Identification of several GO categories “Biological Function” using the Database for Annotation, Visualization and
Integrated Discovery (DAVID) that contain large numbers of genes disrupted in dnBrg1 transgenic lenses.

Category

Term

Count

%o

Genes (RED = upregulated; ELUE = downregulated)

GOTERM_BP

GO:0006281~DNA repair

47

2.28%

¥pa, Trpe2, H2afx, Rad51ap1, Blm, Kin, Apex1, Parp1, Giyd2, Beeip, Sfpg, Trpb3, Hmgh2, Trex1, Sik,
Atm, Xrced, Exol, Ube2a, Rad21, Rad51c, Polb, Xabh2, C220052112Rik, Rad5111, Erccd, Yop, Shimi,
Atrne, GHf2h1, Ankrd17, Smch, Nsmcel, Gif2zh4, Rad18, Erccd, Fancc, Supt16h, Rad23a, Ddb2, Usp1,
¥m2, Ssmpi, Smcila, Smc3, Escol, Prpfig,

27

1.34%

Pold1, Pms2, MIh3, Ogg1, Polh, Mpag, ¥pc, Slk, Msh2, Sod2, Fen1, Erccd, Polg2, Afrx, Nsmce,
GifZhd, Fancg, Erccd, Tnfaip1, Rad23b, Fanca, Upfl, Ssipi, Smcia, Smct, Mus81, Fancm,

GOTERM_EBP

GO:0006325~establishment and/or
maintenance of chromatin architecture

2.09%

ngZ2, Hitf, H1f0, HZafx, Smarcd1, Baz1b, Hist3h2ba, HdacZ, Smarcad, Rbi2, Prmitd, Foxp3, Smarchi,
Brdg, Mbd3, Rnf20, Smarcaz, Eed, Hmgb2, Hmg20a, Ruvbl1, Smarcd3, Tif1, Hist1h1c, Rnf2, Dnmt3a,
Sap18, Smarcc1, Actléa, Trrap, Ncor1, Gpx4, Noc2l, Hdac3, Men1, Tmem38b, Smarcab, Smarce,
Arid4b, Hira, Banp, Rcorl, Chdd4,

26

1.29%

Chd1, ActlSb, Nsd1, Tik2, Sirt7, Hnf1a, Hist1hic, Hist1h3i, Sap18, Mcm2, Dapk3, Suw20h1, Hdaci1,
H1fe, Thl1xrl, Chd6, H2af], Hira, Bptf, Hmg20b, Sox3, Asf1b, Huwe1, Chx1, Mphosph8, Crebbp,

GOTERM_BP

G0:0006512~ubiquitin cycle

4.08%

Rnf138, Mapilc3a, Cdc23, Usp36, Amfr, Rnfd1, Rnf25, Senpi, Riwd2, Fbxo%, Cacybp, Rnf20, Uspis,
Uchl5, Thitx, Pjat, Ufc1, Cdc26, Anapcd, Rwdd3, Rnf128, Ube2s, Fhxw2, Sael, Fbxls, Spop, Rnf2,
Skp2, Usp2, Arih1, Ube2i3, Wdsub1, Rnf19b, Gipbpd, Rwdd1, Fhxod, Topors, Anapch, Uspl, Atgs,
Zc3hel, Usp20, Prpf19, UbeZz, Usp4d8, ltch, Fbxo22, Otub1, Socs3, Trp12, Tomm22, Gelc, Senpb,
Piasd, Lmcdd, Asbh8, Fhxl12, Rnfy, Usp8, Usp38, RnfG, Cdc20, UbeZa, Cyhrl, Fhxws, Rnfi1d, Cul3,
Vep, Ube2g2, BEnf167, Ubgint, Cand1, UbeZi, Rad18, Ube2f, Anapc1, Rad23a, Birch, Ppil2, Broo3,
Cdc3d, Stubi, Sugti, Bre,

&9

2.42%

Hectd3, Fhxod2, UspSx, Ubeda, Otub2, Usp19, EifZak4, Rnf11, Pjal, Ube2k, Znrf1, Rnf181, Rwddz2b,
7nri2, Usp2, Ashf, Ubac1, Vps11, Chil, Usp3, Mib2, Atgdb, Cuedc2, Ddal, Thlixrl, Topors, Anapch,
UbI7, Uim1, Siah2, Otud7a, Huwe1, Sytd, Nosip, Kemf1, Usp12, Uspd48, Otub1, Socs3, Usp22,
Map1lc3b, KIh13, Park2, Tulpd, Nedddl, Fboowd, UspS0, Uevd, Atg10, Rab40c, Aktip, Spshd, Cyhrl,
Ube2j1, Ubeda, Cand1, Socs4, Ube2r2, Usp29, Asb13, Ube2i Rad23b, Anapc2, Birct, Rabgeft,
March2, Brce3, Btre, Fhoxo3,

GOTERM_EP

GO:00069T74~response to DNA damage
stimulus

59

2.86%

Gadd4ba, Timeless, Radb1ap1, Kin, Apex1, Giyd2, Parp1, Apc, Beeip, Sfpg, Trex1, Fragl, Rad21,
Polb, Xah2, C230052112Rik, Ercca, Shim1, Gtizh1, GifZh4, Topors, Erccd, Fance, Supti16h, Uspi,
Smc3, Escol, Prpfl9, Xpa, Tipe2, H2atk, Triapi, Btg2, Bim, Hipk2, Trp53, Hmgh2, Npm1, Pcbhpd, Sk,
Atm, Exol, Xrccd, UbeZa, Rad51c, Rad511, Yep, Atnd, Ankrd17, Smch, Nsmcei, Rad18, Rad23a,
Ddb2, ¥m2, Ssrp1, Broe3, Smcia, Bre,

32

1.58%

Pold1, Pms2, MIh3, Chek2, Ogg1, Tik2, Hipk2, Polh, Mpg, X¥pc, Slk, Msh2, Sod2, Fen1, Ercc8, Polg2,
Atrx, Nsmce1, Gtf2h4, Topors, Fancg, Erccd, Tnfaip1, Rad23b, UpH, Fanca, Ssmpl, Smcia, Broo3,
Smch, Mus81, Fancm,

GOTERM_BP

GO:0016568~chromatin modification

1.85%

ng2, HIEf, Smarcdi, Baz1b, Hdac2, Smarcad, Rbl2, Pmt5, Smarchi, Brdd, Foxp3, Mbd3, Rnf20, Eed,
Hmg20a, Ruvbl1, Smarcd3, Tifl, Rnf2, Dnmt3a, Smarcc1, Sap18, Actifa, Trrap, Ncorl, Noc2l, Hdac3,
Meni., Smarcab, Smarcei, Hira, Banp, Roorl, Chid4,

15

0.74%

Sapi18, Dapk3, Nsd1, Suw20h1, Hdac11, TIk2, Thlixrl, Hira, Sirt7, Bptf, Hmg20b, Hnfla, Asflb,
Huwe1, Crebbp,

KEGG_PATHWAY

mmud3050:Prote asome

18

0.87%

Psmb2, Psmd11, Psmd7, Psmby, Psmd8, Psmc3, Psmd14, Psmb3, Psmal, Psmb6, Psmd13,
Psmad, Psmbi1, Psma7, Psmd4, Psma5, Psmc1. Psma2,

KEGG_PATHWAY

mmu04120:Ubiquitin mediated
proteclysis

32

1.55%

Ube2z, Cdc23, ltch, Tim37, Riwd2, Socs3, Trip12, Cdc26, Piasd, Anapcd, Rnf7, UbeZs, Sael, Skp2,
Cdc20, Ube2a, UbeZl3, Erccd, Cul3, Ube2qg2, Fhxod, Ube2i, Keap1, Anapch, Ube2f, Anapci, Ddbh2z,
Birch, Ppil2, Cdc34, Stub1, Prpf1g,

16

0.79%

ErccE, Ube2j1, Socs3, Ubela, Ubeda, Ube2r2, Ube2k, KIhi13, Anapch, Ube2f, Park2, Anapc2, Nedd4l,
Birct, Huwe1, Birc,




