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Figure 2 The statistics of predicted target gene numbers for differentially expressed miRNA in Wistar rats 

following S.japonicum infection. (A) Up-regulated miRNAs in Wistar rats were listed on the upper chart and 

(B) down-regulated miRNAs were in the lower chart. The vertical axis is the differentially expressed miRNAs 

and the horizontal axis is the target gene number. 

 


