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Additional file 3.  Unrooted Neighbor-joining tree of 1600 bp sequences from the 3′ end of 
Pokey elements.  Elements from the Daphnia genome sequence and cloned from other species 
in the subgenus Daphnia [7] are included.  The latter are preceded by PC.  All positions 
containing alignment gaps and missing data were eliminated in pairwise sequence comparisons. 
Bootstrap values greater than 70 are shown at the nodes in the tree.  


