Predictive values of p53 protein status on disease free survival

a b
| p53: wild type or mutated | | p53: wild type or missense or truncating
A1+A2 B HR (CI) B Al+A2
A1+A2 B HR (CI B AL+A2
p53 status O/N O/N G better better p53 status O/N O/N better better
wild-type 471134 477148 0.90(0.60,1.35) —— wild-type 471134  47/148 0.90(0.60,1.35) ——
mutated 14 /33 8/31 0.56(0.24,1.34) - missense 7124 8/27 1.08(0.39,2.98) "
Total 61/167 55/179 0.82(0.57,1.19) —~—— truncating 719 0/2  0.00(0.00, - ) :
0.0 1.0 2.0 Total 61/167 55/177 0.87(0.60,1.25) ’—
Heterogeneity test X’=0.93, P =0.3359 00 1.0 2.0
Heterogeneity test Xi: 0.11, P =0.7431
A1+A2 C HR (CI) C Al+A2
AL+A2 C HR (CI C AlL+A2
p53 status OIN O/N @ better better p53 status O/N O/N better _better
wild-type 471134 42/153 0.75(0.49,1.14) — wild-type 47 /134 427153 0.75(0.49,1.14) —.—. —
mutated 14 /33 6/21 0.61(0.23,1.60) — missense 7124 1/13  0.27(0.03,2.17) :
Total 61/167 48/174 0.73(0.50,1.06) ——— truncating 719 5/8  0.53(0.15,1.80) 5
0.0 1.0 2.0 Total 61/167 48/174 0.69(0.47,1.01) ——_——
Heterogeneity test X3=0.15, P =0.7016 00 1.0 2°0
Heterogeneity test X’=1.12, P =0.2899
AL+A2 B+C HR (CI) B+C Al+A2 A1+A2 B+C HR (CI) B+C Al+A2
p53 status O/N O/N better better p53 status O/N O/N better better
wild-type 47/134 89/301 0.82(0.58,1.17) —— wild-type 47/134 89/301 0.82(0.58,1.17) ——
mutated 14733 14/52 0.59(0.28,1.24) —'—— missense 7124 9/40 0.80(0.30,2.14) -
Total 61/167 103/353 0.77(0.56,1.06) ~—— truncating 719 5/10 0.39(0.11,1.35)
, 0.0 1.0 2.0 Total 61/167 103/351 0.78(0.57,1.07) i
Heterogeneity test X=0.62,P =0.4314 00 10 20

Heterogeneity test

X3=1.28 , P =0.5278



