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Supplementary Figure 4 

Frequency distributions of mature miRNAs with different SNP numbers (a), different SNP density (b), and cumulative frequency distributions of SNPs and SNP density in mature miRNAs having different length (c-d). In panel d, data are reported as the average SNP density value ± s.e; The different letters (a and b) designate the significant difference of SNP density between different regions at the 0.05 level.
