5" FLANKING/5 ' TSD/extranucleotides/L1 5" END~3'TSD/3 " FLANKING
YY1-binding sequence

L1.3 GGGGGAGGAGCCAAGATGGCCGAAT~

2_62922 TTAAAAAATAAACCTgattttcAGGAGCCAAGATGGCCGAAT~AAATAAACCTATATG
3_234437 AAAATAAGGAAGTACTAGGAGCCAAGATGGCCGAAT~AAGGAAGTACTGAACA
6_82135 AGTTGAAAAAATAAGAGTTGCCgatgaataAGGAGCCAAGATGGCCGAAT~AAAAAATAAGAGTTGCCATTTT
12_111722 GTATCATCTAAGCAGGAGCCAAGATGGCCGAAT~ATCTAAGCTATAA

2_205473 TTTAAAAAATTAATTTTGGgatatqatAGCAGCCAAGATGGCCGAAT~AAAATTAATTTTGGCATTC
3550_110 CAAATAAAAATTAACACACAAATtttGGAGCCAAGATGGCCGAAT~AAAAATTAACACACAAATAGAGG
14_48712 ATAATAAAAACTTAGGgagcttcGGAGCCAAGATGGCCGAAT~AAAAACTTAGGAATAT
1199324 ATAACGTTTGGTTgagGGAGCCAAGATGGCCGAAT~GTTTGGTTTGTAG

12_78724 GTAGAGAAGAAAAAAAATGAggttgtttgtGGAGCCAAGATGGCCGAAT~GAAGAAAAAAAATGATAGAA
7_64714 GTCCTAAAGTCTATGCTAGCtagtagggaat gt GGAGCCAAGATGGCCGAAT~AAAGTCTATGCTAGCATAAC

2101_131 CAAATAAAAATTAACACACAAATtttGGAGCCAAGATGGCCGAAT~AAAAATTAACACACAAATAGAGG
3_102370 TCTTTAAGAAACTAAGAACAGT ctcgcttGGAGCCAAGATGGCCGAAT~AAGAAACTAAGAACAGTATGAA
19_49445 ATATTAGAATAAATTTCCAGGAGCCAAGATGGCCGAAT~AGAATAAATTTCCATTTAA
6_165502 AGATACAAAAGCACCTTACCgagagtgGGAGCCAAGATGGCCGAAT~CAAAAGCACCTTACCAGAAG
21_33827 AGACTAAGAATCTCTGGATAggactctcGAGCCAAGATGGCCGAAT~AAGAATCTCTGGATAATAAC
16_52467 TAAAGAATCTTGGTTTTCAgactctcGAGCCAAGATGGCCGAAT~AATCTTGGTTTTCACATCA
2_153905 GTTTAAAAATGAGGatctcGAGCCAAGATGGCCGAAT~AAAATGAGGGAAGT
13_51848 ACCTTATAAATGTATCAAAACTggggtcttGAGCCAAGATGGCCGAAT~ATAAATGTATCAAAACTAGTTC
8_26474 TACATAAGAGAATTCAGCgacacttcccGAGCCAAGATGGCCGAAT~AAGAGAATTCAGCAAGGA
1995291 GGGATAAAAATTTGACggagt ttGAGCCAAGATGGCCGAAT~AAAAATTTGACATGAT
13_42727 TGATTAAAGAATTCTGAGAaaggggatttGAGCCAAGATGGCCGAAT~AAAGAATTCTGAGAGATGC
4_84064 CAATCAAGAACTCTGAAATCcagaatttGAGCCAAGATGGCCGAAT~AAGAACTCTGAAATCTGAGT
2_116086 CACTTAAAGAAGGTACCATGACAGAGCCAAGATGGCCGAAT~AAAGAATGTACCATGACAGCCCT
1_199755 CCATTAAAAATTGAGCATTTCAactggtatattCTAAGATGGCCAAAT~AAAAATTGAGCATTTCATTTAG
15_44417 TGGTTAAAGAATTGGGAAAGTAaqgcttcttgatCAAGATGGCCAAAT~AAAGAATTGGGAAAGTACCATG
15_36312 GCTATAGAAAATGTGGTAGATTACccaCAAGATGGCCGAAT~AGAAAATGTGGTAGATTAATTAA
14_33998 GGGTGAAGAAAATCTATTTACgacttaagcaacgCAAGATGGCCGAAT~AAGAAAATCTATTTACTTGGA
7_157327 TTTTAAAATGCgCAAGATGGCCGAAT~AAATGCTTAAA

6_195781 TACTTAAATCTTACCTTTtcgattcggttCAAGATGGCCGAAT~AAATCTTACCTTTATAAA
2_275944 AAAGTTTCAAATGCTGaAAGACGGCCGAAT~TTCAAATGCTGCCAGT
1_304453 AATAAAAATAAATACATGCgAAGATGGCCGAAT~AAATAAATACATGCATACA
6_126091 GCCTTAAAAATGTCAGGCATCgAAGATGGCCGAAT~AAAAATGTCAGGCATCACAAA
4_146640 TCTAGAAGAAATATTCTGgAAGATGGCCGAAT~AAGAAATATTCTGATTTA
19_28120 AGTGGAAAAGAATTAAGCTTgAAGATGGCCGAAT~AAAAGAATTAAGCTTAATTA
6_65223 ATTTAACAGTAATAGAAGATGGCCGAAT~ACAGTAATAGCATGT
39_7162 TATTTGAAAACATACAGCAGAAGATGGCCGAAT~GAAAACATACAGCATTAGA
5_40860 TGTATAAAAAATCAAAAGCAGtAGATGGCCGAAT~AAAAAATCAAAAGCAGCTATA
19_79902 ACTTTAGAATTACATAAGCCTTAGATGGCCGAAT~AGAATTACATAAGCCTTGGTTC
17_30194 ATGTTTAAAGTTAAAAAGATGAAGATGGCCGAAT~TAAAGTTAAAAAGATGAGGCAC
6_18965 TTCACAGAAAAAGCAGAGGAAGATGGCTGAAC~AGAAAAAGCAGAGGATTCTT
3_142374 TTTTTAAAAAATTAAGGTTTAqCGAAT~AAAAAATTAAGGTTTACCTAG
10_58603 TTTTTAAAATTTCTGTTTGAGAAT~AAAATTTCTGTTTGAAAGAT
290709 CAACTAAAGAAAGATTCAAGGAAT~AAAGAAAGATTCAAGCTTCT
143862_2 GAATAAAAATCTGAGGAGAAGAAT~AAAATCTGAGGAGAAAATTC

4_190719 AATAAGAGATTTGGGAC~GAGATTTGGGGGCTT



