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Burkholderia_ambifaria_IOP40-1 -MTDTAFHTVFGSLDSYTKGEIEITSGSARHYAFSNVFEVASKSAPYEKVVAGKNLEYVIEVLRTDGESPWFACAHDEFAIQMDGEVRIEFIKLDNPPTTGR----GTVSA-GTQPAGREMGYVVLRKGHQALLPAGCAYRFTAD-KPGV   143
Burkholderia_ambifaria_MC40-6 -MTDTAFHTVFGSLDSYTKGEIEITSGSAQHYAFSNVFEVASKSAPYEKVVAGKNLEYVIEVLRTDGESPWFACAHDEFAIQMDGDVRIEFIKLDNPPTTGR----GTVSA-GTQPAGREMGYVVLRKGHQALLPAGCAYRFAAD-KPGV   143
Burkholderia_ambifaria_AMMD -MTDTAFHTVFGSLDSYTKGEIEITSGSAQHYAFSNVFEVASKSAPYEKVVAGKNLEYVIEVLRTDGQSPWFACAHDEFAIQMDGEVRIEFIKLDNPPTTGR----GTVSA-GTQPAGREMGYVVLRKGHQALLPAGCAYRFSAD-QPGV   143
Burkholderia_ambifaria_MEX-5 -MTDTAFHTVFGSLDSYTKGEIEITSGSAQHYAFSNVFEVASKSAPYEKVVAGKNLEYVIEVLRTDGQSPWFACTHDEFAIQMDGEVRIEFIKLDNPPTSSR----GTVSA-GTQPAGREMGYVVLRKGHQALLPAGCAYRFSAV-KPGV   143
Burkholderia_multivorans_CGD2M -MTDTARHTVFGSLDSYTRGEIEITSGSAKHYAFSNIFDIASKSAPYEKVVAGKNLEYVIEVLRTEGESPWFACAHDEFAIQMDGEVRIDFIKLDSPPTTGR----GTVSA-GVEPAGREMGHVVLRKGHQALLPAGCAYRFIAS-KPGV   143
Burkholderia_multivorans_CGD1 -MTDTARHTVFGSLDSYTRGEIEITSGSAKHYAFSNIFDIASKSAPYEKVVAGKNLEYVIEVLRTEGESPWFACAHDEFAIQMDGEVRIEFIRLDSPPTTGR----GTVSA-GIRPAGREMGHVVLRKGHQALLPAGCAYRLIAS-KPGV   143
Burkholderia_multivorans_ATCC_ -MTDTARHTVFGSLDSYTRGEIEITSGSAKHYAFSNIFDIASKSAPYEKVVAGKNLEYVIEVLRTEGESPWFACAHDEFAIQMDGEVRIEFIKLHSPPTTGR----GTVSA-GIQPAGREMGYVVLRKGHQALLPAGCAYRFIAS-KPGV   143
Burkholderia_cenocepacia_HI242 -MTSTAFHTVFGSLDGYRKGEIEITSGSAQHYAFSNVFEVASKSAPYEKVVAGKNLEYVIEVLRTDGQSPWFACAHDEFAIQMDGEVRIDFIKLDDPPQSGR----GTVRA-GAHPAGRNMGYVVLRKGHQALLPAGCAYRFTAS-RPGV   143
Burkholderia_cenocepacia_J2315 -MTSTAFHTVFGSLDGYRKGEIEITSGSAQHYAFSNVFEVASKSAPYEKVVAGKNLEYVIEVLRTDGQSPWFACAHDEFTIQMDGEVRIDFIKLDHPPQAGR----GTVSA-GAHPAGRNMGYVVLRNGHQALLPAGCAYRFTAS-RPGV   143
Burkholderia_sp._383 -MTDTAFHTVFGSLDHYRKGEIEITSGSAQHYAFSNVFEVASKSAPYEKVVAGKNLEYVIEVLRTDGQSPWFACSHDEFVIQMDGEVRIEFIKLDTPPQSAR----GTVSA-GMQPAGRKMGYVVLRQGHQALLPAGCAYRFTAS-QPGV   143
Burkholderia_sp._CCGE1002 -MTESSFHTVFGSLDGYRKGEIEITSGDARHYVFSNIFEVASESAPYQKVVVGKNLDYVIETLRTEGRSQWFACAHDEFAILMDGEVRIDFIKLDNPPKNGT----GTVAA-GAQPAGRAMGHVVLRRGHQALLPAGCAYRFTAQ-KSGV   143
Burkholderia_sp._H160 -MTEQSFHTVFGSLDGYRKGEIEITSGEARHYVFSNIFEVASEAKPYEKVVVGKNLDYVIEALRTEGQSPWFACAHDEFTIQMDGEVRIDFIKLDNPPKSGT----GTVVA-GAQPAGRAMGHVVLRRGHQALLPAGCAYRFTAH-KTGV   143
Pseudomonas_sp._1-7 -MSNAAVNTVFASLDNFRKGTVEIISGEARHYAFSNIFEVAQNSKPYEKVVVGLNLGYVVETLRAEGQSPWFTAAHDEFAIVMDGEVRVEFLKLDAPSKHGE----GTHLA-GELPVGKPMGYVLLKRGHQCLLPAGSAYRFEAS-RPGV   143
Pseudomonas_sp._WBC-3 -MSNVAVNTVFASLDNFRKGTVEIISGEARHYAFSNIFEVAQNSKPYEKVVVGLNLGYVVETLRAEGQSPWFTAAHDEFAIVMDGEVRVEFLKLDAPSKHGE----GTHLA-GELPVGKPMGYVLLKRGHQCLLPAGSAYRFEAS-RPGV   143
Pseudomonas_putida -MSTAAIKTVFGSLENYTKGTVEIISGEARHYAFSNIFEVAEKSPPYQKVVVGLNLGYVIETLRAEGQSPWFTAAHDEFAIVMDGEVRVDFLKLDTPLAEGE----GTRLA-GEIPAGKPMGYVLLKRGHQCLLPAGTAYRFESS-RPGV   143
Pseudomonas_sp._NyZ402 -MSTAAIKTVFGSLENYTKGSVELISGEARHYAFSNIFEVAENSPPYQKVVVGLNLGYVIETLRTEGQSPWFTASHDEFAIVMDGEVRVDFLKLDTPLAEGE----GTRLA-GEIPVGKPMGYVLLKRGHQCLLPAGTAYRFESS-RPGV   143
Pseudomonas_aeruginosa_PA7 --MNAAIRTVFGSLGDYRKGSIELVKGDARHYAFSNVFEVAARSAPYEKVVVGLNLGYVIEALRAEGRSPWFACSHDEFAISMDGEVRVDFLDLERPPREGE----GTQLA-GDLPRGRPMGYVLLGRGHQVLLPAGRAYRFEAA-RPCV   142
Pseudomonas_fluorescens MSTQPAFKTVFGSLAQYTKGSIELVTGKKAHYAFSNIFEVAAKSAPYEKVVVGANLGYVIETLRAEGTSPWFACSHDEFLISVDGSVRIDFLKLDETPLAGD----GTRLA-GELPKGKPMGYVLLKRGHQALLPAGCAYRFEAS-NPCV   144
Variovorax_paradoxus_S110 --MTVAYQTRFGSLKHFEKGHVEPIDDDVRHYAFSNCFEIASISRPYEKVVFGQNQIYVLETLRAEGTSPWYTSAHDEFALVMDGEVEVHLVQLDAAQAVADKDKNGAVLV-QGEPRGRKMGWMKLSRGHQGLLPKNTAYQFRAAGDPGV   147
Photorhabdus_luminescens_subsp --MLVQYKTAFASIDNYHKGGIQALVEDPKRYVFSNMYEIAATSAPYDRIVAAINLDYTIEIARAEGTSPWFACAHDEFVVAMDYDVEVHFVKLTD-ESVIDEDKDGAVKL-NGTPDGQKMGCIYLKRGHQALLPEKVAYRFHAD-KPAT   145
Sphingomonas_sp._strain_TTNP3 ---MADVVTEFGALTDYRKGGVEIIDDDPRNYVFSNVFEVAANAAPYERVAVGKNFEYVIESARAEGTSGWFSCAHDEFVLAMDGQIEVHLLKLDNSDAYVDPDSEGAVAIGEALPEGRKMGRIVLRRGHMALLPVGAAYRFYAE-QPAA   146
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Burkholderia_ambifaria_IOP40-1 ALVQTVLGELSVEKWADICLH---   164
Burkholderia_ambifaria_MC40-6 ALVQTVLGELSVEKWADICLP---   164
Burkholderia_ambifaria_AMMD ALVQTVLGELSVEKWADICLH---   164
Burkholderia_ambifaria_MEX-5 ALVQTVLGELSVEKWADICLH---   164
Burkholderia_multivorans_CGD2M ALVQTVLGELSVEKWAEICVH---   164
Burkholderia_multivorans_CGD1 ALVQTVLGELSVEKWAEICVH---   164
Burkholderia_multivorans_ATCC_ ALVQTVLGELSVEKWAEICVH---   164
Burkholderia_cenocepacia_HI242 ALVQTVLGELSVEKWAEICLH---   164
Burkholderia_cenocepacia_J2315 ALVQTVLGELSVEKWAEICLH---   164
Burkholderia_sp._383 ALVQTVLGELSVEKWADICLH---   164
Burkholderia_sp._CCGE1002 VLVQTMLGELSVEKWADICLH---   164
Burkholderia_sp._H160 ALVQTMLGELSVEKWADICLH---   164
Pseudomonas_sp._1-7 ILQQTIKGPLSVEKWAEICLK---   164
Pseudomonas_sp._WBC-3 ILQQTIKGPLSVEKWAEICLK---   164
Pseudomonas_putida LLQQTIKGPLSVEKWAEICLK---   164
Pseudomonas_sp._NyZ402 LLQQTIKGPLSVEKWADICLK---   164
Pseudomonas_aeruginosa_PA7 LLQQTILGPLSVEKWADICLK---   163
Pseudomonas_fluorescens LLQQTVLGPLSVEKWADICLK---   165
Variovorax_paradoxus_S110 IVLQTCKGDLSVEKWADICQTQ--   169
Photorhabdus_luminescens_subsp LMIQSILGDVSVQKWADICLN---   166
Sphingomonas_sp._strain_TTNP3 MLFQSIEGAVTVQKWGEICQTEAA   170
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