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Probe Set Gene

100057_at Cluster Incl AI838320:UI-M-AO0-aby-f-05-0-UI.s1 Mus musculus cDNA, 3  end /clone=UI-M-AO0-aby-f-05-0-UI /clone_end=3  /gb=AI838320 /gi=5472533 /ug=Mm.4467 /len=529

100059_at cytochrome b-245, alpha polypeptide

100069_at cytochrome P450, 2f2

100311_f_at eosinophil-associated ribonuclease 1

100331_g_at thioredoxin peroxidase, pseudogene 1

100380_at H3 histone, family 3A

100397_at TYRO protein tyrosine kinase binding protein

100569_at annexin A2

100583_at Cluster Incl J00475:Mouse germline IgH chain gene, DJC region- segment D-FL16.1 /cds=(0,1033) /gb=J00475 /gi=194417 /ug=Mm.6160 /len=1034

100597_at glycogenin 1

100711_at ribosomal protein L10A

100944_at Cluster Incl AA958903:ua19f08.r1 Mus musculus cDNA, 5  end /clone=IMAGE-1347207 /clone_end=5  /gb=AA958903 /gi=3125133 /ug=Mm.6381 /len=384

100946_at neuraminidase 1

101019_at cathepsin C

101045_at hydroxyacyl-Coenzyme A dehydrogenase, type II

101048_at protein tyrosine phosphatase, receptor type, C

101137_at ribosomal protein S3

101212_at ribosomal protein S7

101482_at protein phosphatase 1, catalytic subunit, gamma isoform

101656_f_at Cluster Incl U60442:Mus musculus Ig kappa light chain mRNA, partial cds /cds=(0,363) /gb=U60442 /gi=1421746 /ug=Mm.30406 /len=391

101753_s_at P lysozyme structural

101781_f_at Cluster Incl V00754:Mouse gene coding for embryonic H3 histone /cds=(0,407) /gb=V00754 /gi=51297 /ug=Mm.57118 /len=408

101876_s_at histocompatibility 2, T region locus 10

101881_g_at procollagen, type XVIII, alpha 1

101908_s_at CEA-related cell adhesion molecule 2

101955_at heat shock 70kD protein 5 (glucose-regulated protein, 78kD)

101973_at Cbp/p300-interacting transactivator, w ith Glu/Asp-rich carboxy-terminal domain, 2

102029_at interleukin 16

102104_f_at Cluster Incl AI504305:vl04g11.x1 Mus musculus cDNA, 3  end /clone=IMAGE-963236 /clone_end=3  /gb=AI504305 /gi=4402156 /ug=Mm.42485 /len=580

102156_f_at Cluster Incl M80423:Mus castaneus IgK chain gene, C-region, 3  end /cds=(0,322) /gb=M80423 /gi=196865 /ug=Mm.46804 /len=323

102196_at Cluster Incl U37413:Guanine nucleotide binding protein, alpha 11 /cds=(57,1136) /gb=U37413 /gi=1051237 /ug=Mm.989 /len=1342

102207_at delta-like homolog (Drosophila)

102208_at sialyltransferase 10 (alpha-2,3-sialyltransferase VI)

102217_at G protein-coupled receptor kinase 5

102372_at Cluster Incl M90766:Mouse Ig active joining chain (J chain) mRNA of the b allele, complete cds /cds=(21,500) /gb=M90766 /gi=194473 /ug=Mm.1192 /len=501

102585_f_at Cluster Incl AB017349:Mus musculus mRNA for immunoglobulin light chain V region, partial cds /cds=(0,353) /gb=AB017349 /gi=4519566 /ug=Mm.57251 /len=360

102641_at SFFV proviral integration 1

102767_at EST AA536815

102806_g_at CEA-related cell adhesion molecule 1

102906_at T-cell specif ic GTPase

102920_at Cluster Incl AW215585:up06c04.x1 Mus musculus cDNA, 3  end /clone=IMAGE-2651238 /clone_end=3  /gb=AW215585 /gi=6526261 /ug=Mm.1622 /len=329

102995_s_at granzyme A

103035_at ATP-binding cassette, sub-family B (MDR/TAP), member 2

103089_at CD48 antigen

103200_at Cluster Incl AA711773:vu58g05.r1 Mus musculus cDNA, 5  end /clone=IMAGE-1195640 /clone_end=5  /gb=AA711773 /gi=2721691 /ug=Mm.1902 /len=473

103240_f_at eosinophil-associated ribonuclease 3

103448_at S100 calcium binding protein A8 (calgranulin A)

103462_at Cluster Incl AW122239:UI-M-BH2.2-aov-f-02-0-UI.s1 Mus musculus cDNA, 3  end /clone=UI-M-BH2.2-aov-f-02-0-UI /clone_end=3  /gb=AW122239 /gi=6097702 /ug=Mm.2173 /len=549

103560_at Cluster Incl AW124401:UI-M-BH2.1-ape-d-04-0-UI.s1 Mus musculus cDNA, 3  end /clone=UI-M-BH2.1-ape-d-04-0-UI /clone_end=3  /gb=AW124401 /gi=6099931 /ug=Mm.19119 /len=217

103887_at S100 calcium-binding protein A9 (calgranulin B)

104014_at hemochromatosis

104071_at Cluster Incl AI852433:UI-M-BH0-ajo-g-04-0-UI.s1 Mus musculus cDNA, 3  end /clone=UI-M-BH0-ajo-g-04-0-UI /clone_end=3  /gb=AI852433 /gi=5496304 /ug=Mm.21639 /len=544

104093_at lymphocyte specif ic 1

104173_at Cluster Incl AA797989:ub60d04.r1 Mus musculus cDNA, 5  end /clone=IMAGE-1382119 /clone_end=5  /gb=AA797989 /gi=2860944 /ug=Mm.27253 /len=413

104267_at Cluster Incl AI844736:UI-M-AL1-ahq-c-10-0-UI.s1 Mus musculus cDNA, 3  end /clone=UI-M-AL1-ahq-c-10-0-UI /clone_end=3  /gb=AI844736 /gi=5488642 /ug=Mm.28535 /len=406

104298_at Cluster Incl AI842544:UI-M-AQ1-aea-e-05-0-UI.s1 Mus musculus cDNA, 3  end /clone=UI-M-AQ1-aea-e-05-0-UI /clone_end=3  /gb=AI842544 /gi=5476757 /ug=Mm.22337 /len=457

104415_at EST AI461938

104606_at CD52 antigen

104735_at Cluster Incl AI842065:UI-M-AN1-afg-a-10-0-UI.s1 Mus musculus cDNA, 3  end /clone=UI-M-AN1-afg-a-10-0-UI /clone_end=3  /gb=AI842065 /gi=5476278 /ug=Mm.24647 /len=444

160108_at p8 protein

160117_at Cluster Incl AI850638:UI-M-BG1-aik-e-06-0-UI.s1 Mus musculus cDNA, 3  end /clone=UI-M-BG1-aik-e-06-0-UI /clone_end=3  /gb=AI850638 /gi=5494544 /ug=Mm.19258 /len=381 /NOTE=replacement for probe set(s) 93510_at on MG-U74A

160156_at Cluster Incl AA981015:vx55c11.r1 Mus musculus cDNA, 5  end /clone=IMAGE-1279124 /clone_end=5  /gb=AA981015 /gi=3159551 /ug=Mm.22383 /len=343 /NOTE=replacement for probe set(s) 94251_at on MG-U74A

160386_at Cluster Incl AI835981:UI-M-AQ0-aah-d-09-0-UI.s2 Mus musculus cDNA, 3  end /clone=UI-M-AQ0-aah-d-09-0-UI /clone_end=3  /gb=AI835981 /gi=5470234 /ug=Mm.30099 /len=318 /NOTE=replacement for probe set(s) 96893_at on MG-U74A

160388_at Cluster Incl AI848668:UI-M-AH1-agv-a-10-0-UI.s1 Mus musculus cDNA, 3  end /clone=UI-M-AH1-agv-a-10-0-UI /clone_end=3  /gb=AI848668 /gi=5492539 /ug=Mm.30119 /len=421 /NOTE=replacement for probe set(s) 96901_at on MG-U74A

160402_at ribosomal protein L13

160493_at Cd63 antigen

160495_at aryl-hydrocarbon receptor

160502_at cellular repressor of E1A-stimulated genes

Statistical analysis

Criteria for genes 

Differentially 

expressed

Targets

Pathophysiologies

Hierarchical Clustering

Real Time Quantitative PCR:

Assess Gene Expression

 


