Table S1: BSS assay DNA methylation data

Subject
PT-1090-1
PT-1090-1
PT-1090-3
PT-1090-3

CTL-1090-6
CTL-1090-6
PT-1090-7
PT-1090-7
CTL-1090-8
CTL-1090-8
75194
75194
75194
75194
75194
75194
75195
75195
75195
75195
75204
75204
75204
75204
75205
75205
75205
75205
RB19518
RB19518

Cells

HDF

HDF
PBMC
PBMC
PBMC
PBMC
PBMC
PBMC
PBMC
PBMC
PBMC
Saliva
PBMC
Saliva
PBMC
Saliva
PBMC
Saliva
PBMC
Saliva
PBMC
Saliva
PBMC
Saliva
PBMC
Saliva
PBMC
Saliva
PBMC
PBMC

BSS.assay num.seqgs

4gA
DUX4 5'
49A
DUX4 5'
49A
DUX4 5'
49A
DUX4 5'
49A
DUX4 5'
49A
49A
4qA-L
4qA-L
DUX4 5'
DUX4 5'
49A
49A
DUX4 5'
DUX4 5'
49A
49A
DUX4 5'
DUX4 5'
49A/10gA
49A/10gA
DUX4 5'
DUX4 5'
49A
DUX4 5'

10
10
10
10
10
10
9

10
9

10
10
10
19
14
1

10
10
10
10
10
10
10
10
12
10
9

10
10
6

6

mean
2.7
3.2
10.4
18.5
53.6
49.9
9.1
1.5
51.6
59.3
311
17.6
80.7
83.6
47.8
59.7
91
90.5
94.2
94.4
16.2
14.1
50.8
59.3
80.6
84.1
71
63.9
10.1
155
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33.9
11.9

34
23.2
22
54
1.8
56.7
70
5.1
5.1
82.1
82.1
72.9
78

54
6.8
5.1
66.7
66.7
40.7
32.2
54
51

34
1.8
11.9
44.6
19
58
6.8
42.4
271
214
10.7
70.8
80
242
50.8
87.5
89.3
93.2
93.2
71
8.9
35.6
314
77.8
75.8
57.6
55.9
71
6.8

median
0.9
3.4
45
20.3
52.7
53.4
8.9
11.9
60.7
66.9
26.8
17.9
83.3
83.3
64.4
66.9
91
89.3
96.6
95.8
12.5
134
58.5
74.6
80.6
85.2
73.7
61.9
9.8
19.5

Q3
1.8
34
17.9
23.7
571
76.3
12.5
15.3
62.5
84.7
33.9
255
90
86.7
71.2
72.9
94.6
94.6
98.3
98.3
23.2
14.3
64.4
78
85.2
92.5
86.4
78
14.3
20.3

max
12.5
6.8
30.4
39
73.2
93.2
23.2
20.3
62.5
91.5
64.3
32.1
93.3
96.7
78
81.4
98.2
98.2
100
100
39.3
26.8
91.5
88.1
96.3
92.6
88.1
86.4
14.3
22



