
 

 

Fig. 3. Molecular docking of compound 1 and its interaction with different residue of urease 

enzyme active site involved in interaction. Formation of hydrogen bonds between carbonyl of 

Phe 569, Ser 567, Ile 568 and Lys 445 from B-domain of enzyme and oxygen of the carboxyl 

moiety in compound 1. Hydrophobic interactions with Ala 150, Leu 457, Try 474 and Try 475 of 

urease. 

 


