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OT2‐Foxp3eGFP CD8 &CD4 Populations In Spleen (1)
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OT2‐Foxp3eGFP CD8 &CD4 Populations in B16‐OVA Tumor (1)
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Pmel‐Foxp3eGFP CD4 & CD8 Populations in B16 Tumor(2)
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