
0.01

G035 004J
G035 004I
G035 004H
G035 004F
G035 004E
G035 004D
G035 004C
G035 004A

G018 012A
G026 001H
G026 001C

G018 012D
G018 12B
Mus spretu
Mus C4 Rp2

Mus C7 RP2
Mus C5 RP2

Mus C19 RP
G091 029D

G053 046A
G053 046B
G053 055B
G091 029B

G053 055C
G053 055F
G053 046C
G053 055E
RAF 2010
G091 029A
G091 029C
G053 055A

G028 002H
G028 002B

G028 002C
G028 002A

G071 028F
G071 028E
G071 028D
G071 028B

FJ907198
FJ907199

FN692043 X
DQ241302
G22 063A
G22 063B
G22 066B
G22 066A

DQ399707
NC 007815
DQ241301
GQ497343
GQ497344

GQ483508
GQ483510
GQ483509

Mus C12 RP
Mus C7b RP

G046 005J
G046 005H

G046 005F
G046 005D
G046 005C
G046 005B
G046 005A

Clinical Sequences
(Patient IDs annotated outside of clusters)
Positive Controls
Public Sequences
Mouse Clones

071

028

046

053 / 091

035

018 / 026

PCR XMRV HM990971

*

*

*

*

*

* *

*
*

73

89


