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Figure 2: PCA analysis of 119 population samples based on allele frequencies of 128 AISNPs.  Factors 1 and 2 (a) account for a total of 
72.2% of the variance among populations. Factor 3 (b) adds 8.7% for a total of 80.9% of the total variance among populations accounted for 
by the �rst three factors.  Population colors are based on the structure analyses in Figures 3 and 4 using the color of the most likely cluster 
assignment (pattern A) for each  population at K=8.  Thus, red is West and Central Africa; light pink is East Africa; green is SW Asia and Southern
Europe;  yellow is West and Northern Europe; blue is South and Central Asia; dark gray is East Asia including Tibet, Western  China, and 
Northern Eurasia; aqua is the Paci�c; and bright pink is Native America.


