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-------RELRIFLRNVTHRLAI--DKRFRVFTKPVDPDEVPDYVTVIKQPMDLSSVISKIDLHKYLT--VKDYLRDIDLICSNALEYNPDRDPGDRLIRHRACALRDTAYAIIKEELDEDFATAD2 bromo (1)

----QLYTTLKNLLAQIKS------HPSAWPFMEPVKKSEAPDYYEVIRFPIDLKTMTERLRSRYYVTR--KLFVADLQRVIANCREYNPP----DSEYCRCASALEKFFYFKLKE------GCN5L2 bromo (1)

----PLTVLLRSVLDQLQD------KDPARIFAQPVSLKEVPDYLDHIKHPMDFATMRKRLEAQGYKN--LHEFEEDFDLIIDNCMKYNAR----DTVFYRAAVRLRDQGGVVL--------BRD1 bromo (1)

----PLQEALNQLMRQLQR------KDPSAFFSFPVTDFIAPGYSMIIKHPMDFSTMKEKIKNNDYQS--IEELKDNFKLMCTNAMIYNKP----ETIYYKAAKKLLHSGMKIL--------BRD7 bromo (1)

----PLQEALNQLMRQLQR------KDPSAFFSFPVTDFIAPGYSMIIKHPMDFSTMKEKIKNNDYQS--IEELKDNFKLMCTNAMIYNKP----ETIYYKAAKKLLHSGMKIL--------hBRD7 bromo (1)

----PLQEALNQLMRQLQR------KDPSAFFSFPVTDFIAPGYSMIIKHPMDFSTMKEKIKNNDYQS--IEELKDNFKLMCTNAMIYNKP----ETIYYKAAKKLLHSGMKIL--------mBRD7 bromo (1)

----DLTFCEIILMEMESH---D--AAWPFLEPVNPRLVSG--YRRIIKNPMDFSTMRERLLRGGYTS--SEEFAADALLVFDNCQTFNED----DSEVGKAGHIMRRFFESRW--------BAZ2A bromo (1)

LTPIDKRKCERLLLFLYCH--------EMSLAFQDPVPLTVPDYYKIIKNPMDLSTIKKRLQEDYSMYSKPEDFVADFRLIFQNCAEFNEP----DSEVANAGIKLENYFEELLKNLYPE--hTRIM24 bromo (1)

LTPIDKRKCERLLLFLYCH--------EMSLAFQDPVPLTVPDYYKIIKNPMDLSTIKKRLQEDYCMYTKPEDFVADFRLIFQNCAEFNEP----DSEVANAGIKLESYFEELLKNLYPE--mTRIM24 bromo (1)

RQTNQLQYLLRVVLKTLWK--HQ--FAWPFQQPVDAVKLNLPDYYKIIKTPMDMGTIKKRLENNYYWN--AQECIQDFNTMFTNCYIYNKP----GDDIVLMAEALEKLFLQKINEL-----BRD4 bromo 1 (1)

RKTNQLQYMQNVVVKTLWK--HQ--FAWPFYQPVDAIKLNLPDYHKIIKNPMDMGTIKKRLENNYYWS--ASECMQDFNTMFTNCYIYNKP----TDDIVLMAQALEKIFLQKVAQM-----hBRD3 bromo 1 (1)

RKTNQLQYMQNVVVKTLWK--HQ--FAWPFYQPVDAIKLNLPDYHKIIKNPMDMGTIKKRLENNYYWS--ASECMQDFNTMFTNCYIYNKP----TDDIVLMAQALEKIFLQKVAQM-----mBRD3 bromo 1 (1)

----QLKCCSGILKEMFAKKHAA--YAWPFYKPVDVEALGLHDYCDIIKHPMDMSTIKSKLEAREYRD--AQEFGADVRLMFSNCYKYNPP----DHEVVAMARKLQDVFEMRF--------BRD4 bromo 2 (1)

----HLRYCDSILREMLSKKHAA--YAWPFYKPVDAEALELHDYHDIIKHPMDLSTVKRKMDGREYPD--AQGFAADVRLMFSNCYKYNPP----DHEVVAMARKLQDVFEMRF--------hBRD3 bromo 2 (1)

----HLRHCDSILREMLSKKHAA--YAWPFYKPVDAEALELHDYHDIIKHPMDLSTVKRKMDSREYPD--AQGFAADIRLMFSNCYKYNPP----DHEVVAMARKLQDVFEMRF--------mBRD3 bromo 2 (1)

--PEELRQALMPTLEALYR-QDP--ESLPFRQPVDPQLLGIPDYFDIVKNPMDLSTIKRKLDTGQYQEP--WQYVDDVWLMFNNAWLYNRK----TSRVYKFCSKLAEVFEQEIDPVMQ---CREBBP bromo (1)

----KLTKQMNAIIDTVINYKDSSGRQLSEVFIQLPSRKELPEYYELIRKPVDFKKIKERIRNHKYRS--LGDLEKDVMLLCHNAQTFNLE----GSQIYEDSIVLQSVFKSARQKI-----SMARCA2 bromo (1)

-----MGTYLRFIVSRMKER--------AIDLNKKGKDNKHPMYRRLVHSAVDVPTIQEKVNEGKYRS--YEEFKADAQLLLHNTVIFYGDSEQADIARMLYKDTCHELDELQLC-------ZMYND11 bromo (1)
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