Gigaxonin (A)
BTE-BACK domain

Gigaxonin (B)
BTB-BACK domain

Mutation Family Mutation Family

R15S F2 Homodim. L309R F1 Kelch
A49E F26 Homodim. A324V F27 Kelch
§52G F11 BTB ca64Y F27 Kelch
C€393X F11 Kelch G332R F30 Kelch
S79L/? F12 BTB K338X F18 Kelch
V82F/? F6 BTB 06-8 F18 Kelch
R138H F13 Cul3/BTB R477X Fl6 Kelch
R242X F23 A10-11 F24 Kelch

R269Q F15 E486K F25
A3-11 F25 Kelch

[: Destabilization
: Substrate binding

E No prediction

: No mRNA (cf Fig3)




