Recommender web service documentation

This section describes how to use the Recommender service. An alpha version of the Recommender service is deployed as a REpresentational State Transfer (REST) web service and return results in several formats as text or XML. URLs given in this section are subject to change as the web service is currently being deployed in production environment.

REST Application Programming Interface (API)

In order to use the Recommender web service REST API a user needs to implement a client application that will send an HTTP POST request to the Recommender base service URL:

http://ncbolabs-dev2.stanford.edu:8080/OBS_v1/recommender1.1/

A simple HTML client to test the Recommender is available here:

http://obs.bioontology.org/recommender/Recommender1.1.html 

The following parameters are available for the API:

· method – Identifies the method used for recommendation. Each method will request the NCBO Annotator with specific parameters in order to achieve the Recommender heuristics. 4 methods are available:

· 1 – CR with longestOnly=false
· 2 – CR+M with longestOnly=true
· 3 – CR with longestOnly=true
· 4 – CR+M with longestOnly=true

· output – Identifies the output ranking value considered for ranking ontologies in the results. 4 outputs values are available:

· score – The sum of the scores of all the annotations generated with concepts from a particular ontology.

· nb-annotating-concepts – The number of unique concepts annotating the input text for a particular ontology.

· normalized-score – The ratio between the ontology score and the ontology size.

· overlap – The ratio between the number of annotating concepts and the ontology size.

· repository – The set of ontologies to consider for recommendation:

· ncbo – Only the NCBO BioPortal ontologies.

· umls – Only the UMLS Metathesaurus ontologies.

· all – Both NCBO & UMLS ontologies.

· text – The text data used for recommendation.

· format – The output format of the results. Ontologies are sorted according to the output parameter. 3 formats are available: 

· asText – Returns the results in text document.

· asTextSimple – Returns the results in a simplified text document without the output ranking values.

· asXML – Returns the result in a XML document. Each ontology is represented by a <obs.common.beans.RecommendedOntologyBean> for example:

<obs.common.beans.RecommendedOntologyBean>

<localOntologyID>40644</localOntologyID>

<ontologyName>NCI Thesaurus</ontologyName>

<ontologyVersion>09.07</ontologyVersion>

<virtualOntologyID>1032</virtualOntologyID>

<nbAnnotation>5</nbAnnotation>

<score>42.0</score>

<nbAnnotatingConcept>4</nbAnnotatingConcept>

<normalizedScore>5.656794E-4</normalizedScore>

<overlap>0.0050</overlap>

</obs.common.beans.RecommendedOntologyBean>

Remark: The number of annotations for a particular ontology is also generated however this value cannot be used for ranking.

User interface

The Recommender is currently being embedded in BioPortal (Figure 1). A simplified user interface allows a user to test some of the Recommender heuristics in a web browser. The two discussed scenarios are available in the user interface (corpus & keyword-based recommendation). An additional parameter allows normalizing the ranking result by ontology size. The methods considered by the user interface are always 1 for corpus-based recommendation and 3 for keyword-based recommendation. The outputs considered are score and normalized-score. Therefore, the user interface addresses the first and third question indentified in Introduction. The user interface allows also selecting the repository to use.

As illustrated in Figure 1, a tag cloud is generated in which the score (or normalized-score) of an ontology is represented by the size of its name in the cloud. When clicking on an ontology name in the cloud, a pop-up window provides the values of each output ranking value for this ontology (Figure 1). A link to the original ontology in BioPortal is also provided when it is appropriate.

[image: image1.png]NCBO BioPortal; NGBO Ontology Recommender Service - Mozilla Firefox
Ele Edt View Hstory Bookmarks Ioos Help

OB C X & ([ wotirom ooy oopeomnie

") NCBO BioPortal: NCB Ontology Rec

Browse Projects. Annotate AllMappings | All Resources :
Alpha

[~NCBO Ontology Recommender Service Search time: 573 ms-
Recommendatian scenaria () Carpus () Keywords
] Normalize by ontology size
Repasitary () NCBO BioPortal ontolgies only
(O UMLS Wetathesaurus antalagies only

(@ All Ontolagies

cancer, hamartoma, melanama, neaplasms, cell tumar,

Recommend x Clear

[~Ontology Tag Cloud (78)
. x

SNOMED Clinical Terms, 2008 07_31 SN Human disease [404651

E

Medical Subject Headings, 2009_2008_08_06

Normalized Scare 0.0024931
Overlap 0.0250

National Drug File - Reference Terminology Public Inferred

Annotating Concepts 3

CRISP Thesaurus, 2006 MedlinePlus Health Topics, 20080614
Experimental Factor Ontology ~ NIESTD ~ HL7 Vocabulary Version 2.5, 2003 08 30 Human disease
Medical Dictionary for Requlatory Activities Terminology (MedDRA), 11.0 ~ COSTAR, 1989-1995

Canonical Clinical Problem Statement System, 1099  Mosquito aross anatomy

Alcohol and Other Drug Thesaurus, 2000 ~ BIRNLex  Physician Data Query, 2007 02  DXplain, 1994
ICPC-2PLUS  ICPC2 - ICD10 Thesaurus, 200412 Library of Conaress Subiect Headings, 1990

Online Mendelian Inheritance in Man, 2007 12 19  Mouse pathology ~ UMLS Metathesaurus

Loaical Observation Identifier Names and Codes, 224  Clinical Terms Version 3 (CTV3) (Read Codes), 1000 Radlex

Learm more sbaut the NCBO Recommender ush senice

The National Center for Biomedical Ontalogy is ane of the National Centers for Biomedical Computing supported by the NIH Roadmap.
Copyright © 2005-2009, The Board of Trustees of Leland Stanford Junior University. Al rights reserved.

Transferring data from ncbolabs-dev2. stanford.edu. Fidder: Disabled




Figure 1 – Recommender web service user interface in BioPortal.
