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Table S2. Descriptive statistics and comparison of FIS values between the sub-populations defined by STRUCTURE.
	Subpopulation
	Origin
	P
	A
	He
	Ho
	FIS

	3A (7)
	ES islands
	0.36
	1.50
	0.13
	0.05
	0.63

	3B1 (14)
	TR, HR, FR, ES, PT 
	0.72
	2.29
	0.22
	0.01
	0.95

	3B2 (5)
	HR
	0.07
	1.07
	0.04
	0.03
	0.27

	4A (13)
	TR, GR (MON-98)
	0.36
	1.50
	0.07
	0.02
	0.69

	4B (5)
	AL, HR
	0.22
	1.36
	0.09
	0.06
	0.41

	4C1 (4)
	TR (MON-1), GR (MON-98)
	0.57
	1.93
	0.31
	0.07
	0.80

	4C2 (6)
	GR (MON-1)
	0.43
	1.57
	0.20
	0.06
	0.72


P, proportion of polymorphic loci; A, number of alleles; He, Nei's unbiased expected heterozygosity; Ho, observed heterozygosity; Fis, inbreeding coefficient.
