAVPQSGVPALSASTPSPYPYIGHPQVQS---------------------------------------------HPSQQLPFHPPGN-----
mmu|Mus_musculus_233871 PSPVQ-----------------------------HQAGQAPHLGSGQPQQNLYHPGALTGTPPSLPPGPSAQSPQSSFPQP-AAVYAIHPHQQLPHGFTNMAHVTQAHVQTG-------------------------VTAAPPPHPGAPHPPQVMLLHPPQGHGGPPQGAVPPSGVPALSASTPSPYPYIGHPQVQSH--PSQ-------------------------------------------QLPFHPPGN-----
cge|Cricetulus_griseus_100765372 PSPVQ-----------------------------HQAGQAPHLGSGQPQQNLYHPGALTGTPPSLPPGPSAQSPQSSFPQP-AAVYAIHPHQQLPHGFTNMAHVTQAHVQTG-------------------------VTAAPPPHPGAPHPPQVMLLHPPQGHGGPPQGAVPPSGVPALSASTPSPYPFRGHPQAPLP--PPG-------------------------------------------ELKIVLAAT-----
mdo|Monodelphis_domestica_100014802 PSPVQ-----------------------------HQAGQPPHLGSGQPQQNLYHPGALTGTPPSLPPGPSAQSPQSSFPQP-AAVYAIHAHQQLPHGFTNMAHVTQAHVQTG-------------------------ITAAPPPHPGAPHPPQVMLLHPPQSHGGPPQGGVPQSGVPALSASTPSPYTYIGHHQVQSH--PSQ-------------------------------------------QLPFHPPGN-----
shr|Sarcophilus_harrisii_100918446 PSPVQ-----------------------------HQAGQPPHLGSGQPQQNLYHPGALTGTPPSLPPGPSAQSPQSSFPQP-AAVYAIHAHQQLPHGFTNMAHVTQAHVQTG-------------------------ITAAPPPHPGAPHPPQVMLLHPPQSHGGPPQGGVPQSGVPALSASTPSPYTYIGHHQAALLGFDSK-------------------------------------------GTSCLTQDKLIT--

Additional file 6. Alignment of the Ataxin-2 proteins from mammals. ClustalX 2.0.12 was used for sequence 
alignment and a default color code was applied. The location of regions encompassing sequence logos are 
enclosed by red rectangles and the Lsm, LsmAD and PAM2 domains by black rectangles. 
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