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                           1                                        43 
Bacilli promoter SD    (1) --------------------TTGCCGTTCAT--TTTCCCAATA 
     AS-protease SD    (1) ------------------------AGGTAAGCCTTAAGCATTA 
    E.coli promoter    (1) TTCTCGGCGTTGAA----TGTGGGGGAAACATCCCCATATACT 
 
 
                           44                                       86 
Bacilli promoter SD   (22) CAAT---AAGGATGACTATTT-TGGTAAAATTCAGAATGTGAG 
     AS-protease SD   (20) AACTGGGCAGGTTGAAAATACCTTCTACATTGGATTATGTCTC 
    E.coli promoter   (44) GACG TACATGTTAATAGATGGCGTGAAGCACAGTCGTGTCAT 
          
     
                       87                                     128 
Bacilli promoter SD   (61) GAA-TCATCAAATACATATTCAAGAAAGGGAAGAGGAGAATG 
     AS-protease SD   (63) GAAGTCTGTGGAGACATAAA-AAGAAAATGGAGTTCAACATG 
    E.coli promoter   (86) TTACCTGGCGGAAATTAAACTAAGAGAGAGCTCT-----ATG 
 
 
 

 

FIG. 3 Comparison of AS-protease promoter with other promoter sequences. A probable 

promoter regions (-35, -10 region) and a Shine-Dalgarno (SD) region is shown by solid lines and 

is highlighted. Bacilli protease promoter represents, Bacillus stearothermophilus protease 

promoter. Protease promoter represents the predicted alkaline serine protease promoter region. 

E.coli protease promoter represents, E.coli lon protease promoter.  
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