Schistosoma Ancestor
The ancestor of the S. japonicum complex diversity
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Schistosoma indicum group? Retained
the African mt genome gene order no
karytype information available

S. malayensis

S. haematobium is the only species in Africa
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with this karyotype but shares homology with
the other African species in mt gene order

Reinvasion of Asia from the Africa giving rise
to the S. indicum group

Both species, S. bovis and S. mattheei primarily
found in cattle and appear to have the same
karyotype even though the mtDNA shows them to

be phylogenetically distinct




