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siCASP8 siCASP8 siCASP8
siFLIP siFLIP siFLIP
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siCelldeath siCelldeath siCelldeath
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AAK1 Kinase 0.51 1.09 1.12 1.11 1.11 2.57 2.68 3.46 AAK1 Kinase 0.82 0.89 1.35 1.25 5.88 7.89 9.74 12.76 AAK1 Kinase 0.88 0.93 0.95 0.97 0.50 0.50 0.55 0.44
AATK Kinase 0.64 1.04 0.92 0.96 1.28 2.52 2.73 2.75 AATK Kinase 0.80 1.03 1.19 1.25 11.31 11.75 8.01 10.39 AATK Kinase 0.85 0.77 0.85 0.86 0.16 0.40 0.54 0.28
ABL1 Kinase NA 1.06 0.92 1.05 0.93 3.18 1.90 2.64 ABL1 Kinase 1.00 1.25 0.80 0.90 7.25 11.83 6.68 5.11 ABL1 Kinase 1.02 0.83 1.13 1.05 0.49 0.36 0.55 0.55
ABL2 Kinase NA 0.90 0.89 1.16 1.14 2.65 2.54 2.75 ABL2 Kinase 1.10 1.15 0.82 1.34 4.46 7.07 7.26 8.62 ABL2 Kinase 0.90 1.01 0.87 0.88 0.57 0.54 0.42 0.47
ACVR1 Kinase 1.22 1.10 1.08 1.03 1.31 2.84 2.57 2.98 ACVR1 Kinase 0.92 1.01 0.79 1.06 3.27 6.06 5.76 6.96 ACVR1 Kinase 1.05 0.95 0.92 0.98 0.82 0.51 0.65 0.65
ACVR1B Kinase 1.00 1.05 1.03 1.07 1.58 3.21 2.12 2.89 ACVR1B Kinase 0.91 1.17 1.02 1.37 8.06 14.15 2.86 7.43 ACVR1B Kinase 0.89 1.00 0.97 1.01 0.37 0.43 0.95 0.60
ACVR2 Kinase 0.89 0.82 1.01 1.07 1.28 2.85 2.54 2.82 ACVR2 Kinase 0.71 1.23 1.73 1.02 5.52 13.72 10.70 7.54 ACVR2 Kinase 0.88 0.97 0.96 1.10 0.44 0.42 0.39 0.56
ACVR2B Kinase 0.70 0.97 1.09 1.01 1.43 2.96 2.52 3.69 ACVR2B Kinase 0.66 2.60 1.26 1.16 4.28 14.69 15.28 9.95 ACVR2B Kinase 0.91 0.93 0.92 0.89 0.50 0.38 0.19 0.33
ACVRL1 Kinase 0.57 0.98 1.07 0.96 1.50 3.24 1.85 3.03 ACVRL1 Kinase 0.76 1.44 0.92 0.75 4.29 10.09 4.41 12.08 ACVRL1 Kinase 0.94 1.02 0.92 0.95 0.58 0.65 0.63 0.37
ADCK1 Kinase 0.86 1.05 1.15 1.12 1.07 3.81 2.99 3.91 ADCK1 Kinase 0.62 0.93 0.96 1.32 6.90 8.02 10.97 14.95 ADCK1 Kinase 0.66 0.95 0.72 1.02 0.16 0.37 0.50 0.33
ADCK2 Kinase 0.60 1.30 1.04 1.02 1.06 2.81 2.51 2.89 ADCK2 Kinase 1.37 0.80 1.41 1.39 5.44 6.90 7.93 9.60 ADCK2 Kinase 1.03 0.90 0.95 1.00 0.59 0.46 0.64 0.54
ADCK4 Kinase 0.53 1.33 1.08 1.09 1.21 2.28 2.60 2.90 ADCK4 Kinase 0.96 1.11 1.46 1.04 9.60 8.14 10.00 12.46 ADCK4 Kinase 0.94 0.95 0.96 0.88 0.38 0.45 0.59 0.38
ADCK5 Kinase 0.81 0.96 1.03 1.10 2.30 2.84 3.60 3.70 ADCK5 Kinase 1.50 1.17 1.20 1.37 17.65 9.49 12.64 18.49 ADCK5 Kinase 0.73 0.79 1.03 0.75 0.23 0.41 0.51 0.12
ADK Kinase NA 1.11 0.98 1.08 1.60 3.75 2.58 2.47 ADK Kinase 0.97 1.38 1.12 1.47 6.48 7.04 6.98 8.11 ADK Kinase 0.92 1.00 0.92 0.88 0.45 0.62 0.53 0.47
ADRBK1 Kinase NA 1.09 0.87 0.93 0.98 2.80 2.13 3.11 ADRBK1 Kinase 1.22 2.06 0.93 0.84 5.37 8.32 5.59 6.05 ADRBK1 Kinase 0.88 0.95 0.73 1.02 0.40 0.32 0.44 0.38
ADRBK2 Kinase NA 0.99 1.00 0.95 1.34 2.03 2.83 3.01 ADRBK2 Kinase 0.84 1.58 1.65 1.70 4.59 11.45 10.37 13.04 ADRBK2 Kinase 0.91 0.88 0.69 1.06 0.44 0.43 0.40 0.39
AK1 Kinase 1.50 0.93 1.14 1.14 1.45 2.17 2.34 3.23 AK1 Kinase 1.19 1.54 1.31 0.74 9.86 9.08 5.98 5.91 AK1 Kinase 0.93 0.90 0.56 0.84 0.48 0.41 0.49 0.63
AK2 Kinase 1.10 0.89 1.04 1.11 0.96 1.90 2.49 3.72 AK2 Kinase 0.90 1.33 0.95 1.74 6.35 8.70 7.69 19.79 AK2 Kinase 0.94 1.08 0.66 0.89 0.49 0.72 0.64 0.31
AK3 Kinase 0.93 1.00 0.98 1.14 2.15 3.28 2.19 3.08 AK3 Kinase 0.73 1.40 1.02 1.11 7.47 9.84 7.89 6.75 AK3 Kinase 0.96 0.86 0.92 0.96 0.44 0.48 0.49 0.57
AK3L1 Kinase 0.70 1.37 1.08 1.11 1.06 3.07 4.27 3.97 AK3L1 Kinase 0.95 0.80 1.02 1.65 5.95 5.90 12.23 10.98 AK3L1 Kinase 0.81 0.97 0.89 0.83 0.52 0.63 0.25 0.37
AK5 Kinase 0.88 1.18 1.02 1.10 0.98 3.46 3.70 3.25 AK5 Kinase 0.75 1.25 0.92 1.14 7.76 19.42 13.67 6.03 AK5 Kinase 0.87 0.95 0.68 0.90 0.35 0.13 0.33 0.67
AK7 Kinase NA 1.14 0.95 1.07 1.62 2.68 2.59 2.89 AK7 Kinase 1.19 1.18 1.54 1.01 9.35 6.99 11.71 8.52 AK7 Kinase 0.92 0.97 0.87 0.93 0.53 0.62 0.45 0.48
AKAP1 Kinase 0.58 1.16 1.19 1.18 1.09 2.95 2.56 3.30 AKAP1 Kinase 1.03 1.05 1.22 1.13 7.28 10.93 6.47 15.39 AKAP1 Kinase 1.06 0.97 0.99 0.90 0.57 0.41 0.79 0.37
AKAP10 Kinase 0.48 2.27 1.17 1.38 1.25 3.26 3.14 3.42 AKAP10 Kinase 0.89 1.23 1.69 1.89 6.43 7.41 8.21 7.28 AKAP10 Kinase 0.88 1.05 1.08 0.94 0.39 0.58 0.69 0.61
AKAP11 Kinase 0.41 1.26 0.98 1.11 0.92 2.23 2.52 2.97 AKAP11 Kinase 0.94 1.05 1.20 1.36 5.08 11.15 6.25 10.47 AKAP11 Kinase 0.97 1.00 1.08 1.03 0.62 0.53 0.74 0.55
AKAP12 Kinase 0.79 1.08 1.12 1.08 0.95 2.07 2.57 3.35 AKAP12 Kinase 0.86 1.14 1.51 1.19 6.64 6.26 10.92 7.21 AKAP12 Kinase 0.91 0.93 0.76 0.93 0.48 0.60 0.45 0.51
AKAP13 Kinase 0.49 1.20 1.01 1.05 1.09 2.24 3.51 3.39 AKAP13 Kinase 0.79 0.91 1.70 1.42 7.81 6.76 17.08 11.04 AKAP13 Kinase 0.76 0.97 1.02 0.97 0.28 0.62 0.24 0.48
AKAP14 Kinase 0.88 0.93 1.05 1.01 1.99 3.03 2.68 2.56 AKAP14 Kinase 2.04 1.03 1.20 1.30 9.23 10.69 11.94 9.45 AKAP14 Kinase 0.95 0.78 1.01 0.96 0.40 0.28 0.60 0.51
AKAP3 Kinase NA 1.46 1.02 0.98 1.01 2.13 2.04 2.58 AKAP3 Kinase 0.83 1.04 1.25 1.20 7.74 6.65 6.72 11.94 AKAP3 Kinase 0.98 1.14 1.19 1.06 0.30 0.61 0.69 0.36
AKAP4 Kinase 0.69 1.14 1.14 1.07 1.01 3.01 2.95 3.52 AKAP4 Kinase 0.75 0.77 1.03 1.38 5.03 7.59 7.77 8.20 AKAP4 Kinase 0.89 0.84 0.74 1.03 0.53 0.39 0.33 0.44
AKAP5 Kinase NA 1.06 0.94 0.90 0.75 2.57 3.10 2.87 AKAP5 Kinase 0.90 0.83 1.05 1.12 8.56 4.32 8.10 12.11 AKAP5 Kinase 1.00 0.98 1.01 0.99 0.57 0.66 0.65 0.48
AKAP6 Kinase 0.54 1.17 1.18 1.07 1.38 2.15 3.72 3.49 AKAP6 Kinase 0.80 1.19 1.71 1.74 9.45 11.25 15.27 10.98 AKAP6 Kinase 1.00 0.86 0.76 0.88 0.41 0.42 0.43 0.42
AKAP7 Kinase 0.65 1.33 1.03 1.02 1.10 2.77 2.55 3.33 AKAP7 Kinase 0.77 3.00 2.23 0.97 5.31 22.78 11.65 9.04 AKAP7 Kinase 0.87 0.81 0.87 0.86 0.43 0.12 0.49 0.45
AKAP8 Kinase 0.53 3.23 1.24 1.34 1.17 3.75 2.55 3.13 AKAP8 Kinase 0.90 0.93 1.09 1.02 5.89 9.98 3.76 12.30 AKAP8 Kinase 0.93 0.83 0.92 0.92 0.46 0.30 0.87 0.39
AKAP8L Kinase 0.76 3.80 1.26 1.27 1.28 2.61 2.64 3.52 AKAP8L Kinase 0.67 1.06 2.14 1.13 4.40 9.14 8.55 6.36 AKAP8L Kinase 0.94 0.65 0.87 0.93 0.54 0.18 0.45 0.24
AKAP9 Kinase 0.72 1.22 0.94 1.14 1.31 2.49 3.00 2.48 AKAP9 Kinase 0.47 0.74 1.21 1.14 8.44 4.31 20.19 10.48 AKAP9 Kinase 1.02 0.78 0.82 0.93 0.27 0.47 0.31 0.51
AKIP Kinase 0.65 1.25 1.20 1.24 1.45 3.37 3.96 3.57 AKIP Kinase 1.22 1.10 1.16 1.35 9.68 6.74 15.32 9.84 AKIP Kinase 1.00 0.96 0.74 0.87 0.38 0.51 0.29 0.56
AKT1 Kinase 0.78 0.98 0.88 1.09 1.68 3.14 2.12 2.90 AKT1 Kinase 1.26 1.23 0.86 1.08 8.10 16.94 9.85 10.55 AKT1 Kinase 0.84 0.94 0.85 0.91 0.17 0.39 0.29 0.22
AKT2 Kinase 0.66 1.29 0.95 1.06 1.39 3.14 2.42 2.88 AKT2 Kinase 1.14 1.58 1.26 1.72 5.70 12.50 9.33 12.73 AKT2 Kinase 0.87 1.05 0.82 1.01 0.36 0.43 0.48 0.33
AKT3 Kinase 0.60 3.66 1.11 1.89 1.40 2.50 2.53 4.52 AKT3 Kinase 1.07 1.20 1.10 1.48 8.51 5.11 9.91 8.98 AKT3 Kinase 0.97 0.89 0.82 1.00 0.45 0.55 0.53 0.49
ALK Kinase NA 1.52 1.06 1.08 1.41 3.78 3.02 2.34 ALK Kinase 1.10 1.34 1.02 1.14 7.05 15.31 8.45 5.07 ALK Kinase 1.04 0.88 0.92 0.98 0.50 0.39 0.45 0.58
ALPK1 Kinase NA 1.38 1.08 0.98 1.09 2.50 2.65 2.51 ALPK1 Kinase 1.27 0.99 1.30 1.34 9.15 8.65 11.25 8.90 ALPK1 Kinase 0.88 1.07 1.08 0.99 0.47 0.47 0.52 0.36
ALPK2 Kinase NA 1.00 0.98 0.94 1.52 2.23 2.85 2.57 ALPK2 Kinase 1.09 1.40 1.06 0.99 10.37 9.28 8.71 4.96 ALPK2 Kinase 0.92 0.98 0.93 1.05 0.44 0.37 0.55 0.67
ALS2CR2 Kinase 0.67 1.13 1.09 1.19 0.98 3.13 3.34 3.38 ALS2CR2 Kinase 0.86 1.94 1.51 1.56 6.38 7.81 11.56 10.58 ALS2CR2 Kinase 0.75 1.05 0.91 1.01 0.20 0.44 0.38 0.47
ALS2CR7 Kinase 0.88 1.41 1.05 1.02 1.00 2.59 3.19 2.87 ALS2CR7 Kinase 1.09 1.19 1.20 1.26 5.27 5.68 13.61 7.33 ALS2CR7 Kinase 0.97 0.83 0.97 1.03 0.58 0.36 0.51 0.63
ANKK1 Kinase NA 0.88 1.02 1.05 1.31 2.11 2.24 2.11 ANKK1 Kinase 1.38 0.97 2.58 1.11 13.28 7.07 17.19 6.88 ANKK1 Kinase 1.02 0.81 1.04 1.10 0.44 0.39 0.39 0.40
APEG1 Kinase NA 1.73 0.99 1.05 0.77 1.56 2.10 2.42 APEG1 Kinase 0.98 0.94 1.19 1.29 8.37 6.23 5.92 10.58 APEG1 Kinase 1.01 0.99 0.94 0.90 0.30 0.39 0.62 0.45
ARAF Kinase NA 0.86 0.94 0.95 0.80 2.18 3.83 2.25 ARAF Kinase 1.28 1.47 1.05 1.20 6.54 11.73 17.77 6.37 ARAF Kinase 1.05 1.05 0.71 1.00 0.46 0.38 0.15 0.41
ARHGAP26 Kinase 0.70 1.03 1.20 1.11 1.40 2.74 2.78 2.99 ARHGAP26 Kinase 0.66 1.06 1.16 2.02 8.57 4.86 16.98 7.44 ARHGAP26 Kinase 0.94 0.97 0.95 0.97 0.36 0.54 0.21 0.57
ARK5 Kinase 0.64 1.12 1.14 1.08 1.13 2.73 4.65 3.12 ARK5 Kinase 0.95 0.96 1.42 1.53 8.75 5.41 25.84 5.50 ARK5 Kinase 0.81 0.91 0.85 0.94 0.45 0.71 0.18 0.50
ASK Kinase 0.64 1.33 0.99 0.99 0.98 2.67 2.45 2.56 ASK Kinase 0.67 0.91 0.98 0.96 5.80 2.61 9.19 7.06 ASK Kinase 1.04 0.86 0.95 0.93 0.39 0.73 0.56 0.61
ATM Kinase NA 0.95 1.16 1.04 1.44 1.74 2.98 3.76 ATM Kinase 1.41 2.33 1.55 2.17 6.58 8.09 17.83 17.53 ATM Kinase 0.86 1.04 0.65 0.80 0.21 0.65 0.22 0.30
ATR Kinase 1.70 0.90 1.15 0.96 1.27 2.53 2.36 2.87 ATR Kinase 0.93 1.21 0.98 1.03 7.49 11.09 8.80 6.35 ATR Kinase 0.91 1.04 0.69 0.88 0.35 0.43 0.48 0.61
AURKB Kinase 0.86 1.03 0.95 1.10 1.17 3.01 3.04 3.73 AURKB Kinase 0.90 0.90 1.08 1.16 8.68 5.81 9.60 16.22 AURKB Kinase 0.93 0.91 0.73 0.72 0.34 0.54 0.28 0.20
AURKC Kinase 0.62 1.06 1.00 1.07 0.92 2.30 3.01 3.02 AURKC Kinase 0.76 1.45 1.05 1.71 6.85 5.19 10.88 7.59 AURKC Kinase 0.99 0.91 0.92 1.04 0.57 0.43 0.48 0.57
AXL Kinase 1.30 1.01 1.10 1.12 0.99 2.73 2.90 3.07 AXL Kinase 1.05 1.70 0.86 1.19 3.06 8.98 9.86 8.52 AXL Kinase 0.95 0.97 0.85 0.99 0.56 0.41 0.47 0.54
BCKDK Kinase NA 1.41 1.12 1.07 1.13 3.39 2.41 2.42 BCKDK Kinase 0.90 0.78 3.28 1.14 9.43 9.91 9.30 9.50 BCKDK Kinase 0.93 1.00 1.10 1.02 0.30 0.42 0.58 0.54
BCR Kinase 0.91 1.03 1.01 1.04 1.42 3.27 2.41 3.61 BCR Kinase 1.09 1.78 1.78 1.84 6.81 15.03 11.30 18.52 BCR Kinase 0.82 0.76 0.74 0.94 0.48 0.27 0.22 0.24
BLK Kinase 0.78 1.24 1.07 1.13 1.20 2.58 3.75 2.27 BLK Kinase 1.18 1.85 1.36 0.90 10.58 11.80 17.72 6.52 BLK Kinase 0.88 0.98 0.90 0.99 0.17 0.38 0.29 0.50
BMP2K Kinase 1.22 0.98 1.00 1.16 0.86 2.66 1.90 2.72 BMP2K Kinase 0.94 1.06 1.18 1.04 6.43 7.81 5.66 5.59 BMP2K Kinase 0.90 0.98 1.08 0.92 0.50 0.49 0.72 0.61
BMPR1A Kinase 0.63 1.24 0.87 1.07 1.49 2.63 2.71 2.43 BMPR1A Kinase 0.76 2.34 0.90 1.16 5.36 15.60 8.23 6.74 BMPR1A Kinase 0.90 0.83 1.00 0.99 0.53 0.30 0.51 0.45
BMPR1B Kinase NA 1.86 1.21 1.08 1.10 2.54 3.27 3.29 BMPR1B Kinase 1.05 1.43 1.00 1.19 4.47 8.34 7.92 11.93 BMPR1B Kinase 0.76 1.01 0.75 0.97 0.66 0.62 0.34 0.48
BMPR2 Kinase NA 1.03 0.93 0.87 0.90 1.86 2.30 2.44 BMPR2 Kinase 0.63 1.08 0.86 1.11 2.64 4.35 10.85 6.58 BMPR2 Kinase 0.86 0.97 0.65 0.95 0.58 0.73 0.23 0.39
BMX Kinase NA 0.93 0.92 0.93 0.89 1.72 1.98 2.33 BMX Kinase 0.94 1.15 1.29 1.31 3.23 5.72 6.24 5.73 BMX Kinase 0.99 0.99 0.69 1.10 0.56 0.64 0.52 0.66
BRAF Kinase 1.95 1.04 1.04 1.10 1.45 2.87 2.46 3.10 BRAF Kinase 1.03 1.29 0.87 1.16 7.79 11.31 9.53 7.53 BRAF Kinase 0.84 0.90 0.62 0.90 0.24 0.45 0.33 0.64
BRSK1 Kinase 0.58 2.83 1.18 1.23 1.13 4.58 4.56 3.41 BRSK1 Kinase 1.59 0.82 2.36 1.44 3.27 7.44 14.08 11.52 BRSK1 Kinase 0.84 0.95 1.27 1.03 0.52 0.42 0.16 0.41
BTK Kinase 1.37 1.02 1.09 1.01 1.43 1.93 2.24 2.53 BTK Kinase 0.81 1.00 1.71 1.46 6.06 10.24 9.90 7.50 BTK Kinase 0.95 1.02 0.89 1.06 0.40 0.57 0.53 0.73
BUB1 Kinase 1.00 1.06 1.03 1.02 1.42 2.43 2.87 2.72 BUB1 Kinase 0.79 1.37 1.16 0.88 6.39 10.34 14.79 10.03 BUB1 Kinase 0.93 0.88 0.73 0.98 0.55 0.42 0.25 0.55
BUB1B Kinase 0.92 0.92 0.83 1.13 1.31 2.29 2.99 3.06 BUB1B Kinase 0.86 1.56 1.49 1.09 5.02 7.65 11.95 7.38 BUB1B Kinase 0.88 0.97 0.98 0.97 0.45 0.51 0.43 0.58
C21orf124 Kinase 0.61 1.22 1.23 1.05 1.39 3.04 2.84 3.42 C21orf124 Kinase 0.90 1.03 1.23 1.24 9.68 5.84 10.29 6.91 C21orf124 Kinase 0.76 0.79 0.90 0.88 0.27 0.48 0.51 0.56
CALM1 Kinase 2.81 3.03 1.08 1.13 1.46 2.44 3.62 3.02 CALM1 Kinase 0.75 1.36 1.02 1.36 6.64 4.72 10.51 8.28 CALM1 Kinase 0.98 0.93 0.76 0.96 0.57 0.77 0.39 0.50
CALM2 Kinase 1177.39 1.11 0.97 0.92 0.95 1.77 2.29 2.54 CALM2 Kinase 0.80 1.69 1.34 1.67 4.73 3.92 9.01 5.13 CALM2 Kinase 0.93 0.99 0.76 1.08 0.47 0.93 0.44 0.53
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CALM3 Kinase 29.15 1.07 1.07 1.04 1.12 2.09 3.32 4.20 CALM3 Kinase 0.89 1.26 1.28 1.11 5.41 11.47 16.77 11.00 CALM3 Kinase 1.04 1.10 0.66 1.02 0.41 0.47 0.37 0.42
CAMK1 Kinase 0.61 2.49 1.42 1.54 1.13 2.69 2.27 3.50 CAMK1 Kinase 0.35 1.23 1.36 0.99 6.74 7.91 7.78 4.13 CAMK1 Kinase 0.96 0.90 0.91 0.95 0.41 0.37 0.50 0.70
CAMK1D Kinase 1.07 1.06 1.01 1.13 0.88 2.49 2.49 3.17 CAMK1D Kinase 2.40 1.10 1.19 1.48 4.78 7.83 4.92 14.42 CAMK1D Kinase 0.94 0.99 1.13 0.79 0.65 0.43 0.85 0.20
CAMK1G Kinase 0.68 1.22 1.04 1.13 1.05 3.36 2.87 2.91 CAMK1G Kinase 0.80 1.24 0.93 1.57 9.66 10.53 11.37 5.90 CAMK1G Kinase 0.72 0.67 0.82 0.65 0.27 0.27 0.40 0.24
CAMK2A Kinase 1.40 1.05 1.08 1.03 1.86 2.38 2.73 2.91 CAMK2A Kinase 1.07 1.21 1.16 1.02 8.61 12.16 9.10 9.70 CAMK2A Kinase 0.91 1.04 0.81 0.93 0.30 0.48 0.42 0.43
CAMK2B Kinase 0.99 0.81 1.08 1.03 1.38 2.22 2.49 3.00 CAMK2B Kinase 0.96 1.35 1.04 1.18 9.33 10.02 10.66 7.55 CAMK2B Kinase 0.76 0.76 0.65 0.88 0.34 0.22 0.34 0.50
CAMK2D Kinase 0.95 0.98 1.07 1.06 1.36 2.36 3.13 3.05 CAMK2D Kinase 0.76 1.49 1.70 1.14 6.47 10.81 12.20 10.24 CAMK2D Kinase 0.95 1.06 0.74 0.95 0.40 0.46 0.25 0.45
CAMK2G Kinase 0.81 0.96 1.05 1.09 1.35 1.85 2.92 3.36 CAMK2G Kinase 1.17 1.27 1.06 1.31 7.00 11.47 14.31 12.56 CAMK2G Kinase 0.99 1.07 0.86 0.86 0.57 0.53 0.27 0.54
CAMK4 Kinase 2.13 1.03 1.10 1.16 1.22 2.97 3.99 3.01 CAMK4 Kinase 1.02 1.17 0.97 1.24 4.89 10.92 9.94 6.02 CAMK4 Kinase 0.95 1.00 0.74 0.95 0.66 0.42 0.28 0.68
CaMKIINalpha Kinase 0.56 1.06 1.04 1.03 1.18 1.97 3.33 3.83 CaMKIINalpha Kinase 0.80 1.01 1.37 1.11 6.54 8.88 25.60 13.95 CaMKIINalpha Kinase 0.96 0.97 0.86 0.99 0.47 0.48 0.13 0.28
CAMKK1 Kinase 0.47 1.35 1.14 1.02 1.19 2.90 3.24 3.24 CAMKK1 Kinase 0.87 1.08 1.38 1.22 9.82 4.89 12.34 5.52 CAMKK1 Kinase 0.87 0.98 1.01 0.77 0.29 0.68 0.54 0.46
CAMKK2 Kinase 0.63 1.31 1.06 1.21 1.00 2.95 3.09 2.76 CAMKK2 Kinase 0.78 0.85 1.03 1.39 4.52 9.76 14.33 12.26 CAMKK2 Kinase 1.03 0.57 0.92 0.85 0.62 0.38 0.45 0.49
CARKL Kinase 0.73 1.16 1.03 1.12 1.25 2.66 2.67 3.38 CARKL Kinase 0.77 0.97 1.25 1.08 7.43 8.67 8.55 7.46 CARKL Kinase 0.95 0.97 0.95 0.96 0.58 0.45 0.49 0.57
CASK Kinase 0.49 1.39 1.10 1.05 1.07 2.66 2.87 2.53 CASK Kinase 0.87 1.56 0.97 1.01 9.16 13.48 4.41 4.86 CASK Kinase 0.91 0.87 0.83 0.88 0.25 0.18 0.68 0.63
CCRK Kinase 0.49 1.14 1.11 1.13 0.98 3.54 2.36 2.86 CCRK Kinase 0.66 5.14 1.13 0.95 4.15 7.99 6.41 6.43 CCRK Kinase 0.87 0.61 0.78 1.01 0.30 0.16 0.46 0.59
CDC2 Kinase NA 1.33 1.01 1.29 1.41 2.37 2.55 3.06 CDC2 Kinase 1.11 1.83 1.11 1.20 6.31 9.96 2.69 12.75 CDC2 Kinase 0.88 0.90 0.56 0.92 0.39 0.46 0.54 0.35
CDC2L1 Kinase NA 0.96 0.93 0.93 1.02 1.86 2.22 2.04 CDC2L1 Kinase 0.98 1.30 0.99 0.93 7.37 11.14 7.82 5.81 CDC2L1 Kinase 1.06 0.99 0.91 0.80 0.15 0.19 0.66 0.27
CDC2L5 Kinase NA 1.42 0.96 0.91 0.91 1.69 1.95 2.07 CDC2L5 Kinase 1.09 1.21 1.33 1.66 6.83 2.57 6.41 9.51 CDC2L5 Kinase 1.02 1.03 1.01 1.16 0.24 0.73 0.50 0.47
CDC2L6 Kinase 0.64 1.07 1.04 1.08 1.02 2.01 3.00 2.83 CDC2L6 Kinase 0.93 1.21 1.85 1.17 4.81 7.26 15.55 9.19 CDC2L6 Kinase 1.01 0.99 0.98 0.94 0.53 0.52 0.38 0.55
CDC42BPA Kinase 0.60 4.46 1.12 1.27 1.26 3.36 2.67 4.00 CDC42BPA Kinase 0.92 1.55 0.96 1.60 6.31 9.18 8.75 18.56 CDC42BPA Kinase 0.98 0.81 0.87 0.89 0.55 0.21 0.53 0.20
CDC42BPB Kinase 1.01 1.05 1.06 1.12 1.10 2.11 3.12 3.77 CDC42BPB Kinase 0.88 0.81 1.30 1.40 5.71 6.04 12.23 11.48 CDC42BPB Kinase 1.01 0.95 0.75 0.92 0.54 0.56 0.40 0.35
CDC42BPG Kinase 0.50 1.03 0.99 1.07 1.11 3.04 2.35 2.88 CDC42BPG Kinase 1.01 1.01 0.84 1.03 7.72 8.23 11.10 6.40 CDC42BPG Kinase 0.94 0.90 0.84 0.94 0.33 0.25 0.46 0.62
CDC42SE2 Kinase NA 1.04 1.02 1.05 0.85 2.11 2.72 2.49 CDC42SE2 Kinase 0.92 0.80 1.24 1.15 7.69 3.81 10.60 4.12 CDC42SE2 Kinase 0.97 0.95 1.00 0.87 0.46 0.69 0.26 0.62
CDK10 Kinase NA 1.48 1.01 0.98 1.26 2.37 2.81 3.05 CDK10 Kinase 1.25 0.85 1.35 0.98 18.81 7.31 9.31 5.98 CDK10 Kinase 1.03 1.10 1.17 1.05 0.18 0.68 0.67 0.73
CDK2 Kinase NA 0.84 1.10 0.99 1.16 1.95 2.95 2.81 CDK2 Kinase 1.12 1.30 1.57 1.27 5.94 18.37 19.82 6.73 CDK2 Kinase 1.06 1.01 0.66 1.07 0.53 0.47 0.21 0.55
CDK3 Kinase 1.97 1.00 1.08 1.05 1.27 3.01 2.73 3.10 CDK3 Kinase 0.90 1.63 1.07 1.26 4.39 15.32 5.57 10.41 CDK3 Kinase 0.87 0.85 0.83 0.77 0.51 0.37 0.70 0.37
CDK4 Kinase 1.45 1.02 0.93 0.98 1.02 2.74 2.42 2.46 CDK4 Kinase 0.81 1.37 0.94 0.92 3.09 8.93 10.17 8.33 CDK4 Kinase 0.82 0.79 0.98 0.86 0.71 0.24 0.44 0.48
CDK5 Kinase 1.00 0.98 1.16 1.06 1.41 2.26 3.46 2.66 CDK5 Kinase 1.23 1.39 2.36 1.29 6.70 11.13 18.26 7.89 CDK5 Kinase 0.73 1.04 0.73 0.92 0.24 0.54 0.18 0.55
CDK5R1 Kinase NA 1.30 1.01 1.02 1.13 2.39 2.44 2.82 CDK5R1 Kinase 1.20 1.33 1.60 1.07 7.42 6.42 7.72 7.54 CDK5R1 Kinase 1.01 0.81 1.12 0.93 0.42 0.48 0.68 0.63
CDK5R2 Kinase 0.40 1.24 1.12 1.16 1.21 2.24 3.02 3.14 CDK5R2 Kinase 0.67 0.98 1.98 1.13 13.04 7.84 11.49 13.73 CDK5R2 Kinase 0.80 1.01 1.12 0.94 0.14 0.65 0.46 0.34
CDK6 Kinase 0.90 1.02 1.00 1.12 1.35 2.06 2.78 3.40 CDK6 Kinase 1.18 1.47 1.32 1.10 5.91 12.83 11.69 6.59 CDK6 Kinase 0.65 0.95 0.81 0.96 0.29 0.35 0.41 0.61
CDK7 Kinase 0.78 0.96 0.98 1.19 1.15 2.60 1.91 3.05 CDK7 Kinase 0.81 1.07 1.22 1.17 5.77 14.06 7.63 7.46 CDK7 Kinase 0.96 0.83 0.81 0.90 0.51 0.39 0.42 0.59
CDK8 Kinase NA 1.14 1.14 2.72 1.48 2.54 2.21 3.61 CDK8 Kinase 1.16 1.23 1.08 1.54 6.05 11.62 6.21 9.27 CDK8 Kinase 0.90 0.93 0.82 0.94 0.51 0.48 0.66 0.51
CDK9 Kinase NA 0.97 0.89 0.97 1.00 2.51 1.84 3.06 CDK9 Kinase 0.95 1.30 1.09 1.53 6.18 19.52 4.44 5.78 CDK9 Kinase 1.00 0.80 0.85 1.00 0.33 0.22 0.87 0.34
CDKL1 Kinase 0.54 1.71 1.15 1.18 0.94 2.45 2.66 2.38 CDKL1 Kinase 1.03 0.82 1.61 0.98 5.72 4.73 8.64 8.60 CDKL1 Kinase 1.00 0.92 1.02 0.78 0.42 0.65 0.57 0.40
CDKL2 Kinase NA 1.32 0.99 1.06 1.05 1.75 3.28 2.06 CDKL2 Kinase 0.90 1.20 1.31 1.28 6.13 4.17 6.17 12.80 CDKL2 Kinase 1.18 1.08 1.05 0.95 0.45 0.62 0.21 0.17
CDKL3 Kinase 0.61 3.20 1.30 1.31 1.21 4.06 4.73 3.34 CDKL3 Kinase 0.72 1.14 1.20 1.14 4.84 15.01 11.00 10.08 CDKL3 Kinase 0.99 0.63 0.93 1.09 0.49 0.10 0.42 0.42
CDKL4 Kinase NA 0.99 0.98 1.02 1.94 2.64 2.82 2.32 CDKL4 Kinase 1.48 1.14 1.17 1.16 15.72 7.41 8.52 6.97 CDKL4 Kinase 1.06 1.10 0.97 0.92 0.29 0.64 0.68 0.45
CDKL5 Kinase NA 0.90 1.06 1.20 0.94 2.28 2.63 4.49 CDKL5 Kinase 1.27 1.22 1.19 1.34 5.12 4.73 6.57 12.94 CDKL5 Kinase 0.98 0.97 1.06 1.05 0.52 0.73 0.77 0.36
CDKN1A Kinase NA 0.91 0.95 0.95 1.02 2.18 2.57 2.53 CDKN1A Kinase 1.06 1.64 1.28 1.92 7.43 7.07 5.21 6.96 CDKN1A Kinase 1.13 1.03 0.63 1.13 0.52 0.56 0.68 0.54
CDKN1B Kinase 1.97 1.00 1.03 1.09 1.19 2.91 2.60 2.76 CDKN1B Kinase 0.88 1.61 0.93 1.06 6.95 11.44 7.46 7.93 CDKN1B Kinase 0.87 0.94 0.79 0.85 0.34 0.38 0.48 0.39
CDKN1C Kinase 1.35 0.87 1.02 1.14 1.33 2.11 2.03 2.69 CDKN1C Kinase 1.23 1.67 0.96 1.51 6.40 17.10 9.31 7.42 CDKN1C Kinase 0.98 0.95 0.96 0.99 0.54 0.40 0.48 0.62
CDKN2A Kinase 1.07 0.94 1.01 1.12 1.22 2.25 2.53 3.26 CDKN2A Kinase 1.23 1.19 1.06 1.17 4.51 11.06 8.94 13.09 CDKN2A Kinase 0.76 0.95 0.90 0.99 0.49 0.42 0.47 0.48
CDKN2B Kinase 0.88 1.01 1.04 1.28 1.15 2.24 2.74 3.46 CDKN2B Kinase 1.29 1.31 3.41 1.14 5.20 10.30 18.32 13.78 CDKN2B Kinase 0.89 1.02 0.61 1.03 0.48 0.51 0.19 0.52
CDKN2C Kinase 0.75 1.11 0.98 1.13 1.43 2.28 2.41 3.20 CDKN2C Kinase 1.14 1.96 1.11 3.47 6.97 15.08 14.14 8.41 CDKN2C Kinase 0.96 0.95 0.88 1.04 0.49 0.48 0.40 0.67
CDKN2D Kinase NA 1.14 1.10 1.22 1.69 3.02 3.34 2.98 CDKN2D Kinase 1.34 1.28 0.95 1.63 10.16 10.04 9.16 6.83 CDKN2D Kinase 0.84 1.04 0.66 0.95 0.26 0.63 0.20 0.56
CERK Kinase 0.77 3.65 1.33 1.51 1.18 4.24 3.53 3.71 CERK Kinase 1.08 2.72 1.27 1.27 5.91 8.98 11.00 7.14 CERK Kinase 0.93 0.89 0.86 1.05 0.51 0.26 0.20 0.68
CHEK1 Kinase NA 1.08 0.97 0.94 0.88 1.92 2.29 2.36 CHEK1 Kinase 1.23 1.26 1.44 1.59 5.39 11.34 8.51 10.16 CHEK1 Kinase 0.78 1.11 0.76 0.92 0.29 0.29 0.30 0.54
CHEK2 Kinase 0.59 1.15 1.11 1.11 1.08 2.54 3.38 3.30 CHEK2 Kinase 0.91 0.99 1.12 1.52 12.61 7.65 15.48 8.65 CHEK2 Kinase 0.75 1.00 0.83 0.90 0.20 0.53 0.39 0.52
CHKA Kinase NA 1.02 0.99 0.94 1.60 2.66 1.89 2.46 CHKA Kinase 0.87 2.28 1.01 1.60 7.02 15.27 3.48 8.48 CHKA Kinase 0.97 0.94 0.72 0.95 0.29 0.24 0.67 0.44
CHKB Kinase 1.94 1.02 1.03 1.19 1.11 3.13 2.47 3.09 CHKB Kinase 0.90 1.28 1.44 1.06 3.98 16.76 10.85 11.40 CHKB Kinase 0.98 0.92 0.81 0.86 0.78 0.19 0.22 0.34
CHUK Kinase 1.38 0.97 1.13 1.05 1.02 2.68 2.84 3.17 CHUK Kinase 0.94 1.17 1.27 1.52 5.11 8.87 15.87 13.85 CHUK Kinase 0.93 0.92 0.91 0.81 0.55 0.53 0.19 0.50
CIB2 Kinase 0.62 2.29 1.26 1.20 1.34 3.45 3.65 3.49 CIB2 Kinase 1.24 1.07 1.34 1.09 8.72 6.45 11.13 9.63 CIB2 Kinase 0.87 0.96 0.80 0.86 0.36 0.57 0.40 0.21
CIB3 Kinase 0.90 1.08 0.95 1.07 1.96 2.77 2.62 2.43 CIB3 Kinase 1.74 1.08 0.89 1.06 23.02 13.38 5.90 10.64 CIB3 Kinase 0.74 0.93 1.13 0.93 0.20 0.41 0.73 0.43
CINP Kinase 0.61 1.16 1.09 1.11 1.21 3.35 3.56 3.40 CINP Kinase 0.84 0.90 1.46 1.20 7.62 9.20 13.57 7.07 CINP Kinase 0.95 0.84 0.86 0.71 0.45 0.36 0.38 0.27
CIT Kinase 0.48 1.19 1.00 0.91 0.97 2.61 3.17 3.73 CIT Kinase 0.81 1.17 1.48 1.50 6.30 8.81 10.71 10.39 CIT Kinase 0.96 0.98 1.05 1.01 0.52 0.47 0.61 0.52
CKB Kinase 0.92 0.94 1.19 1.14 1.56 2.34 3.61 3.30 CKB Kinase 1.12 1.57 2.63 1.27 6.16 18.06 30.86 16.74 CKB Kinase 0.76 0.77 0.65 0.84 0.34 0.16 0.13 0.39
CKM Kinase 0.85 1.00 1.08 1.06 1.46 2.18 2.62 3.49 CKM Kinase 0.93 1.56 1.14 0.92 6.51 7.67 10.83 18.61 CKM Kinase 0.86 0.89 1.03 1.01 0.48 0.46 0.49 0.33
CKMT1 Kinase 0.72 0.91 1.01 1.06 1.31 2.29 2.29 2.56 CKMT1 Kinase 1.11 1.08 1.40 1.43 6.51 10.20 6.46 8.46 CKMT1 Kinase 0.93 1.09 0.71 1.05 0.43 0.47 0.49 0.66
CKMT2 Kinase NA 1.27 1.44 1.09 1.24 2.31 3.50 3.19 CKMT2 Kinase 0.81 1.63 1.11 1.32 3.91 10.59 11.24 13.89 CKMT2 Kinase 0.93 0.92 0.76 0.87 0.73 0.62 0.29 0.30
CKS1B Kinase NA 1.13 1.02 0.98 0.96 1.92 2.48 2.22 CKS1B Kinase 1.16 1.63 0.95 1.70 4.90 8.88 10.39 7.08 CKS1B Kinase 1.00 1.12 0.89 0.84 0.62 0.46 0.36 0.63
CKS2 Kinase NA 0.97 1.06 1.17 1.34 2.05 2.96 2.77 CKS2 Kinase 1.39 2.01 1.83 1.08 6.21 8.88 11.45 8.06 CKS2 Kinase 0.84 1.05 0.65 0.99 0.44 0.53 0.45 0.59
CLK1 Kinase 1.68 1.00 1.07 1.18 0.97 1.91 2.35 2.60 CLK1 Kinase 0.86 1.22 1.17 1.04 5.25 8.72 7.64 6.41 CLK1 Kinase 0.92 0.86 0.79 0.85 0.72 0.35 0.40 0.56
CLK2 Kinase 1.27 0.89 0.97 1.14 1.60 1.71 2.58 2.36 CLK2 Kinase 1.21 1.30 1.16 1.26 6.41 11.96 10.97 3.99 CLK2 Kinase 0.92 1.09 1.00 0.95 0.57 0.68 0.50 0.82
CLK3 Kinase 0.92 0.87 0.91 1.11 1.65 2.28 2.76 3.25 CLK3 Kinase 1.20 1.33 1.15 1.30 8.81 12.08 10.14 16.89 CLK3 Kinase 0.83 0.86 0.84 0.97 0.26 0.39 0.47 0.30
CLK4 Kinase 0.69 1.08 1.22 1.06 1.24 2.33 2.99 2.73 CLK4 Kinase 1.00 0.79 1.08 1.02 6.88 6.94 8.82 8.52 CLK4 Kinase 1.08 0.98 0.93 1.05 0.53 0.55 0.63 0.60
CNKSR1 Kinase 0.47 1.42 1.06 1.08 0.91 3.45 2.75 3.74 CNKSR1 Kinase 0.66 1.32 1.05 1.13 4.40 13.44 19.67 19.23 CNKSR1 Kinase 0.94 0.92 0.87 0.85 0.66 0.35 0.28 0.35
CRK7 Kinase 0.70 2.41 1.03 1.31 1.07 3.76 3.62 3.20 CRK7 Kinase 1.88 0.92 1.56 1.84 7.40 10.64 9.11 12.15 CRK7 Kinase 0.68 0.87 1.22 1.02 0.27 0.18 0.36 0.43
CSK Kinase NA 1.01 0.93 1.03 1.18 2.46 2.07 2.37 CSK Kinase 0.98 1.53 1.02 0.98 7.77 25.23 8.34 6.97 CSK Kinase 0.90 1.12 0.90 1.07 0.14 0.17 0.38 0.56
CSNK1A1 Kinase NA 0.94 0.94 1.00 0.99 2.34 2.02 3.19 CSNK1A1 Kinase 1.26 1.30 1.12 1.31 5.00 9.05 6.00 7.12 CSNK1A1 Kinase 0.87 0.99 0.72 1.00 0.58 0.55 0.62 0.60
CSNK1A1L Kinase 0.71 0.98 0.94 1.11 1.87 2.10 2.13 2.03 CSNK1A1L Kinase 2.01 0.87 1.17 0.93 9.67 6.15 7.42 8.25 CSNK1A1L Kinase 1.12 1.01 1.13 0.95 0.51 0.66 0.71 0.71
CSNK1D Kinase 1.60 1.03 1.02 1.19 0.92 3.02 2.40 3.12 CSNK1D Kinase 1.07 1.36 1.36 1.46 3.19 12.40 6.66 9.23 CSNK1D Kinase 0.73 1.15 0.96 0.71 0.49 0.45 0.57 0.45
CSNK1E Kinase 1.26 0.98 1.04 1.15 1.14 1.71 3.02 3.44 CSNK1E Kinase 1.03 1.47 1.35 1.43 7.01 5.80 12.09 13.22 CSNK1E Kinase 0.96 0.95 0.92 0.96 0.53 0.75 0.35 0.35
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MEAN
Cells only Cells only Cells only
siNeg siNeg siNeg
siCASP8 siCASP8 siCASP8
siFLIP siFLIP siFLIP
siCelldeath siCelldeath siCelldeath
Cells only Cells only Cells only
siNeg siNeg siNeg
siCASP8 siCASP8 siCASP8
siFLIP siFLIP siFLIP
siCelldeath siCelldeath siCelldeath
Gene Symbol Gene Set siRNA A siRNA B siRNA C siRNA D siRNA A siRNA B siRNA C siRNA D Gene Symbol Gene Set siRNA A siRNA B siRNA C siRNA D siRNA A siRNA B siRNA C siRNA D Gene Symbol Category siRNA A siRNA B siRNA C siRNA D siRNA A siRNA B siRNA C siRNA D

0.07
0.18 0.11

0.16
0.56 0.13
0.95 0.10

1.06 0.17
0.57 0.17

0.65

0.38

0.11
1.00 0.06
1.06 0.10

1.09

CONTROLS 
(Phosphatase 

set)

1.42

0.10
0.17
0.21
0.35

2.50

3.91 0.99

4.84 1.20
5.37 1.30
2.38 0.64
7.54 1.07
11.50 2.18

0.28

4.53

NA NA NA

0.05
0.05
0.08
0.03
0.04

0.64
0.47
1.00
0.26
0.04

0.29
NA 1.00 0.21
NA 1.14 0.21NA

NA

CONTROLS 
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Additional 
gene set)

CONTROLS 
(Phosphatase 

set)

CONTROLS 
(Kinase & 
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gene set

CONTROLS 
(Phosphatase 

set)

1.99 0.60

NA NA NA NA

NA NA
NA 1.23

1.39
3.03

0.77
0.39
0.84

NA NA NA

1.13
1.39

NA 1.03NA NA
2.69 0.73 4.73

0.06
0.07
0.07
0.05
0.06

1.06
1.00
0.98
0.93
0.15

1.52
1.59
0.37
2.08

CONTROLS 
(Kinase & 
Additional 
gene set

0.57
0.22

0.98
MEAN

1.00
1.03
1.06

5.98
7.10
1.56

10.58

0.18 1.10
1.00

18.811.13

0,30
0.34

StDev
NO TRAIL 100 ng TRAIL (24 hour)

Caspase 8 Assay (Fold change relative to siNegative transfected cells, No TRAIL) Caspase 3/7 assay (Fold change relative to siNegative transfected cells, No TRAIL) Cell viability assay (Fold change relative to siNegative transfected cells, No TRAIL)
NO TRAIL 1000 ng TRAIL (1 hour) NO TRAIL 1000 ng TRAIL (1 hour)

StDev StDev MEANMEAN StDev MEAN StDev MEAN StDev

CSNK1G1 Kinase 0.58 0.98 1.21 1.04 1.60 3.34 3.27 4.07 CSNK1G1 Kinase 0.71 1.26 0.95 1.68 8.04 12.03 7.96 15.06 CSNK1G1 Kinase 0.88 0.83 0.81 0.85 0.34 0.19 0.53 0.28
CSNK1G2 Kinase 0.90 1.00 0.96 1.12 1.25 3.18 2.78 3.58 CSNK1G2 Kinase 1.08 1.75 1.17 1.13 5.97 10.30 9.93 13.46 CSNK1G2 Kinase 0.81 0.82 0.81 0.95 0.65 0.34 0.41 0.37
CSNK1G3 Kinase 0.93 0.96 1.11 1.14 1.21 2.40 2.97 3.42 CSNK1G3 Kinase 0.75 1.36 1.39 1.14 6.72 10.10 7.57 13.61 CSNK1G3 Kinase 0.94 1.01 0.94 0.98 0.46 0.52 0.54 0.37
CSNK2A1 Kinase 0.66 0.98 0.97 1.11 1.18 1.78 3.44 2.45 CSNK2A1 Kinase 1.03 1.41 1.06 1.04 5.63 10.95 15.89 10.16 CSNK2A1 Kinase 0.92 1.03 0.84 1.00 0.55 0.49 0.13 0.53
CSNK2A2 Kinase NA 1.18 1.97 1.26 1.35 2.69 2.47 2.66 CSNK2A2 Kinase 0.84 1.25 1.55 1.05 6.36 7.57 10.74 4.27 CSNK2A2 Kinase 0.94 0.89 0.55 0.94 0.49 0.57 0.18 0.65
CSNK2B Kinase NA 1.42 0.94 0.97 1.49 2.12 1.66 2.66 CSNK2B Kinase 1.31 1.36 1.00 0.89 7.04 4.44 5.54 4.15 CSNK2B Kinase 1.05 0.97 0.80 1.07 0.23 0.69 0.64 0.47
DAPK1 Kinase 0.68 0.90 0.97 0.97 1.44 2.77 2.05 2.95 DAPK1 Kinase 1.28 1.73 1.30 1.24 6.57 11.93 8.02 6.22 DAPK1 Kinase 0.88 0.92 1.01 1.01 0.47 0.38 0.51 0.41
DAPK2 Kinase NA 0.94 1.05 0.95 1.02 2.34 1.94 2.34 DAPK2 Kinase 1.53 0.87 1.64 0.94 9.41 5.28 6.24 3.23 DAPK2 Kinase 0.94 0.85 1.11 1.01 0.40 0.52 0.78 0.82
DAPK3 Kinase 0.66 0.93 0.95 0.99 1.10 3.25 2.69 2.65 DAPK3 Kinase 0.96 1.58 0.83 0.92 4.21 15.34 13.02 9.73 DAPK3 Kinase 0.89 1.03 0.90 1.03 0.61 0.38 0.33 0.52
DCAMKL1 Kinase 1.15 1.11 1.08 1.00 1.10 3.06 2.52 2.25 DCAMKL1 Kinase 0.84 0.71 0.84 1.09 6.90 7.51 6.04 6.96 DCAMKL1 Kinase 0.92 1.02 0.84 0.95 0.42 0.52 0.61 0.55
DCAMKL2 Kinase NA 1.22 1.11 1.01 1.91 2.73 3.25 3.22 DCAMKL2 Kinase 1.37 1.11 1.14 1.85 11.77 7.48 8.05 9.25 DCAMKL2 Kinase 0.92 0.80 0.91 0.89 0.47 0.44 0.61 0.33
DCK Kinase NA 1.05 0.83 1.01 1.15 2.84 3.30 2.48 DCK Kinase 1.47 1.26 0.79 1.04 3.99 6.90 13.07 9.13 DCK Kinase 1.02 1.01 0.74 0.99 0.67 0.60 0.28 0.59
DDR1 Kinase 0.71 1.11 0.92 1.09 1.43 2.14 1.96 3.19 DDR1 Kinase 0.87 1.57 1.15 1.20 7.52 6.03 9.75 9.82 DDR1 Kinase 0.88 1.03 0.75 0.93 0.45 0.79 0.46 0.48
DDR2 Kinase NA 1.12 0.95 0.95 1.00 2.21 2.71 2.54 DDR2 Kinase 0.84 1.19 1.26 1.09 7.28 8.53 8.92 6.13 DDR2 Kinase 0.97 1.02 0.72 0.99 0.28 0.42 0.40 0.52
DGKA Kinase NA 0.93 0.94 1.02 1.17 2.32 2.45 2.85 DGKA Kinase 1.50 1.33 1.01 1.75 6.38 8.68 10.78 8.55 DGKA Kinase 0.99 0.99 0.86 1.17 0.56 0.41 0.53 0.45
DGKB Kinase 1.28 1.12 1.02 1.04 1.31 2.54 2.71 3.99 DGKB Kinase 1.30 1.04 0.80 1.12 5.21 6.64 7.66 12.12 DGKB Kinase 1.03 0.97 0.65 0.77 0.59 0.69 0.44 0.17
DGKD Kinase 0.47 1.39 1.00 1.08 0.89 3.43 3.22 3.01 DGKD Kinase 0.94 1.17 1.35 1.26 4.41 10.58 11.10 18.56 DGKD Kinase 0.81 1.00 0.98 0.87 0.55 0.42 0.46 0.48
DGKE Kinase 0.58 1.36 1.04 1.10 0.92 2.72 3.30 3.13 DGKE Kinase 0.84 0.94 1.28 1.24 2.75 14.94 18.41 9.35 DGKE Kinase 0.86 0.75 0.92 0.85 0.61 0.19 0.38 0.34
DGKG Kinase 1.03 1.00 1.10 1.02 1.55 2.64 2.48 3.20 DGKG Kinase 1.02 1.19 1.09 0.97 5.84 9.75 9.87 8.16 DGKG Kinase 1.05 1.08 0.74 0.88 0.40 0.61 0.34 0.48
DGKH Kinase 0.98 1.02 1.11 1.01 2.01 2.69 2.76 3.27 DGKH Kinase 1.48 1.36 1.66 1.36 9.74 9.53 14.35 20.06 DGKH Kinase 0.99 0.96 0.64 0.85 0.61 0.43 0.32 0.11
DGKI Kinase NA 1.06 0.93 0.99 1.02 1.92 2.24 1.88 DGKI Kinase 1.50 1.27 1.22 0.75 6.39 6.81 6.87 2.95 DGKI Kinase 0.88 1.04 1.21 1.13 0.11 0.39 0.60 0.95
DGKQ Kinase 0.91 0.88 1.06 1.08 1.40 2.96 2.21 2.70 DGKQ Kinase 0.72 1.01 0.90 1.09 5.94 9.45 9.04 8.76 DGKQ Kinase 0.89 0.95 1.03 1.04 0.52 0.34 0.64 0.51
DGKZ Kinase 0.55 1.19 0.94 1.09 1.13 2.37 3.02 3.07 DGKZ Kinase 0.97 0.87 1.17 1.25 6.66 7.72 6.63 10.64 DGKZ Kinase 0.89 0.95 0.88 0.73 0.42 0.47 0.37 0.17
DGUOK Kinase NA 0.89 0.96 0.94 0.63 1.42 2.58 2.40 DGUOK Kinase 0.77 1.42 2.32 1.00 3.07 6.31 15.02 5.65 DGUOK Kinase 0.87 0.84 0.65 0.92 0.52 0.45 0.29 0.68
DMPK Kinase NA 0.96 0.95 1.02 1.14 2.07 1.87 2.73 DMPK Kinase 0.82 1.07 0.92 1.08 3.85 8.77 3.18 7.69 DMPK Kinase 0.97 1.02 0.61 1.02 0.73 0.64 0.59 0.60
DOK1 Kinase 1.65 1.00 1.06 1.21 1.29 2.64 2.51 2.62 DOK1 Kinase 0.68 1.08 1.26 1.54 8.28 7.57 10.62 13.02 DOK1 Kinase 0.97 0.90 0.64 0.91 0.38 0.45 0.35 0.47
DTYMK Kinase 1.22 0.99 0.95 1.07 1.34 2.13 2.31 3.46 DTYMK Kinase 1.13 1.23 1.20 0.88 6.12 11.02 6.05 11.22 DTYMK Kinase 1.02 0.88 0.86 0.95 0.56 0.39 0.61 0.43
DYRK1A Kinase 0.99 0.95 1.05 1.02 1.27 2.52 2.11 3.21 DYRK1A Kinase 0.74 1.63 1.61 0.84 6.36 8.50 14.30 11.20 DYRK1A Kinase 0.71 0.88 0.61 0.93 0.26 0.48 0.18 0.47
DYRK1B Kinase 0.59 2.49 1.24 1.15 1.05 3.72 3.93 5.41 DYRK1B Kinase 0.79 1.15 1.28 1.58 5.28 7.80 23.63 16.29 DYRK1B Kinase 0.82 0.91 0.79 0.89 0.41 0.53 0.19 0.20
DYRK2 Kinase 0.46 1.21 1.07 1.28 0.89 2.09 2.40 3.57 DYRK2 Kinase 1.09 1.07 1.60 1.36 6.68 8.99 12.08 12.23 DYRK2 Kinase 1.01 0.97 0.94 0.91 0.62 0.54 0.50 0.42
DYRK3 Kinase 0.55 1.39 1.07 1.04 1.08 3.24 2.48 2.69 DYRK3 Kinase 0.90 0.95 0.93 1.20 6.65 11.02 6.20 8.77 DYRK3 Kinase 1.05 0.90 0.96 0.96 0.61 0.34 0.65 0.44
DYRK4 Kinase 0.44 1.17 0.99 0.97 0.92 3.20 3.43 3.00 DYRK4 Kinase 0.88 1.05 1.68 1.25 4.48 11.56 16.55 17.86 DYRK4 Kinase 0.94 0.93 0.90 0.78 0.64 0.37 0.19 0.24
EEF2K Kinase 0.77 1.61 1.12 1.15 1.15 3.24 3.17 2.92 EEF2K Kinase 0.75 0.81 1.02 1.60 5.02 9.07 8.96 4.76 EEF2K Kinase 0.93 0.89 0.68 0.92 0.38 0.36 0.58 0.81
EGFR Kinase 0.81 1.30 1.06 1.12 1.74 2.17 1.93 2.53 EGFR Kinase 1.16 1.25 1.28 1.24 6.87 9.63 7.43 10.11 EGFR Kinase 0.86 0.99 0.74 0.94 0.34 0.55 0.51 0.39
EIF2AK1 Kinase 1.02 1.39 1.08 1.17 1.43 2.35 2.68 3.18 EIF2AK1 Kinase 0.90 1.46 1.47 1.57 7.33 7.40 6.03 14.66 EIF2AK1 Kinase 0.96 0.90 1.02 0.97 0.46 0.47 0.67 0.42
EIF2AK2 Kinase 0.81 0.95 1.13 1.20 1.22 2.61 2.68 3.91 EIF2AK2 Kinase 0.79 1.60 1.57 1.27 4.09 13.70 13.62 11.31 EIF2AK2 Kinase 0.91 0.94 0.82 1.01 0.65 0.40 0.32 0.46
EIF2AK3 Kinase 0.86 1.01 1.04 0.96 1.12 3.31 2.25 3.03 EIF2AK3 Kinase 0.61 1.40 1.05 1.17 6.67 15.89 6.16 11.31 EIF2AK3 Kinase 0.99 0.87 0.75 0.92 0.71 0.23 0.50 0.61
EIF2AK4 Kinase 0.83 1.39 1.11 1.23 1.44 3.26 2.92 2.90 EIF2AK4 Kinase 1.06 0.98 1.06 1.19 9.03 13.62 8.75 6.64 EIF2AK4 Kinase 0.78 0.91 0.69 0.94 0.20 0.40 0.67 0.68
EPHA1 Kinase NA 0.98 0.77 1.02 0.95 2.19 1.86 2.54 EPHA1 Kinase 1.15 1.21 0.93 1.18 4.11 11.24 7.67 6.43 EPHA1 Kinase 1.15 1.12 0.74 1.20 0.86 0.48 0.66 0.54
EPHA2 Kinase 0.62 1.17 0.89 0.94 1.27 3.67 2.22 2.57 EPHA2 Kinase 0.72 1.87 0.92 0.83 5.56 21.49 11.93 6.36 EPHA2 Kinase 0.95 0.78 0.86 1.02 0.57 0.27 0.41 0.61
EPHA3 Kinase NA 0.89 0.98 0.95 1.07 2.08 2.07 2.99 EPHA3 Kinase 1.07 1.38 1.27 1.33 4.98 10.92 9.74 8.32 EPHA3 Kinase 0.93 1.02 0.78 1.12 0.36 0.46 0.56 0.54
EPHA4 Kinase 1.87 1.18 0.95 1.05 1.36 2.11 2.16 2.93 EPHA4 Kinase 0.70 2.48 0.85 1.09 5.06 12.38 11.15 7.80 EPHA4 Kinase 0.97 0.89 0.68 0.93 0.77 0.34 0.47 0.59
EPHA5 Kinase 1.29 1.23 1.07 1.08 1.27 3.40 1.62 3.56 EPHA5 Kinase 0.93 2.02 1.04 1.21 3.12 18.32 8.14 8.80 EPHA5 Kinase 0.91 0.66 0.74 1.03 0.70 0.30 0.37 0.46
EPHA7 Kinase 1.04 1.05 1.10 1.14 1.12 2.42 2.05 2.87 EPHA7 Kinase 0.70 1.54 1.16 1.20 3.30 13.37 9.00 9.72 EPHA7 Kinase 0.82 0.78 0.87 0.91 0.61 0.26 0.49 0.47
EPHA8 Kinase 0.79 1.06 1.02 1.06 1.43 2.19 2.75 3.06 EPHA8 Kinase 0.94 1.37 1.05 1.24 6.98 15.54 9.66 17.10 EPHA8 Kinase 0.83 0.95 0.94 0.84 0.36 0.23 0.45 0.24
EPHB1 Kinase 0.75 1.05 0.93 0.94 1.72 3.25 2.50 2.78 EPHB1 Kinase 0.81 3.43 1.07 1.20 5.07 24.52 11.26 8.81 EPHB1 Kinase 0.91 0.98 0.95 0.98 0.51 0.21 0.44 0.52
EPHB2 Kinase NA 1.38 1.05 1.03 1.66 2.38 3.59 3.08 EPHB2 Kinase 0.94 1.62 1.35 1.18 5.82 6.97 13.30 7.15 EPHB2 Kinase 0.86 0.69 0.68 0.87 0.37 0.45 0.19 0.49
EPHB3 Kinase NA 0.93 0.94 0.87 1.09 1.70 2.31 2.27 EPHB3 Kinase 2.04 1.40 1.54 0.96 8.02 8.01 9.38 9.68 EPHB3 Kinase 0.88 1.04 0.74 1.02 0.07 0.58 0.45 0.39
EPHB4 Kinase NA 1.06 0.99 1.03 1.02 2.68 2.16 3.51 EPHB4 Kinase 1.02 1.63 1.44 1.33 4.63 12.65 12.93 9.13 EPHB4 Kinase 1.04 1.21 0.71 0.95 0.55 0.60 0.57 0.46
EPHB6 Kinase 2.08 1.07 1.17 1.08 1.40 2.90 3.04 3.73 EPHB6 Kinase 1.54 1.71 2.24 1.03 7.74 16.84 17.04 20.46 EPHB6 Kinase 0.95 0.97 0.60 0.88 0.44 0.29 0.25 0.31
EPS8L1 Kinase 0.55 2.31 1.04 1.11 0.91 3.80 4.52 2.86 EPS8L1 Kinase 0.92 1.15 1.33 1.14 4.82 7.47 8.97 6.74 EPS8L1 Kinase 0.84 1.00 1.04 0.89 0.47 0.36 0.34 0.41
ERBB2 Kinase 1.27 1.22 1.07 1.12 1.16 2.17 3.01 2.95 ERBB2 Kinase 1.06 1.13 1.59 1.37 2.79 11.54 14.76 14.05 ERBB2 Kinase 0.94 1.03 0.72 1.10 0.79 0.33 0.19 0.41
ERBB3 Kinase 1.03 1.03 1.00 0.99 1.07 2.07 2.35 2.46 ERBB3 Kinase 1.01 1.33 1.23 0.85 6.80 6.43 8.12 3.79 ERBB3 Kinase 0.69 0.98 0.77 0.75 0.17 0.75 0.24 0.65
ERBB4 Kinase 0.81 1.18 1.01 1.22 1.42 2.79 2.26 3.30 ERBB4 Kinase 1.25 1.45 0.95 1.17 6.88 10.89 7.61 12.88 ERBB4 Kinase 0.84 1.04 0.97 0.84 0.41 0.42 0.43 0.42
ERK8 Kinase NA 2.63 1.41 1.15 2.42 2.97 3.55 2.65 ERK8 Kinase 1.36 1.28 1.32 1.08 16.31 13.57 15.05 5.46 ERK8 Kinase 0.80 0.81 0.85 0.91 0.28 0.31 0.32 0.48
ERN1 Kinase 0.67 1.04 1.05 1.08 1.42 2.27 2.74 3.21 ERN1 Kinase 1.37 3.14 1.24 1.09 6.61 9.30 12.17 9.97 ERN1 Kinase 0.85 1.01 0.96 0.99 0.30 0.51 0.37 0.50
ERN2 Kinase NA 1.27 1.07 1.12 1.01 2.90 2.29 3.41 ERN2 Kinase 1.21 1.08 1.77 1.48 7.20 7.49 8.44 19.66 ERN2 Kinase 1.06 1.04 0.94 0.99 0.44 0.45 0.53 0.41
ETNK1 Kinase 0.53 1.10 0.95 1.08 1.08 1.61 1.81 2.91 ETNK1 Kinase 0.76 1.59 1.01 1.35 4.66 3.69 4.05 9.04 ETNK1 Kinase 1.02 0.99 0.90 0.93 0.64 0.81 0.83 0.44
ETNK2 Kinase 0.61 1.19 1.24 1.15 1.53 3.90 3.31 3.55 ETNK2 Kinase 0.74 0.99 1.38 1.36 9.11 9.70 12.03 8.22 ETNK2 Kinase 0.93 0.91 1.02 0.93 0.32 0.48 0.41 0.52
FASTK Kinase NA 1.27 1.13 1.09 1.15 2.45 2.48 2.73 FASTK Kinase 0.96 1.03 1.10 1.20 6.17 10.16 4.90 7.30 FASTK Kinase 0.90 1.07 1.16 0.79 0.46 0.57 0.82 0.65
FER Kinase NA 0.93 0.96 1.07 0.94 2.38 1.99 2.48 FER Kinase 1.07 1.15 1.43 1.07 5.51 9.58 7.25 10.21 FER Kinase 1.10 1.02 0.82 1.11 0.46 0.45 0.59 0.42
FES Kinase NA 0.99 1.09 0.94 1.14 2.48 2.79 3.06 FES Kinase 0.96 1.75 1.01 1.08 3.53 16.63 11.63 8.20 FES Kinase 0.95 0.72 0.58 0.96 0.64 0.22 0.31 0.42
FGFR1 Kinase 2.09 1.01 1.08 1.20 1.74 2.89 2.73 2.53 FGFR1 Kinase 1.00 1.38 1.18 1.36 7.15 8.83 6.71 9.11 FGFR1 Kinase 0.87 1.00 0.68 0.79 0.38 0.52 0.52 0.54
FGFR2 Kinase 1.13 0.93 0.99 1.06 1.25 3.20 2.76 2.89 FGFR2 Kinase 0.72 1.35 1.34 1.10 7.09 10.58 11.71 12.12 FGFR2 Kinase 0.75 0.93 0.80 0.95 0.33 0.24 0.38 0.45
FGFR3 Kinase 1.45 0.96 0.94 1.08 1.31 2.71 2.07 2.92 FGFR3 Kinase 1.09 1.26 0.84 0.90 4.99 11.86 11.45 6.87 FGFR3 Kinase 0.93 1.07 0.91 0.95 0.55 0.60 0.42 0.66
FGFR4 Kinase 0.98 1.02 1.09 1.10 1.12 2.99 2.85 3.72 FGFR4 Kinase 1.08 1.79 1.40 1.45 7.84 14.88 17.36 20.35 FGFR4 Kinase 0.84 0.84 0.71 1.02 0.43 0.28 0.08 0.30
FGR Kinase 0.71 0.94 1.07 1.08 1.30 1.78 2.36 3.37 FGR Kinase 1.36 1.51 1.29 0.90 9.04 7.66 8.62 13.04 FGR Kinase 0.95 1.00 0.98 0.97 0.49 0.66 0.61 0.45
FLJ10986 Kinase 0.44 1.14 1.06 1.04 1.07 2.75 3.09 3.40 FLJ10986 Kinase 1.15 0.95 0.96 1.24 7.21 7.06 26.02 18.28 FLJ10986 Kinase 1.02 1.09 0.95 0.90 0.49 0.56 0.23 0.25
FLJ13052 Kinase 0.80 1.37 0.93 1.18 1.20 3.14 2.82 3.31 FLJ13052 Kinase 0.68 0.86 1.25 1.04 7.60 10.75 5.85 4.21 FLJ13052 Kinase 0.81 0.85 0.73 0.86 0.36 0.45 0.69 0.57
FLJ14800 Kinase 0.63 1.60 1.11 1.15 1.44 3.43 2.27 3.27 FLJ14800 Kinase 0.93 1.23 1.00 1.13 12.21 11.89 3.53 7.12 FLJ14800 Kinase 0.90 0.95 0.75 1.02 0.27 0.31 0.66 0.59
FLT1 Kinase NA 1.24 1.13 2.01 1.99 3.36 2.61 3.21 FLT1 Kinase 0.99 1.50 0.85 1.45 10.10 15.94 10.94 7.85 FLT1 Kinase 0.94 0.91 0.80 1.01 0.19 0.47 0.40 0.66
FLT3 Kinase NA 0.90 0.87 0.92 0.92 2.47 2.20 2.32 FLT3 Kinase 1.16 1.35 2.08 1.14 7.60 12.61 14.33 5.18 FLT3 Kinase 0.78 0.95 0.70 1.06 0.18 0.27 0.26 0.52
FLT3LG Kinase NA 1.01 0.88 0.90 1.01 2.48 2.01 3.06 FLT3LG Kinase 1.56 1.98 1.29 1.05 4.30 15.53 5.65 6.67 FLT3LG Kinase 0.95 0.88 0.60 1.00 0.49 0.48 0.50 0.67
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MEAN
Cells only Cells only Cells only
siNeg siNeg siNeg
siCASP8 siCASP8 siCASP8
siFLIP siFLIP siFLIP
siCelldeath siCelldeath siCelldeath
Cells only Cells only Cells only
siNeg siNeg siNeg
siCASP8 siCASP8 siCASP8
siFLIP siFLIP siFLIP
siCelldeath siCelldeath siCelldeath
Gene Symbol Gene Set siRNA A siRNA B siRNA C siRNA D siRNA A siRNA B siRNA C siRNA D Gene Symbol Gene Set siRNA A siRNA B siRNA C siRNA D siRNA A siRNA B siRNA C siRNA D Gene Symbol Category siRNA A siRNA B siRNA C siRNA D siRNA A siRNA B siRNA C siRNA D

0.07
0.18 0.11

0.16
0.56 0.13
0.95 0.10

1.06 0.17
0.57 0.17

0.65

0.38

0.11
1.00 0.06
1.06 0.10

1.09

CONTROLS 
(Phosphatase 

set)

1.42

0.10
0.17
0.21
0.35

2.50

3.91 0.99

4.84 1.20
5.37 1.30
2.38 0.64
7.54 1.07
11.50 2.18

0.28

4.53

NA NA NA

0.05
0.05
0.08
0.03
0.04

0.64
0.47
1.00
0.26
0.04

0.29
NA 1.00 0.21
NA 1.14 0.21NA

NA

CONTROLS 
(Kinase & 
Additional 
gene set)

CONTROLS 
(Phosphatase 

set)

CONTROLS 
(Kinase & 
Additional 
gene set

CONTROLS 
(Phosphatase 

set)

1.99 0.60

NA NA NA NA

NA NA
NA 1.23

1.39
3.03

0.77
0.39
0.84

NA NA NA

1.13
1.39

NA 1.03NA NA
2.69 0.73 4.73

0.06
0.07
0.07
0.05
0.06

1.06
1.00
0.98
0.93
0.15

1.52
1.59
0.37
2.08

CONTROLS 
(Kinase & 
Additional 
gene set

0.57
0.22

0.98
MEAN

1.00
1.03
1.06

5.98
7.10
1.56

10.58

0.18 1.10
1.00

18.811.13

0,30
0.34

StDev
NO TRAIL 100 ng TRAIL (24 hour)

Caspase 8 Assay (Fold change relative to siNegative transfected cells, No TRAIL) Caspase 3/7 assay (Fold change relative to siNegative transfected cells, No TRAIL) Cell viability assay (Fold change relative to siNegative transfected cells, No TRAIL)
NO TRAIL 1000 ng TRAIL (1 hour) NO TRAIL 1000 ng TRAIL (1 hour)

StDev StDev MEANMEAN StDev MEAN StDev MEAN StDev

FLT4 Kinase 2.04 0.95 1.03 1.09 1.50 2.39 2.44 3.42 FLT4 Kinase 0.96 1.23 0.96 1.35 6.70 10.79 5.48 8.36 FLT4 Kinase 0.94 0.83 0.74 0.75 0.46 0.40 0.52 0.41
FN3K Kinase 0.67 1.28 1.17 1.24 1.44 3.70 3.79 3.08 FN3K Kinase 1.07 1.24 1.43 1.46 11.52 8.63 18.45 12.48 FN3K Kinase 0.84 0.83 0.93 0.86 0.28 0.37 0.26 0.36
FN3KRP Kinase 0.80 1.57 1.04 1.19 2.12 3.18 3.10 3.39 FN3KRP Kinase 1.72 1.14 0.97 1.03 18.23 12.51 15.70 4.85 FN3KRP Kinase 0.93 0.90 0.68 0.90 0.15 0.26 0.30 0.61
FRK Kinase 1.40 1.00 0.97 1.12 1.57 2.52 1.97 2.91 FRK Kinase 1.16 1.24 1.54 1.07 7.71 12.83 7.08 9.63 FRK Kinase 0.70 0.85 0.86 0.99 0.19 0.50 0.65 0.49
FUK Kinase NA 1.04 1.02 1.02 1.34 2.13 3.01 2.89 FUK Kinase 1.28 1.32 1.51 1.35 7.98 8.63 11.81 8.06 FUK Kinase 1.05 1.01 1.05 0.97 0.55 0.43 0.34 0.25
FYN Kinase 1.05 0.97 1.01 1.10 1.38 2.40 2.79 2.85 FYN Kinase 0.65 1.26 1.04 1.54 6.31 10.11 5.77 9.20 FYN Kinase 0.89 0.95 0.81 0.93 0.35 0.54 0.59 0.46
GAK Kinase 0.91 1.02 0.92 1.04 1.40 2.30 2.46 3.12 GAK Kinase 1.04 2.01 1.26 0.99 4.47 11.04 13.84 18.26 GAK Kinase 0.82 0.88 0.82 0.76 0.47 0.42 0.31 0.19
GALK1 Kinase 0.75 1.03 0.93 1.00 1.23 2.46 1.67 3.01 GALK1 Kinase 0.89 1.70 1.52 1.60 7.98 8.92 6.39 7.01 GALK1 Kinase 0.86 0.81 0.76 0.99 0.33 0.59 0.64 0.76
GALK2 Kinase NA 1.14 1.20 2.04 1.54 3.28 2.02 3.16 GALK2 Kinase 1.10 1.45 1.02 0.98 4.44 17.12 6.08 7.27 GALK2 Kinase 0.81 1.07 0.70 0.91 0.66 0.29 0.43 0.57
GCK Kinase NA 0.97 0.87 0.99 1.01 2.26 1.73 2.55 GCK Kinase 1.01 1.59 1.22 1.14 3.10 13.67 8.62 8.52 GCK Kinase 0.95 0.94 0.63 1.09 0.61 0.22 0.11 0.53
GIT1 Kinase 0.48 1.29 0.98 1.10 0.97 2.59 2.82 3.08 GIT1 Kinase 1.06 1.17 1.52 1.29 6.46 10.06 9.37 9.68 GIT1 Kinase 1.02 0.87 0.86 0.93 0.51 0.30 0.51 0.54
GIT2 Kinase NA 1.05 1.03 1.13 0.77 2.59 2.92 3.05 GIT2 Kinase 1.29 0.98 1.06 1.49 4.51 6.75 8.32 10.05 GIT2 Kinase 0.96 0.95 1.07 0.86 0.55 0.56 0.53 0.43
GK Kinase NA 0.92 1.00 1.15 0.96 2.10 1.94 2.37 GK Kinase 0.65 1.47 1.01 1.00 4.76 11.60 4.03 7.68 GK Kinase 1.10 0.89 0.65 1.01 0.76 0.32 0.78 0.62
GK2 Kinase 2.04 1.02 0.99 1.20 1.04 2.17 2.47 2.31 GK2 Kinase 1.35 1.12 1.09 1.01 6.32 5.75 9.73 4.69 GK2 Kinase 0.81 0.99 0.92 0.92 0.46 0.74 0.60 0.71
GKAP1 Kinase 0.65 1.39 1.05 1.40 1.48 3.03 3.34 3.11 GKAP1 Kinase 0.89 1.07 1.61 2.74 9.24 8.21 11.01 14.77 GKAP1 Kinase 0.85 0.95 0.76 0.67 0.26 0.48 0.55 0.33
GNE Kinase NA 1.63 1.00 1.10 0.80 1.25 1.90 2.67 GNE Kinase 1.08 0.91 1.15 1.56 7.08 2.50 2.92 8.03 GNE Kinase 1.08 1.06 1.00 1.07 0.39 0.60 0.77 0.54
GRK1 Kinase 1.13 1.09 1.12 1.11 1.45 2.66 3.69 4.24 GRK1 Kinase 1.33 1.63 1.12 1.42 4.17 11.28 15.04 13.02 GRK1 Kinase 0.91 1.05 0.92 0.91 0.75 0.47 0.42 0.41
GRK4 Kinase 1.42 0.99 1.10 1.10 1.25 2.70 2.92 2.77 GRK4 Kinase 0.89 1.53 1.31 1.53 6.34 18.54 9.45 9.06 GRK4 Kinase 0.97 1.06 0.82 0.85 0.49 0.32 0.41 0.52
GRK5 Kinase 0.99 0.98 1.00 1.03 1.16 2.32 2.67 3.13 GRK5 Kinase 1.07 1.34 1.45 1.21 5.92 9.33 14.57 17.96 GRK5 Kinase 0.75 1.00 0.77 0.90 0.46 0.32 0.18 0.25
GRK6 Kinase 0.88 1.10 0.91 1.11 1.42 2.27 2.38 3.12 GRK6 Kinase 1.53 1.49 1.39 0.98 8.72 13.61 9.22 13.79 GRK6 Kinase 0.69 1.06 0.82 1.02 0.29 0.48 0.42 0.34
GRK7 Kinase NA 0.99 1.03 0.93 1.64 2.68 2.62 2.53 GRK7 Kinase 2.33 1.13 1.12 1.44 7.64 8.50 7.59 6.35 GRK7 Kinase 0.96 1.01 0.92 1.01 0.48 0.48 0.48 0.49
GSK3A Kinase NA 1.21 1.15 1.20 1.59 2.59 3.34 3.69 GSK3A Kinase 0.91 1.43 1.00 1.60 5.37 8.13 9.97 6.59 GSK3A Kinase 0.89 0.99 0.79 1.04 0.73 0.73 0.45 0.60
GSK3B Kinase NA 1.14 0.95 1.01 0.83 1.77 1.89 2.41 GSK3B Kinase 0.82 1.11 1.09 1.04 5.38 3.50 7.17 8.80 GSK3B Kinase 1.04 1.11 0.67 1.10 0.46 0.77 0.40 0.49
GUK1 Kinase NA 1.05 1.00 1.29 1.23 2.19 3.39 3.43 GUK1 Kinase 1.52 1.34 1.17 1.09 6.32 10.57 17.43 17.74 GUK1 Kinase 0.89 1.06 0.66 1.00 0.40 0.50 0.36 0.23
HCK Kinase 1.84 0.98 1.07 1.07 1.17 2.74 2.63 3.19 HCK Kinase 1.84 1.29 0.88 1.10 7.55 9.55 7.00 13.73 HCK Kinase 0.76 0.92 0.80 0.77 0.24 0.38 0.47 0.37
HGS Kinase 0.40 1.13 1.17 1.04 0.99 2.14 3.13 3.01 HGS Kinase 0.90 0.97 1.30 1.26 7.38 7.64 15.75 10.00 HGS Kinase 0.94 1.04 1.03 1.02 0.46 0.61 0.30 0.50
HIPK1 Kinase 0.96 1.08 1.15 1.07 2.03 2.11 2.93 3.36 HIPK1 Kinase 1.56 1.17 1.09 1.25 19.03 10.12 15.36 11.18 HIPK1 Kinase 0.78 0.84 0.92 0.74 0.24 0.47 0.32 0.16
HIPK2 Kinase 0.80 2.44 1.27 1.37 1.08 5.76 2.30 2.82 HIPK2 Kinase 0.79 1.24 1.29 1.13 5.02 10.97 13.43 12.32 HIPK2 Kinase 0.93 0.89 0.82 0.78 0.39 0.37 0.32 0.11
HIPK3 Kinase 0.84 1.29 1.19 1.00 1.09 2.87 3.01 2.13 HIPK3 Kinase 1.00 0.98 1.30 1.21 9.92 7.17 5.64 4.16 HIPK3 Kinase 0.91 0.95 0.65 0.90 0.33 0.43 0.46 0.49
HIPK4 Kinase NA 1.15 0.95 1.00 1.61 2.61 3.30 2.82 HIPK4 Kinase 1.27 0.99 1.07 0.84 15.61 10.08 10.64 8.96 HIPK4 Kinase 0.88 0.93 0.99 0.90 0.46 0.42 0.41 0.62
HK1 Kinase 1.26 0.97 1.04 1.10 1.30 2.29 3.69 3.39 HK1 Kinase 0.86 2.41 1.09 1.16 4.71 18.23 12.71 15.41 HK1 Kinase 0.98 0.71 0.96 0.90 0.56 0.17 0.30 0.12
HK2 Kinase 0.96 0.98 1.12 1.11 1.40 2.89 2.65 3.27 HK2 Kinase 0.84 1.04 1.17 1.40 6.86 14.28 16.32 15.95 HK2 Kinase 0.82 0.87 0.84 0.92 0.28 0.31 0.37 0.32
HK3 Kinase 0.90 1.02 1.05 1.13 1.46 2.09 3.11 3.08 HK3 Kinase 1.06 1.65 1.21 1.27 6.53 9.19 18.61 10.51 HK3 Kinase 0.78 0.96 0.97 0.97 0.38 0.58 0.28 0.49
HSPB8 Kinase 0.86 1.51 1.07 1.22 1.27 3.42 3.56 4.26 HSPB8 Kinase 1.03 0.74 1.37 1.19 9.70 7.39 15.46 9.45 HSPB8 Kinase 0.97 0.97 0.68 0.73 0.56 0.49 0.40 0.32
HUNK Kinase NA 1.68 0.99 1.06 0.69 2.81 2.48 3.13 HUNK Kinase 0.99 0.82 0.99 1.12 1.63 16.55 8.81 11.91 HUNK Kinase 0.72 1.00 1.14 1.03 0.49 0.22 0.70 0.20
IBTK Kinase 1.07 0.98 1.02 1.06 1.01 2.89 2.45 3.05 IBTK Kinase 0.93 0.87 1.12 2.27 9.59 9.33 8.22 14.19 IBTK Kinase 0.86 0.96 1.04 0.86 0.37 0.42 0.66 0.47
ICK Kinase 0.48 1.05 1.02 1.13 0.94 2.46 2.73 2.72 ICK Kinase 0.78 1.03 1.60 1.70 6.49 7.65 6.95 10.22 ICK Kinase 0.94 0.95 0.85 1.03 0.48 0.57 0.63 0.45
IHPK1 Kinase NA 1.06 1.05 0.99 0.63 1.76 2.00 1.91 IHPK1 Kinase 1.33 1.15 1.25 1.04 5.90 6.71 7.70 6.08 IHPK1 Kinase 0.98 1.10 1.04 1.21 0.43 0.49 0.57 0.58
IHPK2 Kinase 0.66 1.60 1.16 1.14 1.26 2.90 3.15 3.69 IHPK2 Kinase 0.88 0.88 1.03 0.93 5.66 6.67 7.22 9.50 IHPK2 Kinase 1.04 0.90 0.93 0.98 0.45 0.53 0.64 0.41
IHPK3 Kinase 1.06 1.05 1.05 1.08 2.23 2.63 2.61 3.58 IHPK3 Kinase 1.03 1.09 0.89 1.20 19.84 11.45 2.95 16.41 IHPK3 Kinase 0.85 0.85 0.89 0.91 0.19 0.43 0.90 0.23
IKBKAP Kinase 0.68 1.29 1.32 1.23 1.24 3.44 2.80 2.31 IKBKAP Kinase 0.68 1.18 1.48 0.98 10.41 15.13 15.25 8.52 IKBKAP Kinase 1.04 1.04 0.84 0.92 0.37 0.25 0.39 0.56
IKBKB Kinase 0.71 1.04 1.21 1.17 1.21 2.14 3.78 3.83 IKBKB Kinase 1.71 1.17 1.30 1.17 6.13 17.59 14.57 16.68 IKBKB Kinase 0.97 0.89 0.84 0.96 0.53 0.50 0.31 0.36
IKBKE Kinase 0.59 1.24 1.09 1.27 1.38 2.29 3.22 3.28 IKBKE Kinase 0.90 0.84 1.21 1.70 5.66 5.48 14.27 16.18 IKBKE Kinase 0.94 0.88 0.94 0.80 0.51 0.62 0.46 0.15
IKBKG Kinase 0.87 1.34 1.18 1.08 0.91 3.00 2.86 3.76 IKBKG Kinase 0.67 0.78 1.28 1.41 5.78 9.52 5.11 11.90 IKBKG Kinase 0.75 0.84 0.75 0.87 0.37 0.28 0.83 0.18
ILK Kinase NA 1.22 1.14 1.51 1.80 2.74 3.21 2.72 ILK Kinase 0.89 1.27 1.28 1.17 4.38 19.72 9.14 8.00 ILK Kinase 0.93 1.01 0.82 0.98 0.49 0.22 0.37 0.44
IRAK1 Kinase NA 1.04 0.97 1.15 1.02 2.07 2.05 2.48 IRAK1 Kinase 1.34 1.17 1.08 1.52 3.75 10.53 5.79 7.80 IRAK1 Kinase 1.01 1.02 0.54 1.10 0.48 0.28 0.19 0.41
IRAK1BP1 Kinase 0.87 0.96 1.03 0.99 1.80 2.58 2.84 3.20 IRAK1BP1 Kinase 1.28 1.03 1.45 1.10 11.72 8.20 9.70 7.02 IRAK1BP1 Kinase 0.97 0.99 0.96 0.91 0.48 0.51 0.50 0.41
IRAK2 Kinase NA 0.94 0.86 1.05 1.21 1.84 2.26 2.79 IRAK2 Kinase 1.09 1.69 1.16 1.18 7.28 5.09 9.08 6.16 IRAK2 Kinase 0.70 0.87 0.72 1.02 0.34 0.71 0.47 0.71
IRAK3 Kinase 0.52 1.14 0.99 1.03 1.13 3.32 2.37 3.24 IRAK3 Kinase 0.70 1.10 1.72 1.57 7.91 9.52 9.68 11.80 IRAK3 Kinase 0.91 0.87 0.98 1.09 0.44 0.36 0.44 0.47
IRAK4 Kinase 0.50 1.29 1.09 1.06 1.24 2.84 3.49 3.11 IRAK4 Kinase 0.64 1.10 1.27 0.92 9.73 11.46 22.73 7.26 IRAK4 Kinase 0.97 0.89 0.84 1.04 0.55 0.28 0.37 0.66
ITK Kinase 1.63 0.99 1.13 1.11 1.16 2.28 2.47 2.72 ITK Kinase 1.11 1.15 0.89 1.26 5.64 8.48 6.71 10.16 ITK Kinase 0.95 0.98 0.95 0.71 0.70 0.53 0.55 0.48
ITPK1 Kinase 1.28 0.92 1.08 1.06 1.75 2.01 3.09 3.91 ITPK1 Kinase 0.67 1.12 0.99 0.96 8.16 10.49 13.00 14.33 ITPK1 Kinase 0.76 1.06 0.74 0.93 0.31 0.68 0.19 0.25
ITPKA Kinase 0.94 0.96 1.01 1.10 1.94 2.10 3.23 2.71 ITPKA Kinase 1.01 1.14 1.38 0.95 10.08 12.50 14.08 8.62 ITPKA Kinase 0.72 0.88 0.81 0.86 0.14 0.46 0.31 0.48
ITPKB Kinase 0.83 1.11 1.00 0.99 1.22 2.03 3.43 2.77 ITPKB Kinase 0.92 1.07 1.13 0.89 5.46 7.15 17.10 11.36 ITPKB Kinase 0.89 0.92 0.95 0.99 0.55 0.58 0.24 0.52
ITPKC Kinase 0.80 1.32 1.15 1.16 0.96 2.64 2.43 3.45 ITPKC Kinase 1.18 1.17 1.33 1.74 7.02 11.62 8.74 13.26 ITPKC Kinase 1.01 0.97 1.14 1.00 0.59 0.39 0.64 0.53
JAK1 Kinase 0.66 1.12 1.01 1.26 1.26 2.22 2.83 2.27 JAK1 Kinase 0.99 1.68 1.04 1.96 7.14 13.55 13.16 20.33 JAK1 Kinase 0.89 0.82 0.91 0.89 0.48 0.48 0.45 0.45
JAK2 Kinase NA 1.21 1.14 1.26 1.42 2.27 3.30 3.29 JAK2 Kinase 0.75 1.45 1.67 1.67 7.36 6.98 10.87 18.58 JAK2 Kinase 0.93 0.82 0.74 1.01 0.62 0.47 0.25 0.26
JAK3 Kinase NA 0.91 0.87 0.88 1.07 1.60 2.10 1.94 JAK3 Kinase 0.87 1.08 0.93 1.36 5.55 7.62 9.81 5.18 JAK3 Kinase 0.78 0.88 0.86 0.90 0.30 0.59 0.39 0.60
KDR Kinase NA 1.01 0.90 1.05 1.13 2.50 2.00 2.23 KDR Kinase 1.02 1.96 1.17 1.43 6.12 13.44 6.58 4.91 KDR Kinase 0.97 0.91 0.87 1.00 0.56 0.30 0.62 0.68
KHK Kinase 1.51 1.09 0.98 1.04 1.62 2.09 2.68 3.36 KHK Kinase 0.75 1.07 1.08 1.51 8.32 8.05 5.65 11.47 KHK Kinase 0.65 1.06 0.77 0.79 0.15 0.54 0.41 0.35
KIAA1446 Kinase NA 1.19 1.08 1.16 0.90 2.70 2.14 3.04 KIAA1446 Kinase 1.16 1.36 1.40 1.17 8.14 8.70 7.20 9.71 KIAA1446 Kinase 0.97 1.02 0.95 0.80 0.45 0.40 0.71 0.35
KIAA1804 Kinase NA 1.25 0.94 1.14 1.02 2.28 2.52 2.44 KIAA1804 Kinase 1.18 1.20 1.71 1.75 5.33 7.84 6.68 10.51 KIAA1804 Kinase 1.06 0.99 1.02 1.03 0.43 0.54 0.68 0.54
KIDINS220 Kinase 0.56 1.19 1.00 1.30 1.13 2.34 2.14 3.62 KIDINS220 Kinase 0.95 1.63 1.86 1.46 6.28 7.07 9.76 15.81 KIDINS220 Kinase 1.07 1.11 1.04 0.95 0.69 0.66 0.72 0.33
KIT Kinase 1.13 0.98 1.03 1.05 1.18 2.27 2.66 2.67 KIT Kinase 1.79 1.36 1.06 1.08 6.64 7.72 10.88 7.59 KIT Kinase 0.91 1.05 1.08 1.00 0.44 0.66 0.42 0.67
KSR Kinase NA 1.19 1.07 1.09 0.86 1.81 2.73 2.41 KSR Kinase 0.95 0.98 1.66 1.17 5.83 6.58 7.45 10.51 KSR Kinase 1.01 0.98 0.87 1.06 0.36 0.44 0.25 0.30
KSR2 Kinase 0.70 0.97 1.15 0.98 1.93 2.54 3.36 2.79 KSR2 Kinase 1.42 0.93 1.31 1.14 7.86 12.69 13.91 10.86 KSR2 Kinase 0.87 0.79 0.97 0.89 0.60 0.27 0.40 0.41
LATS1 Kinase 0.43 1.12 0.95 1.04 1.08 2.30 3.08 3.16 LATS1 Kinase 0.83 1.15 1.68 2.02 6.12 9.38 11.85 19.78 LATS1 Kinase 0.97 0.98 0.78 0.64 0.43 0.53 0.37 0.17
LATS2 Kinase 0.64 1.07 1.24 1.12 1.48 2.40 2.54 3.56 LATS2 Kinase 1.92 0.73 1.20 1.24 9.64 6.69 6.73 9.10 LATS2 Kinase 0.86 0.97 0.97 0.90 0.23 0.57 0.63 0.42
LCK Kinase 0.90 0.99 1.01 1.13 1.50 2.67 2.38 3.47 LCK Kinase 0.97 1.34 1.42 1.45 7.62 9.06 6.84 7.24 LCK Kinase 0.80 0.83 0.85 0.93 0.24 0.39 0.56 0.41
LIMK1 Kinase 0.86 0.99 0.98 1.11 1.06 2.69 2.60 2.73 LIMK1 Kinase 0.79 1.64 1.43 0.93 5.51 22.56 10.70 6.26 LIMK1 Kinase 0.81 0.90 0.88 0.98 0.44 0.24 0.43 0.61
LIMK2 Kinase 0.67 0.95 1.03 1.00 1.37 2.15 3.68 2.82 LIMK2 Kinase 1.16 1.43 1.19 1.54 9.97 14.38 17.07 23.82 LIMK2 Kinase 0.92 0.91 0.92 0.95 0.31 0.45 0.40 0.23
LMTK2 Kinase 0.48 1.05 0.93 1.03 0.90 3.06 3.06 3.38 LMTK2 Kinase 0.85 0.92 1.18 1.93 4.94 11.58 10.25 21.64 LMTK2 Kinase 0.83 0.97 0.88 0.78 0.58 0.36 0.50 0.20
LMTK3 Kinase 0.60 1.71 1.53 1.08 1.20 3.04 3.55 3.58 LMTK3 Kinase 0.74 0.92 1.22 1.60 5.38 10.61 11.42 11.94 LMTK3 Kinase 0.91 0.81 1.00 0.79 0.16 0.31 0.43 0.18
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MEAN
Cells only Cells only Cells only
siNeg siNeg siNeg
siCASP8 siCASP8 siCASP8
siFLIP siFLIP siFLIP
siCelldeath siCelldeath siCelldeath
Cells only Cells only Cells only
siNeg siNeg siNeg
siCASP8 siCASP8 siCASP8
siFLIP siFLIP siFLIP
siCelldeath siCelldeath siCelldeath
Gene Symbol Gene Set siRNA A siRNA B siRNA C siRNA D siRNA A siRNA B siRNA C siRNA D Gene Symbol Gene Set siRNA A siRNA B siRNA C siRNA D siRNA A siRNA B siRNA C siRNA D Gene Symbol Category siRNA A siRNA B siRNA C siRNA D siRNA A siRNA B siRNA C siRNA D

0.07
0.18 0.11

0.16
0.56 0.13
0.95 0.10

1.06 0.17
0.57 0.17

0.65

0.38

0.11
1.00 0.06
1.06 0.10

1.09

CONTROLS 
(Phosphatase 

set)

1.42

0.10
0.17
0.21
0.35

2.50

3.91 0.99

4.84 1.20
5.37 1.30
2.38 0.64
7.54 1.07
11.50 2.18

0.28

4.53

NA NA NA

0.05
0.05
0.08
0.03
0.04

0.64
0.47
1.00
0.26
0.04

0.29
NA 1.00 0.21
NA 1.14 0.21NA

NA

CONTROLS 
(Kinase & 
Additional 
gene set)

CONTROLS 
(Phosphatase 

set)

CONTROLS 
(Kinase & 
Additional 
gene set

CONTROLS 
(Phosphatase 

set)

1.99 0.60

NA NA NA NA

NA NA
NA 1.23

1.39
3.03

0.77
0.39
0.84

NA NA NA

1.13
1.39

NA 1.03NA NA
2.69 0.73 4.73

0.06
0.07
0.07
0.05
0.06

1.06
1.00
0.98
0.93
0.15

1.52
1.59
0.37
2.08

CONTROLS 
(Kinase & 
Additional 
gene set

0.57
0.22

0.98
MEAN

1.00
1.03
1.06

5.98
7.10
1.56

10.58

0.18 1.10
1.00

18.811.13

0,30
0.34

StDev
NO TRAIL 100 ng TRAIL (24 hour)

Caspase 8 Assay (Fold change relative to siNegative transfected cells, No TRAIL) Caspase 3/7 assay (Fold change relative to siNegative transfected cells, No TRAIL) Cell viability assay (Fold change relative to siNegative transfected cells, No TRAIL)
NO TRAIL 1000 ng TRAIL (1 hour) NO TRAIL 1000 ng TRAIL (1 hour)

StDev StDev MEANMEAN StDev MEAN StDev MEAN StDev

LOC161635 Kinase 0.74 1.02 1.02 0.99 1.49 3.02 2.46 2.53 LOC161635 Kinase 3.32 0.89 1.21 1.36 10.30 6.91 8.40 4.93 LOC161635 Kinase 1.07 0.96 1.00 0.94 0.60 0.68 0.73 0.64
LOC283155 Kinase 0.73 1.02 1.07 1.05 1.80 2.40 3.18 2.62 LOC283155 Kinase 1.53 1.09 1.34 1.01 12.38 6.83 9.53 7.41 LOC283155 Kinase 0.69 0.81 0.96 1.00 0.28 0.52 0.44 0.50
LOC285940 Kinase NA 1.08 1.09 1.26 2.13 2.88 3.28 2.41 LOC285940 Kinase 1.16 1.06 1.32 1.10 9.19 7.20 8.98 8.15 LOC285940 Kinase 1.01 1.04 0.88 0.90 0.56 0.59 0.64 0.39
LOC375449 Kinase 0.85 1.02 1.10 1.03 1.81 2.11 2.68 3.13 LOC375449 Kinase 1.31 1.25 1.22 0.93 12.09 8.63 9.91 9.29 LOC375449 Kinase 1.00 0.88 0.82 0.96 0.51 0.39 0.43 0.39
LOC390777 Kinase 0.79 1.03 0.99 1.01 2.02 2.38 2.11 2.75 LOC390777 Kinase 1.54 0.96 1.36 1.09 15.02 4.28 5.69 2.46 LOC390777 Kinase 0.98 0.78 0.82 0.88 0.31 0.54 0.60 0.70
LOC390975 Kinase 0.73 1.08 1.18 1.20 1.78 3.41 4.08 2.51 LOC390975 Kinase 1.39 1.01 1.74 1.32 15.18 10.58 25.94 6.54 LOC390975 Kinase 0.95 0.90 0.77 0.96 0.28 0.24 0.13 0.51
LOC391295 Kinase 0.71 1.02 0.98 0.98 1.91 3.66 2.89 2.25 LOC391295 Kinase 3.00 1.10 1.84 0.93 13.36 12.02 14.94 11.70 LOC391295 Kinase 0.93 1.03 0.92 0.90 0.47 0.33 0.48 0.44
LOC391533 Kinase NA 1.12 1.21 1.10 1.48 3.16 2.63 3.75 LOC391533 Kinase 1.11 1.03 0.99 1.07 5.85 7.55 5.83 12.58 LOC391533 Kinase 0.96 0.95 0.83 0.97 0.61 0.53 0.66 0.39
LOC392265 Kinase NA 0.96 0.85 0.91 1.29 2.04 2.04 2.11 LOC392265 Kinase 1.61 0.99 1.18 0.93 19.03 5.38 9.95 5.26 LOC392265 Kinase 0.91 0.83 0.84 0.80 0.43 0.33 0.31 0.42
LOC400301 Kinase NA 0.88 1.01 1.02 1.88 1.89 2.93 2.07 LOC400301 Kinase 2.20 1.36 1.23 1.16 12.51 5.19 11.63 8.20 LOC400301 Kinase 1.02 0.92 0.93 1.01 0.52 0.60 0.44 0.57
LOC407835 Kinase 0.88 1.04 1.00 0.98 1.77 2.87 3.20 3.90 LOC407835 Kinase 1.68 0.98 1.35 1.14 6.73 7.61 9.86 9.98 LOC407835 Kinase 0.99 0.98 0.89 0.86 0.73 0.53 0.55 0.34
LOC55971 Kinase 0.62 1.18 1.10 1.16 1.35 2.44 2.96 3.01 LOC55971 Kinase 1.88 0.99 1.55 1.32 15.23 9.09 10.41 8.67 LOC55971 Kinase 0.70 0.89 0.92 0.92 0.23 0.43 0.57 0.42
LOC91807 Kinase 0.66 1.19 1.13 1.13 1.64 3.41 3.70 3.83 LOC91807 Kinase 0.89 0.98 1.55 1.60 17.32 7.32 11.79 8.62 LOC91807 Kinase 0.90 1.00 0.82 0.93 0.34 0.66 0.60 0.48
LRRK1 Kinase 0.79 1.33 1.17 1.09 1.18 2.83 3.29 3.50 LRRK1 Kinase 0.99 1.06 1.19 1.20 6.48 10.23 9.40 13.66 LRRK1 Kinase 0.91 1.11 0.82 0.83 0.29 0.50 0.57 0.39
LRRK2 Kinase 0.84 0.87 0.99 0.98 2.07 2.90 2.57 2.39 LRRK2 Kinase 1.49 0.82 1.17 0.79 11.21 8.64 10.56 5.64 LRRK2 Kinase 0.93 0.86 1.01 0.92 0.42 0.49 0.60 0.57
LTK Kinase NA 1.05 1.24 1.13 1.29 2.49 3.08 2.63 LTK Kinase 2.06 1.31 1.08 1.15 8.81 8.47 7.35 15.06 LTK Kinase 0.49 0.97 0.83 0.89 0.13 0.62 0.31 0.44
LYK5 Kinase 0.60 1.18 1.15 1.11 1.54 3.21 4.01 3.19 LYK5 Kinase 0.69 0.91 2.29 1.23 6.66 8.16 18.29 10.50 LYK5 Kinase 0.84 0.87 0.78 0.90 0.38 0.41 0.26 0.46
LYN Kinase NA 1.13 0.93 1.01 1.08 3.14 2.22 2.48 LYN Kinase 1.04 1.07 0.85 0.84 5.50 16.08 6.82 7.70 LYN Kinase 0.96 1.01 1.05 1.05 0.37 0.37 0.58 0.43
MADD Kinase 0.63 1.16 1.01 1.04 0.98 2.00 2.92 2.89 MADD Kinase 1.04 0.88 0.89 1.12 5.23 5.11 13.21 17.32 MADD Kinase 1.00 0.99 0.73 0.77 0.74 0.63 0.38 0.22
MAGI Kinase 0.97 0.98 0.98 1.10 2.21 3.16 2.53 2.82 MAGI Kinase 1.52 2.15 1.34 0.99 14.12 10.63 9.33 8.09 MAGI Kinase 1.00 0.90 0.76 0.92 0.41 0.38 0.52 0.44
MAGI1 Kinase 0.95 1.03 0.97 1.08 2.22 2.78 3.26 2.48 MAGI1 Kinase 1.30 1.27 1.40 1.71 19.57 13.09 8.98 18.30 MAGI1 Kinase 0.93 0.98 1.06 0.62 0.39 0.31 0.46 0.29
MAK Kinase 1.11 1.04 1.02 1.07 1.48 2.56 2.33 3.32 MAK Kinase 1.06 1.30 0.90 1.29 5.93 10.11 6.71 8.24 MAK Kinase 1.00 1.03 0.70 0.95 0.54 0.64 0.34 0.67
MAP2K1 Kinase NA 1.15 1.54 2.28 1.64 2.20 2.99 4.25 MAP2K1 Kinase 1.73 1.57 1.14 1.62 8.60 7.16 7.63 17.03 MAP2K1 Kinase 0.89 0.80 0.79 0.96 0.23 0.44 0.45 0.20
MAP2K1IP1 Kinase NA 1.20 0.98 0.99 1.03 3.01 3.30 3.02 MAP2K1IP1 Kinase 1.28 0.84 1.40 1.43 4.22 6.51 10.04 7.05 MAP2K1IP1 Kinase 0.87 1.05 1.06 0.83 0.57 0.63 0.41 0.40
MAP2K2 Kinase NA 0.79 1.00 0.98 1.07 2.27 2.45 2.59 MAP2K2 Kinase 1.33 1.17 0.96 2.00 7.45 10.74 4.59 12.06 MAP2K2 Kinase 0.90 0.97 0.75 0.99 0.27 0.26 0.76 0.42
MAP2K3 Kinase NA 0.85 0.94 1.01 0.90 2.34 3.30 2.88 MAP2K3 Kinase 0.89 1.37 1.26 1.34 5.10 5.53 22.02 8.90 MAP2K3 Kinase 0.83 0.95 0.65 0.85 0.39 0.58 0.20 0.59
MAP2K4 Kinase 0.78 1.20 1.09 1.02 1.35 2.51 2.46 3.68 MAP2K4 Kinase 1.00 1.52 1.35 0.89 5.12 10.24 8.00 10.99 MAP2K4 Kinase 0.88 0.91 1.05 0.99 0.50 0.48 0.59 0.40
MAP2K5 Kinase 1.86 3.74 1.04 1.20 1.78 4.41 3.22 3.14 MAP2K5 Kinase 1.05 2.88 1.02 1.09 7.72 23.09 8.20 5.45 MAP2K5 Kinase 0.94 0.83 0.80 0.83 0.29 0.14 0.50 0.66
MAP2K6 Kinase 1.36 1.20 0.96 1.08 2.05 3.46 2.67 3.48 MAP2K6 Kinase 0.75 1.49 0.99 1.24 9.17 34.70 11.73 8.99 MAP2K6 Kinase 0.86 0.91 0.98 1.00 0.36 0.28 0.55 0.55
MAP2K7 Kinase 1.13 1.04 1.10 1.24 1.75 2.36 3.10 3.82 MAP2K7 Kinase 0.96 1.77 1.27 1.70 8.82 11.18 7.63 14.03 MAP2K7 Kinase 0.76 0.70 0.95 0.80 0.16 0.22 0.55 0.19
MAP3K1 Kinase 0.61 1.04 0.88 0.90 1.44 2.65 2.67 2.85 MAP3K1 Kinase 1.24 1.32 0.97 0.94 7.19 13.54 9.02 7.80 MAP3K1 Kinase 1.02 0.89 0.83 0.96 0.39 0.36 0.13 0.49
MAP3K10 Kinase 0.82 0.96 0.97 1.02 1.48 2.70 2.12 3.74 MAP3K10 Kinase 1.08 1.48 1.23 0.86 5.85 9.54 6.27 9.82 MAP3K10 Kinase 0.94 1.01 0.98 0.98 0.54 0.63 0.45 0.37
MAP3K11 Kinase 0.67 1.26 1.03 1.06 1.15 2.48 2.27 3.61 MAP3K11 Kinase 1.20 1.45 1.19 1.37 4.84 7.04 6.50 18.79 MAP3K11 Kinase 0.84 0.78 0.79 0.90 0.48 0.41 0.48 0.16
MAP3K12 Kinase 0.63 1.08 0.94 1.05 1.17 2.16 2.68 2.34 MAP3K12 Kinase 1.47 1.15 1.85 1.13 9.61 6.59 8.10 4.14 MAP3K12 Kinase 0.78 0.91 1.00 0.84 0.41 0.51 0.62 0.64
MAP3K13 Kinase NA 0.92 1.07 0.99 1.12 2.33 2.00 2.60 MAP3K13 Kinase 1.36 0.84 1.99 1.11 7.25 7.10 9.32 7.30 MAP3K13 Kinase 0.91 1.07 0.77 0.95 0.44 0.68 0.47 0.47
MAP3K14 Kinase NA 1.29 0.96 1.05 1.09 3.29 2.83 3.30 MAP3K14 Kinase 1.22 1.18 1.15 1.06 6.67 8.53 7.46 12.37 MAP3K14 Kinase 0.83 1.00 1.05 1.04 0.42 0.46 0.61 0.42
MAP3K2 Kinase 0.46 1.34 0.96 1.02 1.06 2.78 3.28 2.73 MAP3K2 Kinase 0.83 0.92 1.31 1.12 6.86 10.50 13.10 12.45 MAP3K2 Kinase 0.96 1.00 0.94 0.90 0.48 0.40 0.44 0.43
MAP3K3 Kinase NA 1.05 0.96 1.04 1.30 2.12 3.55 3.10 MAP3K3 Kinase 1.30 1.43 1.15 0.69 5.15 13.87 9.25 10.12 MAP3K3 Kinase 1.09 0.89 0.89 1.00 0.55 0.31 0.30 0.28
MAP3K4 Kinase NA 0.98 1.01 0.89 1.14 2.24 2.36 2.35 MAP3K4 Kinase 1.16 1.46 1.04 1.12 6.12 12.48 12.20 7.58 MAP3K4 Kinase 0.90 1.02 0.72 1.11 0.48 0.32 0.42 0.67
MAP3K5 Kinase NA 1.07 1.04 1.06 1.16 2.21 2.47 2.99 MAP3K5 Kinase 0.72 1.17 1.67 0.85 4.85 8.27 10.02 9.97 MAP3K5 Kinase 0.98 0.90 0.70 0.99 0.64 0.54 0.45 0.64
MAP3K6 Kinase 0.59 1.14 1.13 0.95 1.05 2.55 2.64 2.97 MAP3K6 Kinase 0.69 0.77 1.09 1.05 4.00 5.51 7.20 13.90 MAP3K6 Kinase 0.92 0.82 0.95 0.85 0.67 0.56 0.93 0.32
MAP3K7 Kinase 0.53 1.03 1.02 1.08 1.03 2.35 2.28 2.77 MAP3K7 Kinase 0.77 1.90 1.01 0.81 5.73 7.56 8.61 7.81 MAP3K7 Kinase 1.00 0.84 1.02 0.88 0.64 0.31 0.59 0.50
MAP3K7IP1 Kinase 0.60 1.16 1.07 1.09 0.86 2.51 3.28 3.05 MAP3K7IP1 Kinase 1.12 1.01 0.89 1.76 4.91 10.07 16.24 6.30 MAP3K7IP1 Kinase 0.51 0.94 0.84 0.85 0.27 0.34 0.25 0.51
MAP3K7IP2 Kinase 0.55 1.50 0.96 1.11 0.91 2.59 2.22 3.41 MAP3K7IP2 Kinase 1.18 2.08 1.21 1.72 4.29 6.92 6.78 8.67 MAP3K7IP2 Kinase 0.84 0.86 0.86 0.93 0.29 0.38 0.50 0.34
MAP3K8 Kinase 0.71 0.95 0.90 1.07 1.42 2.31 2.37 3.07 MAP3K8 Kinase 0.98 1.34 1.19 1.55 6.86 10.21 5.03 7.52 MAP3K8 Kinase 0.91 1.00 0.81 1.01 0.44 0.53 0.68 0.60
MAP3K9 Kinase 1.20 1.10 1.11 1.14 1.65 2.83 2.53 3.46 MAP3K9 Kinase 0.66 1.11 1.16 2.37 5.22 10.16 11.09 6.92 MAP3K9 Kinase 0.96 1.01 0.67 0.91 0.49 0.60 0.37 0.58
MAP4K1 Kinase 0.61 1.33 1.15 0.99 1.08 3.35 3.24 2.98 MAP4K1 Kinase 0.80 0.90 0.87 1.09 6.90 5.45 8.78 9.23 MAP4K1 Kinase 0.88 0.81 0.90 0.88 0.29 0.33 0.54 0.56
MAP4K2 Kinase NA 1.41 1.16 1.32 2.30 2.22 3.04 2.43 MAP4K2 Kinase 1.60 1.39 1.01 1.18 8.64 7.55 8.72 8.67 MAP4K2 Kinase 0.89 0.84 0.78 1.01 0.08 0.35 0.44 0.52
MAP4K3 Kinase NA 1.75 1.00 0.94 0.78 1.50 2.75 2.52 MAP4K3 Kinase 1.00 0.83 1.39 1.20 5.97 4.31 10.51 7.22 MAP4K3 Kinase 1.01 0.86 1.14 1.06 0.49 0.42 0.22 0.53
MAP4K4 Kinase 1.08 1.03 0.95 1.11 1.08 2.61 2.34 3.28 MAP4K4 Kinase 0.89 0.71 0.93 1.54 6.44 7.53 6.24 9.02 MAP4K4 Kinase 0.96 0.78 0.82 0.92 0.61 0.46 0.67 0.41
MAP4K5 Kinase NA 1.30 0.98 1.07 1.06 2.74 2.51 2.89 MAP4K5 Kinase 0.99 0.93 1.58 1.07 5.88 12.36 4.71 4.08 MAP4K5 Kinase 1.00 0.93 1.08 0.94 0.49 0.39 0.65 0.75
MAPK1 Kinase 1.08 1.20 1.08 1.12 1.27 2.34 2.42 3.11 MAPK1 Kinase 0.78 1.82 1.36 1.51 6.33 9.94 6.61 8.92 MAPK1 Kinase 0.89 0.87 0.84 0.93 0.53 0.41 0.50 0.45
MAPK10 Kinase 0.94 0.98 1.11 1.02 1.39 2.57 2.85 3.55 MAPK10 Kinase 1.05 1.33 1.09 1.57 6.13 6.30 8.14 18.90 MAPK10 Kinase 0.95 0.93 1.01 0.97 0.57 0.79 0.52 0.37
MAPK11 Kinase 1.33 1.04 1.06 1.13 2.42 3.33 2.81 3.85 MAPK11 Kinase 1.91 1.37 1.49 1.28 9.44 14.75 5.15 10.78 MAPK11 Kinase 0.80 0.93 0.90 0.94 0.14 0.45 0.71 0.34
MAPK12 Kinase 1.00 1.34 1.02 1.12 1.75 2.13 4.30 3.69 MAPK12 Kinase 0.98 1.48 1.37 1.22 8.81 6.19 13.71 7.82 MAPK12 Kinase 0.69 0.93 0.72 0.75 0.17 0.53 0.15 0.28
MAPK13 Kinase 0.72 1.08 0.98 1.01 1.68 2.12 2.13 3.33 MAPK13 Kinase 0.96 1.55 1.07 0.97 6.60 13.44 5.06 18.18 MAPK13 Kinase 0.90 0.90 0.85 0.98 0.55 0.39 0.59 0.31
MAPK14 Kinase NA 1.37 1.29 1.37 1.81 2.83 4.02 4.30 MAPK14 Kinase 1.50 1.14 1.15 1.13 7.49 9.12 11.73 13.01 MAPK14 Kinase 0.86 0.97 0.89 1.02 0.26 0.48 0.24 0.29
MAPK3 Kinase 0.67 1.22 1.00 1.15 1.33 2.38 2.87 3.42 MAPK3 Kinase 0.98 1.39 1.16 1.60 4.88 5.93 12.29 14.50 MAPK3 Kinase 0.89 1.00 0.75 0.97 0.57 0.72 0.45 0.41
MAPK4 Kinase NA 1.35 1.31 1.48 1.37 2.87 3.74 2.71 MAPK4 Kinase 1.60 1.58 1.28 1.09 4.92 12.54 7.77 4.24 MAPK4 Kinase 0.81 0.95 0.68 0.99 0.40 0.58 0.45 0.56
MAPK6 Kinase NA 0.92 1.07 1.02 1.09 1.62 2.05 2.53 MAPK6 Kinase 0.85 1.23 1.06 1.26 4.62 8.16 7.81 7.66 MAPK6 Kinase 1.01 0.90 0.75 0.99 0.68 0.35 0.54 0.57
MAPK7 Kinase NA 0.94 0.97 1.07 1.15 2.25 3.71 3.38 MAPK7 Kinase 1.60 1.28 1.04 1.67 4.97 6.99 13.07 10.63 MAPK7 Kinase 0.80 0.92 0.69 1.00 0.36 0.52 0.46 0.52
MAPK8 Kinase 1.72 1.03 0.97 1.12 1.64 3.48 2.81 4.48 MAPK8 Kinase 1.06 1.47 1.03 1.26 6.17 19.01 8.47 12.16 MAPK8 Kinase 0.91 0.86 0.71 0.78 0.44 0.14 0.45 0.21
MAPK8IP1 Kinase NA 0.98 0.92 1.05 0.75 2.50 1.97 2.12 MAPK8IP1 Kinase 1.22 0.79 1.22 1.07 8.21 6.98 10.94 4.35 MAPK8IP1 Kinase 0.92 1.01 0.91 0.98 0.17 0.49 0.16 0.66
MAPK8IP2 Kinase 0.56 1.37 1.06 1.12 1.10 2.03 2.83 3.52 MAPK8IP2 Kinase 0.73 1.13 1.07 1.51 6.95 6.71 12.47 18.70 MAPK8IP2 Kinase 0.96 0.97 0.87 0.76 0.53 0.60 0.47 0.25
MAPK8IP3 Kinase NA 1.01 1.09 1.09 0.98 2.53 3.02 2.48 MAPK8IP3 Kinase 1.40 0.81 1.75 1.22 6.95 6.41 25.36 6.91 MAPK8IP3 Kinase 1.07 0.95 0.83 1.00 0.47 0.55 0.14 0.62
MAPK9 Kinase 0.98 1.03 1.10 1.12 1.48 2.75 2.93 4.31 MAPK9 Kinase 1.05 1.36 1.49 1.03 6.44 11.02 12.31 10.00 MAPK9 Kinase 0.84 0.78 0.93 1.07 0.37 0.21 0.42 0.39
MAPKAP1 Kinase NA 1.68 0.99 1.00 1.00 2.79 3.12 3.00 MAPKAP1 Kinase 1.20 1.21 1.64 1.25 7.56 7.73 14.09 12.72 MAPKAP1 Kinase 0.91 0.97 1.10 0.92 0.27 0.39 0.58 0.44
MAPKAPK2 Kinase 0.56 1.10 1.04 0.95 1.36 2.51 2.58 3.64 MAPKAPK2 Kinase 0.99 0.87 1.19 0.95 11.30 6.19 7.73 15.40 MAPKAPK2 Kinase 0.92 0.97 0.86 0.78 0.17 0.52 0.48 0.32
MAPKAPK3 Kinase 0.67 1.05 0.97 1.03 1.13 3.76 2.90 3.07 MAPKAPK3 Kinase 0.83 0.86 1.36 1.42 4.36 10.74 16.87 9.03 MAPKAPK3 Kinase 0.91 0.90 0.80 0.97 0.62 0.18 0.24 0.43
MAPKAPK5 Kinase NA 1.62 0.96 0.97 0.75 1.78 2.23 2.72 MAPKAPK5 Kinase 0.87 0.96 1.38 1.41 4.47 4.24 7.04 15.16 MAPKAPK5 Kinase 0.97 1.04 1.14 0.97 0.59 0.76 0.58 0.23
MAPKBP1 Kinase 0.62 1.60 1.10 1.15 1.01 3.46 3.03 3.36 MAPKBP1 Kinase 0.92 0.91 1.10 1.20 5.74 6.88 9.45 9.98 MAPKBP1 Kinase 0.96 0.98 0.96 1.04 0.54 0.55 0.61 0.50
MARCKS Kinase NA 0.90 0.99 1.04 1.47 2.00 2.59 2.49 MARCKS Kinase 1.02 1.23 1.00 0.99 5.98 7.58 7.05 5.74 MARCKS Kinase 0.83 1.09 0.93 0.99 0.49 0.62 0.59 0.73
MARK1 Kinase 1.05 1.11 1.04 1.06 1.77 2.66 2.48 2.72 MARK1 Kinase 0.85 1.50 0.78 0.95 6.15 7.22 6.06 5.68 MARK1 Kinase 0.83 1.03 0.98 0.97 0.34 0.73 0.69 0.77
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MEAN
Cells only Cells only Cells only
siNeg siNeg siNeg
siCASP8 siCASP8 siCASP8
siFLIP siFLIP siFLIP
siCelldeath siCelldeath siCelldeath
Cells only Cells only Cells only
siNeg siNeg siNeg
siCASP8 siCASP8 siCASP8
siFLIP siFLIP siFLIP
siCelldeath siCelldeath siCelldeath
Gene Symbol Gene Set siRNA A siRNA B siRNA C siRNA D siRNA A siRNA B siRNA C siRNA D Gene Symbol Gene Set siRNA A siRNA B siRNA C siRNA D siRNA A siRNA B siRNA C siRNA D Gene Symbol Category siRNA A siRNA B siRNA C siRNA D siRNA A siRNA B siRNA C siRNA D

0.07
0.18 0.11

0.16
0.56 0.13
0.95 0.10

1.06 0.17
0.57 0.17

0.65

0.38

0.11
1.00 0.06
1.06 0.10

1.09

CONTROLS 
(Phosphatase 

set)

1.42

0.10
0.17
0.21
0.35

2.50

3.91 0.99

4.84 1.20
5.37 1.30
2.38 0.64
7.54 1.07
11.50 2.18

0.28

4.53

NA NA NA

0.05
0.05
0.08
0.03
0.04

0.64
0.47
1.00
0.26
0.04

0.29
NA 1.00 0.21
NA 1.14 0.21NA

NA

CONTROLS 
(Kinase & 
Additional 
gene set)

CONTROLS 
(Phosphatase 

set)

CONTROLS 
(Kinase & 
Additional 
gene set

CONTROLS 
(Phosphatase 

set)

1.99 0.60

NA NA NA NA

NA NA
NA 1.23

1.39
3.03

0.77
0.39
0.84

NA NA NA

1.13
1.39

NA 1.03NA NA
2.69 0.73 4.73

0.06
0.07
0.07
0.05
0.06

1.06
1.00
0.98
0.93
0.15

1.52
1.59
0.37
2.08

CONTROLS 
(Kinase & 
Additional 
gene set

0.57
0.22

0.98
MEAN

1.00
1.03
1.06

5.98
7.10
1.56

10.58

0.18 1.10
1.00

18.811.13

0,30
0.34

StDev
NO TRAIL 100 ng TRAIL (24 hour)

Caspase 8 Assay (Fold change relative to siNegative transfected cells, No TRAIL) Caspase 3/7 assay (Fold change relative to siNegative transfected cells, No TRAIL) Cell viability assay (Fold change relative to siNegative transfected cells, No TRAIL)
NO TRAIL 1000 ng TRAIL (1 hour) NO TRAIL 1000 ng TRAIL (1 hour)

StDev StDev MEANMEAN StDev MEAN StDev MEAN StDev

MARK2 Kinase NA 0.99 1.16 1.04 1.60 3.30 3.39 3.35 MARK2 Kinase 1.80 1.23 1.09 1.04 6.13 17.32 10.27 7.13 MARK2 Kinase 0.93 0.90 0.88 0.97 0.49 0.28 0.45 0.50
MARK3 Kinase 0.70 1.06 1.05 1.12 1.58 2.60 2.66 3.33 MARK3 Kinase 0.92 1.51 1.19 1.08 5.94 6.75 7.38 8.05 MARK3 Kinase 0.86 1.01 0.91 0.95 0.39 0.59 0.51 0.42
MARK4 Kinase 1.01 1.04 1.14 1.12 1.09 2.87 3.00 2.69 MARK4 Kinase 6.25 1.12 1.06 2.15 6.95 15.95 11.38 10.17 MARK4 Kinase 0.94 0.92 1.01 0.98 0.46 0.33 0.42 0.48
MAST2 Kinase 0.54 1.01 1.24 1.23 1.40 2.79 2.77 3.67 MAST2 Kinase 1.07 0.92 1.46 1.13 8.47 6.93 8.59 8.99 MAST2 Kinase 0.95 0.93 1.03 0.92 0.38 0.47 0.57 0.21
MAST3 Kinase 1.32 1.08 1.16 1.03 0.91 3.15 2.62 3.22 MAST3 Kinase 0.96 1.01 0.79 0.98 4.60 5.42 7.59 6.69 MAST3 Kinase 1.01 1.07 1.08 1.05 0.48 0.70 0.75 0.48
MAST4 Kinase 1.01 1.13 1.12 1.10 0.99 3.49 2.94 3.04 MAST4 Kinase 0.63 0.92 0.74 1.20 5.43 8.58 9.24 11.02 MAST4 Kinase 0.87 0.89 0.80 0.93 0.49 0.36 0.61 0.67
MASTL Kinase 0.62 1.27 1.11 1.18 1.30 3.10 3.46 3.74 MASTL Kinase 0.74 1.22 1.16 1.27 8.29 7.27 11.21 12.58 MASTL Kinase 0.93 1.08 0.91 0.86 0.30 0.48 0.42 0.35
MATK Kinase 0.66 1.31 0.69 1.01 1.36 2.64 2.02 2.94 MATK Kinase 0.83 1.27 1.04 1.37 5.95 6.88 6.73 5.28 MATK Kinase 0.91 0.98 0.95 1.05 0.49 0.66 0.66 0.61
MELK Kinase 0.97 1.09 1.17 1.19 1.13 3.20 2.58 2.98 MELK Kinase 0.98 0.79 1.18 1.20 7.44 10.39 5.55 10.62 MELK Kinase 0.83 0.82 0.67 0.99 0.43 0.25 0.47 0.52
MERTK Kinase 0.54 1.24 1.16 1.07 1.08 2.30 2.49 2.58 MERTK Kinase 0.67 1.03 1.00 1.07 4.84 5.58 9.73 5.56 MERTK Kinase 1.03 0.97 0.93 0.88 0.59 0.65 0.53 0.64
MET Kinase 1.34 1.00 1.00 1.00 1.68 2.46 2.53 3.48 MET Kinase 0.83 1.47 1.11 1.02 6.86 6.52 9.17 7.66 MET Kinase 0.92 0.86 0.62 0.86 0.57 0.59 0.43 0.61
MGC40579 Kinase NA 0.98 0.96 1.03 2.30 2.31 2.81 2.42 MGC40579 Kinase 1.38 1.08 1.12 1.44 18.21 2.61 3.92 5.49 MGC40579 Kinase 0.94 0.75 0.83 0.96 0.26 0.69 0.75 0.76
MGC4796 Kinase 0.57 1.22 1.06 1.15 1.50 3.58 3.72 3.29 MGC4796 Kinase 0.70 0.94 1.38 1.17 3.94 15.41 9.99 10.15 MGC4796 Kinase 0.82 0.86 0.95 0.69 0.56 0.37 0.55 0.34
MGC75495 Kinase NA 0.90 0.99 0.99 1.43 2.18 2.54 2.96 MGC75495 Kinase 1.42 0.95 1.11 0.93 10.45 5.79 8.59 7.45 MGC75495 Kinase 1.07 1.14 1.01 0.78 0.32 0.61 0.52 0.19
MINK1 Kinase 0.68 1.45 1.19 1.08 0.99 3.69 3.22 3.18 MINK1 Kinase 1.44 0.93 0.96 1.08 7.00 11.99 7.51 9.70 MINK1 Kinase 0.69 0.91 0.71 0.88 0.17 0.30 0.53 0.39
MKNK1 Kinase 0.61 1.16 1.04 1.13 0.99 4.65 3.11 3.10 MKNK1 Kinase 1.39 1.07 1.40 1.57 6.27 14.60 11.82 15.50 MKNK1 Kinase 0.77 0.90 1.01 0.90 0.35 0.11 0.44 0.23
MKNK2 Kinase 0.82 1.18 0.89 1.01 1.75 2.59 2.61 3.41 MKNK2 Kinase 1.49 1.35 1.12 1.34 10.87 21.39 13.78 7.84 MKNK2 Kinase 0.83 0.92 0.84 0.91 0.36 0.41 0.38 0.54
MOS Kinase 0.89 2.02 0.91 0.98 1.59 2.45 2.52 2.08 MOS Kinase 1.50 1.24 1.51 1.59 5.85 10.46 8.99 11.56 MOS Kinase 0.98 0.99 1.03 0.87 0.44 0.44 0.55 0.55
MST1R Kinase NA 1.31 1.02 1.01 1.63 2.44 2.37 2.57 MST1R Kinase 1.32 1.01 1.27 1.71 6.98 9.67 9.06 12.44 MST1R Kinase 0.84 0.93 0.72 1.02 0.39 0.44 0.20 0.41
MST4 Kinase NA 1.41 1.00 1.08 0.93 2.24 2.20 2.75 MST4 Kinase 1.23 1.16 1.27 1.52 5.50 8.16 8.69 10.42 MST4 Kinase 1.07 0.95 0.80 0.97 0.49 0.62 0.48 0.23
MUSK Kinase NA 0.89 1.04 1.01 0.97 1.87 2.48 2.43 MUSK Kinase 0.87 1.44 1.07 1.35 7.37 9.01 8.78 6.07 MUSK Kinase 0.95 1.01 0.76 0.92 0.36 0.54 0.57 0.50
MVK Kinase NA 1.02 0.95 1.13 1.03 2.09 2.58 3.39 MVK Kinase 1.03 1.29 1.24 1.07 6.15 9.73 12.15 10.37 MVK Kinase 0.97 0.95 0.60 1.03 0.32 0.55 0.41 0.48
MYLK Kinase 1.54 1.10 1.14 1.10 1.44 2.29 2.45 3.21 MYLK Kinase 0.83 1.17 0.87 1.25 6.26 11.35 10.19 9.76 MYLK Kinase 0.88 0.99 0.69 0.81 0.60 0.42 0.53 0.44
MYLK2 Kinase 0.50 1.22 0.94 1.08 1.17 2.76 3.05 3.27 MYLK2 Kinase 0.84 0.89 1.11 1.91 7.77 12.97 7.09 10.65 MYLK2 Kinase 0.90 0.94 0.79 0.70 0.47 0.24 0.48 0.23
NAGK Kinase NA 1.06 0.93 0.97 1.02 2.90 2.14 2.67 NAGK Kinase 1.04 1.22 1.19 1.01 8.11 11.18 13.91 11.20 NAGK Kinase 0.75 1.00 1.02 1.05 0.25 0.32 0.40 0.40
NEK1 Kinase 1.17 1.05 1.08 1.15 1.58 2.45 3.99 3.33 NEK1 Kinase 1.07 1.10 1.00 1.10 7.24 10.91 25.32 8.42 NEK1 Kinase 0.98 1.06 0.74 1.00 0.46 0.47 0.19 0.59
NEK11 Kinase 0.48 1.19 1.07 1.16 1.04 2.45 3.00 3.87 NEK11 Kinase 1.01 1.04 1.82 1.10 7.33 9.40 12.92 8.17 NEK11 Kinase 0.82 1.01 0.86 0.95 0.24 0.44 0.40 0.56
NEK2 Kinase 0.84 0.98 1.12 1.13 1.53 3.37 2.57 3.76 NEK2 Kinase 1.14 1.38 1.04 1.15 6.54 14.70 4.60 11.32 NEK2 Kinase 0.84 1.00 0.90 0.87 0.42 0.34 0.63 0.20
NEK3 Kinase 0.73 1.31 1.08 0.98 1.38 2.61 2.41 2.83 NEK3 Kinase 1.06 1.31 1.12 1.01 7.26 18.26 5.20 8.32 NEK3 Kinase 0.87 0.91 0.91 1.02 0.48 0.42 0.49 0.51
NEK4 Kinase 0.77 1.21 0.98 1.02 1.34 2.43 2.31 3.55 NEK4 Kinase 1.37 1.57 1.03 1.86 3.50 8.78 4.92 29.50 NEK4 Kinase 0.76 0.97 1.01 0.68 0.51 0.51 0.45 0.07
NEK6 Kinase NA 1.39 0.99 1.05 0.77 1.98 2.00 2.36 NEK6 Kinase 1.06 0.84 1.83 1.06 5.41 4.60 3.40 7.17 NEK6 Kinase 1.11 1.08 1.09 1.06 0.52 0.74 0.50 0.54
NEK7 Kinase 0.91 0.90 0.97 1.08 1.71 2.23 3.01 2.58 NEK7 Kinase 1.71 1.09 1.05 1.04 10.25 6.69 8.42 5.39 NEK7 Kinase 0.73 0.97 1.04 0.95 0.36 0.47 0.54 0.77
NEK8 Kinase 0.76 0.98 1.00 1.08 2.29 2.12 3.20 3.29 NEK8 Kinase 2.89 0.86 1.22 0.98 17.46 9.41 12.96 9.15 NEK8 Kinase 0.82 1.07 0.88 0.77 0.18 0.74 0.38 0.37
NEK9 Kinase 0.57 1.50 1.16 1.11 1.23 5.06 3.84 3.61 NEK9 Kinase 0.84 1.02 1.19 1.02 5.91 12.68 8.95 14.21 NEK9 Kinase 0.95 0.82 0.80 0.79 0.49 0.19 0.38 0.33
NJMU Kinase 0.65 1.22 1.10 1.19 1.24 3.21 2.47 2.96 NJMU Kinase 0.88 0.80 1.03 1.83 3.40 8.81 10.02 7.50 NJMU Kinase 0.85 0.94 0.88 0.97 0.54 0.50 0.56 0.72
NLK Kinase 0.47 1.21 1.02 0.91 1.23 3.10 2.40 3.34 NLK Kinase 0.78 2.23 1.36 1.07 10.99 14.36 7.59 14.03 NLK Kinase 0.75 0.70 0.85 0.93 0.25 0.13 0.73 0.44
NME1 Kinase 0.69 1.13 1.03 0.92 1.61 2.32 2.74 2.87 NME1 Kinase 0.95 1.48 1.03 1.10 6.57 8.23 9.54 4.13 NME1 Kinase 0.95 0.98 0.93 0.92 0.43 0.69 0.44 0.81
NME2 Kinase NA 1.12 1.47 1.08 2.01 2.77 3.33 4.50 NME2 Kinase 1.63 1.21 1.08 1.36 10.06 7.30 6.78 12.87 NME2 Kinase 0.76 0.85 0.70 0.75 0.17 0.45 0.38 0.22
NME3 Kinase NA 1.01 1.01 1.06 1.10 2.78 2.13 2.64 NME3 Kinase 1.35 1.20 1.19 1.70 5.92 14.53 8.40 7.20 NME3 Kinase 0.84 0.81 0.79 1.05 0.22 0.21 0.53 0.66
NME4 Kinase NA 1.04 1.04 1.00 1.45 2.88 3.37 2.84 NME4 Kinase 1.08 1.39 1.40 1.03 5.78 12.46 20.27 11.00 NME4 Kinase 0.99 0.89 0.71 0.96 0.51 0.50 0.34 0.54
NME5 Kinase 0.51 2.07 1.51 1.37 1.16 2.86 2.08 2.98 NME5 Kinase 0.86 0.96 1.31 1.43 3.86 3.34 4.40 6.87 NME5 Kinase 0.93 0.95 0.86 0.88 0.71 0.81 0.70 0.63
NME6 Kinase 0.52 1.16 1.10 1.08 1.11 2.86 2.74 3.08 NME6 Kinase 1.03 1.00 1.50 1.25 8.17 10.68 7.08 12.50 NME6 Kinase 0.89 0.95 1.05 1.00 0.35 0.34 0.50 0.48
NME7 Kinase 0.68 1.30 1.40 1.08 1.01 2.80 3.81 3.21 NME7 Kinase 1.14 1.10 1.10 1.73 4.99 7.23 14.18 15.08 NME7 Kinase 0.86 0.93 0.80 1.00 0.49 0.51 0.43 0.49
NRBP Kinase 0.54 1.31 1.12 1.09 1.13 3.39 3.26 3.34 NRBP Kinase 0.91 1.74 1.03 1.09 7.84 23.09 7.83 10.93 NRBP Kinase 0.87 0.69 0.83 0.79 0.40 0.04 0.53 0.26
NRGN Kinase 1.69 1.14 1.03 1.08 1.43 3.24 2.77 3.00 NRGN Kinase 0.92 1.54 1.28 1.38 6.14 15.84 6.89 8.75 NRGN Kinase 0.93 0.96 0.69 0.79 0.46 0.31 0.42 0.41
NRK Kinase 1.00 1.02 0.96 1.13 1.97 2.79 2.71 2.54 NRK Kinase 1.45 1.00 1.09 1.57 13.40 8.74 11.45 10.06 NRK Kinase 0.94 1.01 1.03 0.88 0.37 0.55 0.54 0.48
NTRK1 Kinase 1.29 1.11 1.13 1.06 2.01 3.14 2.87 3.34 NTRK1 Kinase 1.67 1.13 0.99 0.89 8.00 11.36 6.39 4.55 NTRK1 Kinase 0.70 0.94 0.79 0.88 0.21 0.41 0.43 0.80
NTRK2 Kinase 0.85 1.25 0.98 1.18 1.41 2.14 3.76 2.88 NTRK2 Kinase 1.07 1.34 0.82 0.99 5.77 5.92 19.03 8.58 NTRK2 Kinase 1.08 0.96 0.77 1.01 0.52 0.68 0.17 0.53
NTRK3 Kinase 0.68 1.14 1.05 1.10 1.37 2.76 2.65 2.73 NTRK3 Kinase 0.85 1.32 1.02 0.95 6.04 13.95 7.06 7.60 NTRK3 Kinase 0.87 0.88 0.86 0.94 0.49 0.42 0.60 0.58
NUCKS Kinase 0.54 1.24 0.94 1.10 1.23 2.84 3.04 2.81 NUCKS Kinase 0.83 1.15 1.00 1.32 6.98 18.54 9.39 2.80 NUCKS Kinase 1.00 0.97 0.96 0.78 0.57 0.28 0.44 0.73
NYD Kinase 0.52 2.52 1.17 1.58 1.46 4.27 3.62 4.25 NYD Kinase 0.71 1.02 1.14 1.17 6.44 9.00 9.56 10.45 NYD Kinase 1.00 0.92 1.00 0.95 0.31 0.27 0.19 0.35
NYD Kinase NA 1.31 0.97 1.08 0.91 2.11 2.81 1.99 NYD Kinase 1.17 0.91 2.53 1.39 6.03 7.31 17.35 4.70 NYD Kinase 1.01 1.02 0.94 1.02 0.33 0.45 0.27 0.79
OXSR1 Kinase 0.54 1.27 1.10 1.10 1.07 3.53 3.64 2.87 OXSR1 Kinase 0.68 0.92 1.69 1.05 7.49 14.22 19.19 9.34 OXSR1 Kinase 0.94 0.98 1.01 1.01 0.55 0.42 0.38 0.68
PACSIN1 Kinase 0.48 1.34 1.01 1.16 1.05 2.80 3.35 2.65 PACSIN1 Kinase 1.04 1.28 1.38 2.48 6.31 6.72 18.37 23.95 PACSIN1 Kinase 0.97 0.93 1.19 0.95 0.49 0.55 0.42 0.35
PACSIN2 Kinase NA 1.13 1.01 1.03 0.91 1.69 1.98 2.39 PACSIN2 Kinase 0.87 0.73 1.08 1.70 5.84 4.86 6.03 9.63 PACSIN2 Kinase 0.94 1.08 1.11 1.00 0.50 0.65 0.61 0.39
PACSIN3 Kinase 0.89 1.37 1.07 1.03 1.08 2.72 3.68 2.95 PACSIN3 Kinase 0.73 1.30 1.38 1.27 5.95 10.08 12.73 11.86 PACSIN3 Kinase 0.94 0.95 0.91 1.05 0.56 0.43 0.45 0.37
PAK1 Kinase NA 1.13 1.07 1.12 1.56 2.11 3.23 3.88 PAK1 Kinase 1.34 1.78 1.14 2.30 8.67 10.25 12.24 10.98 PAK1 Kinase 1.01 0.94 0.65 1.09 0.31 0.39 0.45 0.32
PAK2 Kinase 1.81 1.12 1.11 1.08 1.51 2.56 3.81 3.30 PAK2 Kinase 0.95 1.21 1.19 1.71 3.81 11.03 8.56 18.91 PAK2 Kinase 0.71 0.99 0.71 0.71 0.49 0.48 0.33 0.39
PAK3 Kinase 1.23 1.10 1.05 1.11 1.60 2.95 3.58 3.41 PAK3 Kinase 1.09 1.73 1.20 1.17 6.73 13.36 11.14 9.79 PAK3 Kinase 0.91 1.01 0.84 0.93 0.40 0.48 0.42 0.36
PAK4 Kinase 0.81 1.36 1.02 1.07 0.75 2.67 4.11 2.55 PAK4 Kinase 0.88 1.03 1.48 1.70 6.99 6.60 19.59 7.89 PAK4 Kinase 0.78 1.01 0.67 0.88 0.30 0.55 0.24 0.51
PAK6 Kinase 0.70 1.04 1.18 1.06 1.11 2.94 1.85 2.73 PAK6 Kinase 1.07 4.79 1.39 1.35 5.67 7.92 12.74 7.79 PAK6 Kinase 1.06 0.94 0.81 1.01 0.38 0.42 0.31 0.40
PAK7 Kinase 0.83 1.14 1.21 1.12 1.19 3.45 3.51 4.12 PAK7 Kinase 0.86 0.71 1.07 1.58 9.23 11.24 8.88 19.58 PAK7 Kinase 0.99 0.85 0.88 0.78 0.56 0.18 0.59 0.15
PANK1 Kinase 0.65 1.38 1.22 1.11 1.18 3.28 2.33 3.93 PANK1 Kinase 0.96 1.04 1.01 1.17 6.33 19.65 5.20 11.97 PANK1 Kinase 0.94 0.89 0.80 0.94 0.46 0.18 0.59 0.31
PANK2 Kinase 0.52 3.64 1.15 1.63 1.62 2.72 4.05 3.10 PANK2 Kinase 1.07 0.96 1.00 1.47 7.70 4.37 12.13 9.86 PANK2 Kinase 0.85 0.89 0.87 1.01 0.20 0.83 0.34 0.48
PANK3 Kinase 0.92 1.65 1.12 1.14 1.01 3.64 2.77 3.80 PANK3 Kinase 0.88 0.93 1.49 1.01 5.39 11.54 5.05 15.58 PANK3 Kinase 0.99 0.88 1.06 0.90 0.61 0.25 0.80 0.31
PANK4 Kinase 0.42 1.15 0.98 1.09 1.27 2.76 3.12 3.37 PANK4 Kinase 0.78 0.91 1.18 1.60 10.23 11.16 16.74 11.87 PANK4 Kinase 0.90 0.98 0.92 0.92 0.33 0.40 0.30 0.36
PASK Kinase 1.28 1.06 0.99 1.00 1.15 2.40 2.23 2.91 PASK Kinase 0.86 1.10 1.01 1.16 7.62 6.46 8.31 12.83 PASK Kinase 0.96 0.99 1.01 1.07 0.46 0.60 0.65 0.39
PBK Kinase 0.85 1.14 1.05 1.19 1.07 2.52 3.28 3.42 PBK Kinase 0.81 1.11 1.16 0.85 4.25 4.81 7.20 10.82 PBK Kinase 0.67 0.92 0.82 0.74 0.50 0.73 0.65 0.35
PCK1 Kinase 0.99 1.04 1.15 1.23 1.26 2.84 4.00 3.26 PCK1 Kinase 1.04 1.45 1.15 1.10 2.94 10.27 17.62 9.12 PCK1 Kinase 0.75 0.89 0.83 0.90 0.64 0.41 0.21 0.51
PCTK1 Kinase 1.00 1.02 1.13 1.03 1.38 2.71 3.33 3.32 PCTK1 Kinase 1.51 1.45 1.16 1.17 4.98 11.13 9.77 8.04 PCTK1 Kinase 0.88 0.93 0.93 1.05 0.61 0.44 0.49 0.59
PCTK2 Kinase 0.81 1.26 1.05 1.06 1.32 2.53 2.58 3.26 PCTK2 Kinase 0.78 1.79 1.02 1.34 5.94 16.13 7.46 9.56 PCTK2 Kinase 0.97 0.99 1.00 0.98 0.49 0.41 0.54 0.62
PCTK3 Kinase NA 1.26 1.79 1.18 1.79 4.07 3.17 4.54 PCTK3 Kinase 1.62 1.59 0.96 1.06 7.75 12.68 6.61 14.65 PCTK3 Kinase 0.58 0.80 0.75 1.05 0.10 0.13 0.22 0.31
PDGFRA Kinase NA 1.02 0.95 0.93 1.05 1.54 2.26 3.05 PDGFRA Kinase 1.11 1.60 0.83 1.22 5.98 6.44 10.87 10.29 PDGFRA Kinase 1.00 1.02 0.77 1.00 0.55 0.50 0.45 0.41
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MEAN
Cells only Cells only Cells only
siNeg siNeg siNeg
siCASP8 siCASP8 siCASP8
siFLIP siFLIP siFLIP
siCelldeath siCelldeath siCelldeath
Cells only Cells only Cells only
siNeg siNeg siNeg
siCASP8 siCASP8 siCASP8
siFLIP siFLIP siFLIP
siCelldeath siCelldeath siCelldeath
Gene Symbol Gene Set siRNA A siRNA B siRNA C siRNA D siRNA A siRNA B siRNA C siRNA D Gene Symbol Gene Set siRNA A siRNA B siRNA C siRNA D siRNA A siRNA B siRNA C siRNA D Gene Symbol Category siRNA A siRNA B siRNA C siRNA D siRNA A siRNA B siRNA C siRNA D

0.07
0.18 0.11

0.16
0.56 0.13
0.95 0.10

1.06 0.17
0.57 0.17

0.65

0.38

0.11
1.00 0.06
1.06 0.10

1.09

CONTROLS 
(Phosphatase 

set)

1.42

0.10
0.17
0.21
0.35

2.50

3.91 0.99

4.84 1.20
5.37 1.30
2.38 0.64
7.54 1.07
11.50 2.18

0.28

4.53

NA NA NA

0.05
0.05
0.08
0.03
0.04

0.64
0.47
1.00
0.26
0.04

0.29
NA 1.00 0.21
NA 1.14 0.21NA

NA

CONTROLS 
(Kinase & 
Additional 
gene set)

CONTROLS 
(Phosphatase 

set)

CONTROLS 
(Kinase & 
Additional 
gene set

CONTROLS 
(Phosphatase 

set)

1.99 0.60

NA NA NA NA

NA NA
NA 1.23

1.39
3.03

0.77
0.39
0.84

NA NA NA

1.13
1.39

NA 1.03NA NA
2.69 0.73 4.73

0.06
0.07
0.07
0.05
0.06

1.06
1.00
0.98
0.93
0.15

1.52
1.59
0.37
2.08

CONTROLS 
(Kinase & 
Additional 
gene set

0.57
0.22

0.98
MEAN

1.00
1.03
1.06

5.98
7.10
1.56

10.58

0.18 1.10
1.00

18.811.13

0,30
0.34

StDev
NO TRAIL 100 ng TRAIL (24 hour)

Caspase 8 Assay (Fold change relative to siNegative transfected cells, No TRAIL) Caspase 3/7 assay (Fold change relative to siNegative transfected cells, No TRAIL) Cell viability assay (Fold change relative to siNegative transfected cells, No TRAIL)
NO TRAIL 1000 ng TRAIL (1 hour) NO TRAIL 1000 ng TRAIL (1 hour)

StDev StDev MEANMEAN StDev MEAN StDev MEAN StDev

PDGFRB Kinase NA 0.94 1.09 1.03 1.49 1.87 2.67 4.38 PDGFRB Kinase 1.47 1.67 1.11 1.06 6.72 9.27 12.86 18.63 PDGFRB Kinase 0.82 0.99 0.63 0.99 0.34 0.42 0.39 0.22
PDIK1L Kinase NA 0.95 0.94 0.95 1.65 1.94 3.28 2.26 PDIK1L Kinase 2.36 1.24 1.25 1.22 24.11 6.45 13.60 15.42 PDIK1L Kinase 0.66 1.06 1.10 0.97 0.09 0.59 0.34 0.21
PDK1 Kinase 1.75 1.01 1.07 1.13 1.38 3.25 3.25 3.91 PDK1 Kinase 0.84 1.42 1.19 0.95 5.46 8.80 8.69 14.39 PDK1 Kinase 0.94 0.98 0.65 0.79 0.62 0.54 0.36 0.32
PDK2 Kinase 1.48 1.05 1.08 1.13 1.69 2.50 2.56 3.85 PDK2 Kinase 0.93 1.25 1.05 0.96 8.19 12.71 11.21 12.93 PDK2 Kinase 0.98 0.94 0.85 0.97 0.44 0.45 0.38 0.38
PDK3 Kinase 1.05 1.09 1.07 1.13 1.56 2.95 2.11 3.92 PDK3 Kinase 1.58 1.44 1.61 1.87 5.49 16.75 4.61 15.49 PDK3 Kinase 0.87 0.99 1.01 0.90 0.49 0.37 0.75 0.26
PDK4 Kinase 0.96 0.95 1.01 1.11 1.25 2.66 2.89 2.81 PDK4 Kinase 1.62 1.47 1.13 1.19 5.44 17.38 6.44 11.59 PDK4 Kinase 0.96 1.10 0.98 1.00 0.57 0.34 0.62 0.56
PDLIM5 Kinase 0.71 1.37 1.12 1.07 0.91 2.38 2.80 2.94 PDLIM5 Kinase 0.88 1.04 1.07 1.09 6.90 6.30 7.75 14.39 PDLIM5 Kinase 1.01 0.91 0.69 0.84 0.58 0.45 0.61 0.44
PDPK1 Kinase 0.88 1.07 1.04 1.09 1.68 2.53 2.59 3.84 PDPK1 Kinase 0.91 1.65 1.21 1.35 6.57 14.29 11.33 16.87 PDPK1 Kinase 0.91 1.04 0.89 0.95 0.35 0.29 0.57 0.24
PDXK Kinase 0.72 1.35 0.95 1.08 0.96 2.24 2.60 3.21 PDXK Kinase 0.67 0.86 0.98 1.12 8.44 5.90 8.11 6.02 PDXK Kinase 0.85 0.87 0.72 0.98 0.33 0.52 0.62 0.70
PFKFB1 Kinase NA 1.28 1.54 3.11 1.31 2.36 2.70 3.62 PFKFB1 Kinase 1.15 1.60 2.55 1.21 5.34 4.85 9.90 6.75 PFKFB1 Kinase 0.91 0.89 0.63 0.84 0.42 0.59 0.19 0.52
PFKFB2 Kinase NA 1.01 1.00 1.09 1.14 2.61 2.78 2.46 PFKFB2 Kinase 0.95 1.56 0.91 1.33 7.64 14.30 8.56 13.23 PFKFB2 Kinase 0.88 0.96 0.71 1.02 0.25 0.36 0.38 0.45
PFKFB3 Kinase NA 0.94 1.05 0.98 1.09 2.61 2.96 2.86 PFKFB3 Kinase 1.03 1.53 1.09 1.35 5.80 8.51 8.82 12.61 PFKFB3 Kinase 0.97 1.10 0.67 0.90 0.42 0.59 0.46 0.42
PFKFB4 Kinase 1.72 1.19 1.04 1.19 1.39 2.93 4.29 3.11 PFKFB4 Kinase 1.41 1.02 1.24 0.55 7.22 7.45 15.86 7.88 PFKFB4 Kinase 0.84 0.83 0.73 0.83 0.34 0.46 0.15 0.53
PFKL Kinase 1.44 1.21 1.03 1.12 1.40 2.84 3.49 3.98 PFKL Kinase 1.19 2.46 1.29 2.78 5.51 19.65 20.05 21.15 PFKL Kinase 0.93 0.87 0.78 0.95 0.52 0.27 0.18 0.32
PFKM Kinase 1.02 1.14 1.16 1.19 1.65 2.96 3.22 3.38 PFKM Kinase 1.16 1.64 1.16 1.17 3.93 14.78 11.18 8.89 PFKM Kinase 0.85 0.76 0.85 0.96 0.55 0.20 0.34 0.47
PFKP Kinase 0.91 0.99 0.89 1.16 1.36 2.79 2.56 3.38 PFKP Kinase 0.95 1.37 1.52 1.28 9.20 20.89 21.93 8.26 PFKP Kinase 0.94 1.02 0.93 1.02 0.27 0.33 0.15 0.70
PFTK1 Kinase 1.33 1.25 1.06 1.08 1.19 2.16 2.21 2.98 PFTK1 Kinase 0.68 1.50 1.34 1.19 6.39 10.59 11.66 13.67 PFTK1 Kinase 0.93 1.05 0.81 1.00 0.42 0.54 0.55 0.44
PGK1 Kinase NA 1.26 1.25 1.39 1.65 2.31 2.63 3.64 PGK1 Kinase 0.84 1.32 1.61 0.92 6.20 5.32 11.39 4.92 PGK1 Kinase 0.95 0.91 0.86 1.00 0.42 0.47 0.32 0.59
PGK2 Kinase NA 1.04 0.98 1.08 0.97 2.56 2.36 2.44 PGK2 Kinase 0.98 1.67 1.11 1.05 5.29 10.14 8.21 8.51 PGK2 Kinase 1.15 0.94 0.76 0.99 0.64 0.32 0.33 0.50
PHKA1 Kinase NA 1.00 0.89 1.07 1.39 1.79 3.05 2.62 PHKA1 Kinase 0.85 1.16 1.01 1.42 7.60 4.44 11.26 8.95 PHKA1 Kinase 0.90 0.91 0.68 0.99 0.45 0.58 0.38 0.70
PHKA2 Kinase 1.71 1.11 1.00 1.19 1.76 2.80 3.63 3.22 PHKA2 Kinase 1.09 1.00 1.06 1.37 8.43 14.20 7.03 10.50 PHKA2 Kinase 0.73 0.81 0.87 0.81 0.26 0.20 0.34 0.41
PHKB Kinase 1.25 1.12 1.06 1.14 1.76 2.57 3.26 4.10 PHKB Kinase 1.59 1.53 0.92 1.78 6.05 11.30 11.99 15.20 PHKB Kinase 0.91 0.90 0.90 0.83 0.33 0.57 0.46 0.31
PHKG1 Kinase 0.92 0.96 1.10 1.09 1.45 2.57 3.48 3.28 PHKG1 Kinase 1.14 1.26 1.14 0.85 6.99 10.32 11.69 7.88 PHKG1 Kinase 0.97 0.95 0.87 0.99 0.45 0.47 0.30 0.58
PHKG2 Kinase 0.83 0.99 1.03 1.16 1.36 2.17 3.24 3.91 PHKG2 Kinase 1.06 1.53 2.91 1.16 4.55 10.92 25.46 12.59 PHKG2 Kinase 0.87 0.90 0.60 0.87 0.62 0.48 0.16 0.22
PI4K2B Kinase 0.80 2.80 1.40 1.24 1.28 3.87 4.70 3.93 PI4K2B Kinase 0.86 1.00 4.04 1.52 3.60 11.17 32.74 9.38 PI4K2B Kinase 1.05 0.75 0.75 1.12 0.62 0.19 0.13 0.47
PI4KII Kinase 0.85 1.19 1.00 1.04 1.54 3.11 3.57 3.04 PI4KII Kinase 1.12 0.78 1.20 1.14 10.13 7.49 10.84 9.09 PI4KII Kinase 0.94 0.87 0.87 0.84 0.33 0.41 0.52 0.44
PIK3AP1 Kinase 0.99 0.94 1.08 1.08 1.85 3.48 2.69 3.02 PIK3AP1 Kinase 2.29 1.28 1.37 1.35 13.11 11.66 11.63 5.09 PIK3AP1 Kinase 0.95 0.80 0.88 0.93 0.37 0.24 0.49 0.51
PIK3C2A Kinase 3.23 1.09 1.09 1.20 1.29 2.51 3.67 3.46 PIK3C2A Kinase 1.01 1.40 1.14 2.30 5.46 16.99 18.17 10.01 PIK3C2A Kinase 1.05 1.05 0.83 1.00 0.47 0.34 0.20 0.52
PIK3C2B Kinase NA 1.20 1.42 1.84 1.78 3.65 3.43 3.73 PIK3C2B Kinase 1.25 1.24 1.01 1.03 8.23 13.00 8.47 9.14 PIK3C2B Kinase 0.87 0.98 0.94 1.08 0.20 0.26 0.60 0.52
PIK3C2G Kinase NA 0.95 0.98 0.98 1.08 1.81 2.73 3.01 PIK3C2G Kinase 1.05 1.20 1.02 1.48 5.09 9.67 13.43 23.69 PIK3C2G Kinase 1.04 1.01 0.63 0.91 0.53 0.47 0.15 0.36
PIK3C3 Kinase NA 1.05 1.09 1.11 1.36 2.57 2.81 3.55 PIK3C3 Kinase 1.60 1.43 1.00 1.22 5.83 10.75 8.28 9.46 PIK3C3 Kinase 1.01 1.04 0.77 0.98 0.58 0.42 0.54 0.48
PIK3CA Kinase 1.66 1.08 1.15 1.12 1.07 2.46 2.77 4.11 PIK3CA Kinase 0.84 1.24 1.19 0.93 4.85 9.66 6.12 8.81 PIK3CA Kinase 0.85 1.02 0.79 0.86 0.45 0.47 0.52 0.49
PIK3CB Kinase 1.10 0.94 1.12 1.16 1.43 2.20 3.86 4.24 PIK3CB Kinase 0.91 1.31 1.38 1.42 5.52 13.00 11.33 14.14 PIK3CB Kinase 0.92 0.99 0.90 0.96 0.51 0.45 0.48 0.43
PIK3CD Kinase 0.85 1.05 1.05 1.06 1.42 2.86 3.03 2.92 PIK3CD Kinase 0.93 1.11 1.62 1.22 6.28 16.38 8.45 6.59 PIK3CD Kinase 0.89 0.89 1.06 1.03 0.47 0.26 0.59 0.59
PIK3CG Kinase 0.73 1.03 0.89 1.08 1.25 2.90 2.68 2.16 PIK3CG Kinase 0.86 1.27 1.21 0.94 7.64 13.49 9.97 2.23 PIK3CG Kinase 1.01 0.98 0.78 0.98 0.38 0.41 0.50 0.75
PIK3R1 Kinase NA 4.78 1.42 1.42 2.53 2.44 3.24 4.45 PIK3R1 Kinase 0.92 1.88 1.23 1.30 3.57 14.06 5.79 14.62 PIK3R1 Kinase 0.90 0.76 0.81 0.91 0.42 0.15 0.48 0.23
PIK3R2 Kinase NA 1.00 0.91 1.14 1.15 2.23 2.13 3.08 PIK3R2 Kinase 0.81 1.90 1.17 1.34 4.88 8.52 9.44 11.43 PIK3R2 Kinase 0.95 1.09 0.71 1.01 0.55 0.46 0.46 0.47
PIK3R3 Kinase NA 1.51 1.06 1.04 0.87 2.63 2.33 3.04 PIK3R3 Kinase 1.01 0.72 1.24 1.10 3.45 7.89 5.88 7.99 PIK3R3 Kinase 1.07 0.95 1.14 0.89 0.68 0.40 0.75 0.53
PIK3R4 Kinase 0.83 1.59 1.01 1.07 0.83 3.17 2.78 3.70 PIK3R4 Kinase 1.51 0.88 1.36 1.24 6.76 9.02 13.40 15.32 PIK3R4 Kinase 0.95 0.91 1.06 0.89 0.49 0.44 0.54 0.30
PIK3R5 Kinase 0.59 1.24 1.13 1.09 1.26 2.45 2.88 3.12 PIK3R5 Kinase 0.87 1.13 1.05 1.44 7.01 9.95 9.45 16.44 PIK3R5 Kinase 0.85 0.93 0.99 0.78 0.29 0.19 0.53 0.29
PIK4CA Kinase NA 1.16 0.88 1.11 1.97 1.90 2.98 2.84 PIK4CA Kinase 1.21 1.80 1.27 1.14 7.94 9.37 15.20 13.76 PIK4CA Kinase 0.94 0.82 0.65 0.96 0.25 0.46 0.28 0.47
PIK4CB Kinase 1.48 1.14 1.08 1.10 1.07 3.09 1.87 3.74 PIK4CB Kinase 0.96 1.44 1.09 1.03 4.01 8.83 6.90 7.38 PIK4CB Kinase 0.92 0.78 0.72 0.71 0.69 0.48 0.49 0.37
PIM1 Kinase 0.95 1.20 1.16 1.18 1.28 2.25 2.91 3.64 PIM1 Kinase 0.84 1.60 0.97 1.00 5.56 8.57 8.02 9.45 PIM1 Kinase 0.70 0.92 0.89 1.18 0.25 0.52 0.53 0.48
PIM2 Kinase 0.53 1.24 1.10 1.10 1.55 2.45 3.05 3.13 PIM2 Kinase 0.79 0.99 1.41 1.06 12.21 10.55 12.78 16.35 PIM2 Kinase 0.71 0.94 0.98 0.97 0.09 0.39 0.45 0.32
PINK1 Kinase NA 1.85 1.03 1.03 0.93 2.72 3.03 2.51 PINK1 Kinase 1.40 1.18 1.71 1.54 6.97 6.37 10.17 10.83 PINK1 Kinase 0.94 0.96 1.04 1.04 0.30 0.54 0.34 0.53
PIP5K1A Kinase NA 1.40 0.91 1.03 0.73 1.78 2.05 3.59 PIP5K1A Kinase 1.06 0.87 1.35 1.56 6.26 3.96 7.06 17.95 PIP5K1A Kinase 0.85 1.00 1.14 0.81 0.27 0.61 0.59 0.14
PIP5K1B Kinase NA 1.16 0.99 1.24 0.82 1.87 3.22 3.53 PIP5K1B Kinase 0.97 0.83 1.26 1.73 5.47 5.95 9.78 15.41 PIP5K1B Kinase 1.08 0.99 1.13 0.89 0.43 0.58 0.32 0.38
PIP5K1C Kinase 0.62 1.02 1.00 1.19 1.43 2.71 3.85 4.50 PIP5K1C Kinase 0.75 0.96 0.98 1.90 12.73 8.85 10.83 16.04 PIP5K1C Kinase 0.85 0.99 0.89 0.82 0.17 0.52 0.27 0.26
PIP5K2A Kinase 1.12 1.09 1.00 1.13 1.40 3.11 4.33 3.12 PIP5K2A Kinase 1.15 0.92 1.11 1.02 6.56 18.56 17.35 7.75 PIP5K2A Kinase 0.89 1.09 0.97 0.92 0.53 0.44 0.33 0.58
PIP5K2B Kinase 0.89 1.20 1.04 1.00 1.28 3.09 3.13 3.56 PIP5K2B Kinase 0.97 0.80 1.04 1.18 6.89 7.79 12.88 16.35 PIP5K2B Kinase 0.92 0.96 0.68 1.02 0.33 0.50 0.46 0.25
PIP5K2C Kinase 0.67 1.21 1.18 1.10 1.34 3.83 3.82 3.22 PIP5K2C Kinase 0.82 1.04 1.16 1.39 7.79 10.85 8.02 6.53 PIP5K2C Kinase 0.87 0.95 1.01 0.82 0.40 0.31 0.59 0.52
PIP5K3 Kinase NA 0.99 0.95 1.01 1.87 3.01 3.30 2.69 PIP5K3 Kinase 1.53 1.22 1.12 1.44 8.37 9.51 9.11 5.69 PIP5K3 Kinase 1.02 0.96 0.86 1.04 0.58 0.42 0.51 0.66
PKIA Kinase NA 1.03 1.08 1.05 1.34 2.48 3.08 2.63 PKIA Kinase 1.28 1.32 3.14 0.98 3.58 7.94 11.02 8.49 PKIA Kinase 1.01 0.97 0.79 0.91 0.75 0.43 0.16 0.30
PKIB Kinase NA 1.04 0.93 1.12 0.83 2.24 2.04 2.62 PKIB Kinase 1.15 2.05 0.90 1.24 2.82 20.10 8.42 6.79 PKIB Kinase 1.05 0.87 0.80 1.01 0.77 0.21 0.54 0.49
PKIG Kinase NA 1.21 1.04 0.95 0.86 2.15 2.25 2.86 PKIG Kinase 1.03 0.89 1.15 1.21 5.62 7.73 5.52 13.28 PKIG Kinase 1.07 1.09 0.98 0.85 0.56 0.37 0.59 0.16
PKLR Kinase 0.93 1.15 1.15 1.32 1.48 2.36 3.43 3.53 PKLR Kinase 1.07 1.41 1.81 1.09 4.62 10.31 19.22 11.84 PKLR Kinase 0.90 0.84 0.70 0.75 0.39 0.35 0.22 0.21
PKM2 Kinase 0.83 1.02 1.00 1.14 1.42 2.50 2.78 2.64 PKM2 Kinase 1.36 1.17 1.51 1.24 6.31 12.78 8.56 3.84 PKM2 Kinase 0.75 0.77 0.72 0.96 0.47 0.30 0.34 0.70
PKMYT1 Kinase 0.53 1.09 1.06 1.07 1.28 2.47 3.12 3.12 PKMYT1 Kinase 0.75 1.35 1.11 1.40 10.04 5.68 10.16 10.85 PKMYT1 Kinase 0.84 0.89 1.02 1.00 0.22 0.44 0.47 0.45
PKN1 Kinase 0.98 1.03 1.05 1.00 1.44 2.64 2.86 3.21 PKN1 Kinase 0.95 1.20 0.92 2.50 7.15 12.56 14.59 16.63 PKN1 Kinase 0.96 0.78 0.78 0.95 0.40 0.22 0.38 0.42
PKN2 Kinase 0.73 1.15 0.85 1.05 1.48 2.34 3.34 3.11 PKN2 Kinase 0.75 1.39 1.21 1.26 6.39 9.02 10.91 14.25 PKN2 Kinase 1.05 1.05 0.83 1.01 0.58 0.48 0.40 0.38
PKN3 Kinase 0.67 1.13 1.21 1.18 1.21 3.51 3.04 3.64 PKN3 Kinase 0.89 1.16 1.34 1.25 6.36 11.88 6.52 11.29 PKN3 Kinase 0.78 0.98 0.96 0.91 0.40 0.35 0.63 0.43
PLAU Kinase 0.72 1.18 1.03 1.06 1.09 2.22 3.01 2.53 PLAU Kinase 1.47 1.45 1.14 1.69 2.83 9.62 12.23 12.59 PLAU Kinase 0.84 0.95 0.72 0.88 0.62 0.47 0.26 0.45
PLK1 Kinase NA 3.98 2.05 1.40 1.53 2.46 3.69 2.02 PLK1 Kinase 1.27 2.42 1.88 0.89 5.42 11.90 10.57 4.10 PLK1 Kinase 0.57 0.54 0.60 0.88 0.10 0.11 0.07 0.55
PLK2 Kinase 0.59 1.79 1.46 1.10 1.24 4.05 3.14 2.97 PLK2 Kinase 1.04 1.16 1.73 1.37 7.93 6.97 16.03 8.39 PLK2 Kinase 0.95 0.92 0.85 0.99 0.49 0.44 0.22 0.51
PLK3 Kinase 0.84 0.92 0.99 1.18 1.77 2.39 2.70 3.62 PLK3 Kinase 0.70 1.71 1.11 1.25 11.70 15.96 10.84 16.33 PLK3 Kinase 0.77 0.82 0.98 0.83 0.08 0.34 0.52 0.24
PLK4 Kinase 0.51 1.10 1.18 1.01 1.18 3.01 3.09 3.48 PLK4 Kinase 1.17 1.04 2.23 1.21 9.65 13.56 8.79 18.70 PLK4 Kinase 0.87 0.78 0.90 0.82 0.17 0.26 0.48 0.23
PMVK Kinase 0.47 1.13 0.90 1.07 1.02 4.06 3.40 3.28 PMVK Kinase 1.06 0.90 1.18 2.56 2.92 23.12 9.96 25.23 PMVK Kinase 0.93 0.86 0.87 0.85 0.80 0.38 0.36 0.23
PNCK Kinase 0.88 1.07 0.97 1.05 1.96 2.36 2.45 2.51 PNCK Kinase 1.55 1.13 1.30 0.85 14.95 9.74 8.87 4.61 PNCK Kinase 1.02 0.97 0.93 0.83 0.41 0.43 0.48 0.53
PRKAA1 Kinase NA 1.25 1.01 1.02 1.13 2.22 1.80 2.94 PRKAA1 Kinase 1.18 1.82 1.11 0.85 5.58 9.78 6.85 7.23 PRKAA1 Kinase 0.95 0.88 1.04 1.02 0.51 0.38 0.64 0.55
PRKAA2 Kinase NA 0.97 0.96 1.00 1.25 2.04 2.41 3.07 PRKAA2 Kinase 1.16 1.27 0.96 1.21 5.02 7.90 6.99 10.90 PRKAA2 Kinase 0.94 1.07 0.84 0.99 0.51 0.62 0.56 0.46
PRKAB1 Kinase 1.08 0.92 1.01 1.02 1.27 2.21 2.73 3.28 PRKAB1 Kinase 1.31 1.31 1.62 1.27 3.77 8.16 8.53 7.60 PRKAB1 Kinase 0.93 0.98 0.77 0.88 0.39 0.58 0.49 0.54
PRKAB2 Kinase 1.14 1.12 1.05 1.13 1.47 2.39 2.67 4.08 PRKAB2 Kinase 1.20 1.57 0.97 1.15 5.86 12.98 11.35 9.72 PRKAB2 Kinase 1.07 0.98 0.83 0.93 0.44 0.58 0.32 0.51
PRKACA Kinase 0.74 1.13 1.08 1.05 1.36 2.73 2.46 3.90 PRKACA Kinase 0.76 1.45 1.19 1.61 4.37 9.14 4.95 12.85 PRKACA Kinase 0.86 0.89 0.84 0.94 0.67 0.38 0.60 0.40
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MEAN
Cells only Cells only Cells only
siNeg siNeg siNeg
siCASP8 siCASP8 siCASP8
siFLIP siFLIP siFLIP
siCelldeath siCelldeath siCelldeath
Cells only Cells only Cells only
siNeg siNeg siNeg
siCASP8 siCASP8 siCASP8
siFLIP siFLIP siFLIP
siCelldeath siCelldeath siCelldeath
Gene Symbol Gene Set siRNA A siRNA B siRNA C siRNA D siRNA A siRNA B siRNA C siRNA D Gene Symbol Gene Set siRNA A siRNA B siRNA C siRNA D siRNA A siRNA B siRNA C siRNA D Gene Symbol Category siRNA A siRNA B siRNA C siRNA D siRNA A siRNA B siRNA C siRNA D

0.07
0.18 0.11

0.16
0.56 0.13
0.95 0.10

1.06 0.17
0.57 0.17

0.65

0.38

0.11
1.00 0.06
1.06 0.10

1.09

CONTROLS 
(Phosphatase 

set)

1.42

0.10
0.17
0.21
0.35

2.50

3.91 0.99

4.84 1.20
5.37 1.30
2.38 0.64
7.54 1.07
11.50 2.18

0.28

4.53

NA NA NA

0.05
0.05
0.08
0.03
0.04

0.64
0.47
1.00
0.26
0.04

0.29
NA 1.00 0.21
NA 1.14 0.21NA

NA

CONTROLS 
(Kinase & 
Additional 
gene set)

CONTROLS 
(Phosphatase 

set)

CONTROLS 
(Kinase & 
Additional 
gene set

CONTROLS 
(Phosphatase 

set)

1.99 0.60

NA NA NA NA

NA NA
NA 1.23

1.39
3.03

0.77
0.39
0.84

NA NA NA

1.13
1.39

NA 1.03NA NA
2.69 0.73 4.73

0.06
0.07
0.07
0.05
0.06

1.06
1.00
0.98
0.93
0.15

1.52
1.59
0.37
2.08

CONTROLS 
(Kinase & 
Additional 
gene set

0.57
0.22

0.98
MEAN

1.00
1.03
1.06

5.98
7.10
1.56

10.58

0.18 1.10
1.00

18.811.13

0,30
0.34

StDev
NO TRAIL 100 ng TRAIL (24 hour)

Caspase 8 Assay (Fold change relative to siNegative transfected cells, No TRAIL) Caspase 3/7 assay (Fold change relative to siNegative transfected cells, No TRAIL) Cell viability assay (Fold change relative to siNegative transfected cells, No TRAIL)
NO TRAIL 1000 ng TRAIL (1 hour) NO TRAIL 1000 ng TRAIL (1 hour)

StDev StDev MEANMEAN StDev MEAN StDev MEAN StDev

PRKACB Kinase 0.70 1.07 1.06 0.97 1.54 2.68 2.28 2.83 PRKACB Kinase 0.90 2.97 0.95 0.91 3.82 16.66 9.93 8.98 PRKACB Kinase 0.82 0.71 0.86 1.00 0.54 0.32 0.37 0.44
PRKACG Kinase 0.70 1.02 1.02 0.96 1.22 2.13 2.47 2.79 PRKACG Kinase 1.21 1.36 1.01 1.13 6.10 7.77 5.65 9.42 PRKACG Kinase 0.86 1.03 0.91 1.00 0.26 0.79 0.69 0.44
PRKAG1 Kinase NA 0.94 1.01 0.90 1.17 1.53 2.53 3.48 PRKAG1 Kinase 0.82 1.10 1.14 1.41 7.20 8.44 8.51 11.50 PRKAG1 Kinase 0.88 0.79 0.71 0.80 0.32 0.51 0.47 0.16
PRKAG2 Kinase 0.70 1.28 1.06 1.10 1.29 3.00 3.07 3.14 PRKAG2 Kinase 2.60 1.28 1.42 1.23 7.20 9.13 13.04 14.60 PRKAG2 Kinase 0.97 0.88 0.79 1.06 0.43 0.39 0.36 0.34
PRKAG3 Kinase 0.63 1.27 1.03 1.05 1.76 3.59 3.08 3.30 PRKAG3 Kinase 0.90 0.85 1.04 1.07 17.01 14.20 11.93 6.24 PRKAG3 Kinase 0.85 0.90 1.02 0.93 0.19 0.26 0.47 0.61
PRKAR1A Kinase 1.59 1.02 1.22 1.09 1.16 2.85 3.19 3.00 PRKAR1A Kinase 1.08 1.28 1.01 0.93 5.45 12.36 8.93 9.69 PRKAR1A Kinase 0.95 0.88 0.61 0.79 0.64 0.43 0.44 0.53
PRKAR1B Kinase 1.19 1.15 0.98 1.09 1.83 2.62 3.05 3.39 PRKAR1B Kinase 1.12 1.16 0.76 1.23 6.25 16.28 11.58 5.72 PRKAR1B Kinase 0.93 0.96 0.86 0.97 0.41 0.46 0.47 0.52
PRKAR2A Kinase 0.78 1.19 1.00 1.08 1.90 2.66 2.92 3.51 PRKAR2A Kinase 0.84 1.13 1.53 1.02 10.46 11.54 11.71 10.06 PRKAR2A Kinase 0.73 1.01 0.91 0.97 0.10 0.53 0.43 0.54
PRKAR2B Kinase 0.73 1.17 0.92 1.10 1.44 2.00 2.65 2.89 PRKAR2B Kinase 0.87 1.20 1.31 1.09 4.43 7.22 8.62 14.55 PRKAR2B Kinase 0.90 0.88 0.89 0.95 0.48 0.50 0.38 0.29
PRKCA Kinase 0.63 1.12 0.96 1.00 1.25 2.49 2.98 2.42 PRKCA Kinase 0.97 1.29 1.20 0.91 5.09 12.57 13.41 9.74 PRKCA Kinase 0.98 0.96 0.78 0.91 0.56 0.57 0.16 0.45
PRKCABP Kinase 0.66 1.07 1.01 1.02 1.22 2.49 2.71 2.94 PRKCABP Kinase 1.02 0.83 1.26 1.33 9.44 5.34 8.04 8.72 PRKCABP Kinase 0.75 0.96 0.91 1.02 0.23 0.59 0.55 0.53
PRKCB1 Kinase NA 1.69 1.17 0.91 1.54 2.79 2.82 3.40 PRKCB1 Kinase 1.23 1.67 0.85 1.52 5.78 15.70 9.33 10.64 PRKCB1 Kinase 0.98 1.04 0.86 1.02 0.57 0.28 0.40 0.40
PRKCBP1 Kinase 1.17 0.97 1.04 1.04 0.90 2.53 2.74 2.31 PRKCBP1 Kinase 0.99 0.75 1.20 1.11 6.67 6.40 10.56 7.64 PRKCBP1 Kinase 0.97 1.01 1.05 0.94 0.63 0.61 0.49 0.51
PRKCD Kinase NA 1.03 0.96 1.12 1.16 1.75 2.07 3.05 PRKCD Kinase 0.86 1.60 1.36 1.09 6.98 10.12 8.17 20.72 PRKCD Kinase 1.08 1.02 0.67 1.06 0.39 0.45 0.38 0.41
PRKCDBP Kinase 0.51 1.15 1.17 1.14 1.05 2.55 3.30 2.18 PRKCDBP Kinase 1.00 1.04 1.30 1.23 8.10 9.26 14.07 7.36 PRKCDBP Kinase 0.90 0.84 0.88 0.95 0.38 0.44 0.49 0.59
PRKCE Kinase NA 0.91 0.94 0.90 1.22 2.38 2.34 3.14 PRKCE Kinase 1.23 1.78 1.00 1.00 7.41 13.42 10.61 7.88 PRKCE Kinase 0.87 0.72 0.63 1.07 0.43 0.42 0.48 0.58
PRKCG Kinase 1.61 1.09 0.99 1.10 1.46 3.45 2.13 2.92 PRKCG Kinase 1.28 2.66 0.95 1.21 5.13 20.07 5.40 9.24 PRKCG Kinase 0.93 0.88 0.69 0.82 0.50 0.24 0.61 0.44
PRKCH Kinase 1.25 1.16 0.99 1.06 2.05 3.29 2.05 3.78 PRKCH Kinase 1.16 1.13 1.19 0.97 7.88 12.56 5.14 7.00 PRKCH Kinase 0.82 0.93 0.85 0.99 0.25 0.39 0.69 0.53
PRKCI Kinase 0.82 1.11 1.28 1.25 1.78 2.87 3.43 4.08 PRKCI Kinase 0.83 1.61 1.43 1.22 6.34 11.56 15.77 10.83 PRKCI Kinase 0.82 0.87 0.60 0.96 0.27 0.37 0.19 0.33
PRKCQ Kinase NA 1.28 1.00 0.94 1.03 2.11 2.71 2.59 PRKCQ Kinase 0.84 1.80 1.20 1.33 5.85 14.17 10.86 6.50 PRKCQ Kinase 0.90 0.94 0.74 0.93 0.44 0.52 0.29 0.55
PRKCZ Kinase NA 0.98 1.04 0.94 1.27 2.48 2.37 2.13 PRKCZ Kinase 0.75 1.16 1.03 1.27 3.80 9.59 12.56 6.31 PRKCZ Kinase 0.90 1.11 0.66 0.88 0.63 0.66 0.45 0.49
PRKD1 Kinase NA 1.17 1.23 0.99 1.78 2.71 3.09 3.23 PRKD1 Kinase 0.84 1.44 1.26 1.06 6.75 10.51 6.34 6.07 PRKD1 Kinase 0.93 0.98 0.73 1.04 0.37 0.41 0.44 0.54
PRKD2 Kinase 0.68 1.00 1.69 1.31 0.85 3.19 3.41 4.22 PRKD2 Kinase 0.91 1.20 1.29 3.98 5.33 7.71 18.19 24.00 PRKD2 Kinase 0.76 0.93 0.69 0.72 0.38 0.45 0.14 0.09
PRKD3 Kinase 0.63 1.17 1.12 1.14 1.09 2.58 3.87 3.66 PRKD3 Kinase 0.77 1.04 1.20 1.55 4.67 6.43 15.66 10.00 PRKD3 Kinase 0.96 0.86 0.79 0.87 0.45 0.43 0.27 0.51
PRKDC Kinase 1.75 1.10 1.15 1.15 1.36 2.05 3.10 3.20 PRKDC Kinase 0.77 1.15 1.01 0.84 3.85 4.72 11.04 10.15 PRKDC Kinase 0.90 0.87 0.60 0.91 0.55 0.54 0.33 0.44
PRKG1 Kinase 1.27 1.22 1.09 1.09 1.27 2.39 3.76 3.78 PRKG1 Kinase 1.11 1.24 1.53 0.95 3.98 11.62 10.14 10.23 PRKG1 Kinase 1.01 1.03 0.76 0.94 0.67 0.47 0.23 0.40
PRKG2 Kinase 0.90 1.33 1.17 1.01 1.56 2.72 2.72 2.90 PRKG2 Kinase 1.37 1.54 0.94 1.12 7.86 9.54 8.30 9.24 PRKG2 Kinase 0.88 0.95 0.91 0.75 0.41 0.51 0.44 0.33
PRKRA Kinase 0.55 1.30 0.99 1.04 1.00 2.11 2.78 3.11 PRKRA Kinase 0.88 1.22 1.08 1.22 9.57 7.12 11.09 10.83 PRKRA Kinase 0.99 1.06 0.95 0.95 0.38 0.51 0.60 0.41
PRKRIR Kinase 0.84 1.07 1.11 1.13 1.49 2.87 3.10 3.10 PRKRIR Kinase 1.19 1.35 1.48 0.96 6.43 17.69 12.62 11.21 PRKRIR Kinase 0.90 1.02 0.91 0.96 0.28 0.53 0.35 0.34
PRKX Kinase NA 1.13 1.20 1.64 1.45 2.76 2.46 4.23 PRKX Kinase 1.26 1.11 1.35 1.29 4.50 7.58 11.86 15.83 PRKX Kinase 0.91 1.02 0.64 1.01 0.59 0.59 0.16 0.30
PRKY Kinase NA 1.08 1.04 1.07 1.04 2.31 2.94 3.04 PRKY Kinase 0.83 1.21 1.16 1.05 5.51 12.33 15.40 7.53 PRKY Kinase 0.97 1.04 0.65 1.06 0.40 0.45 0.15 0.62
PRPF4B Kinase 0.55 1.13 1.09 1.16 0.97 2.83 3.22 3.68 PRPF4B Kinase 0.63 0.91 0.96 2.21 2.61 11.66 7.04 21.35 PRPF4B Kinase 0.87 0.85 0.86 0.87 0.72 0.38 0.53 0.25
PRPS1L1 Kinase 0.94 0.96 1.00 1.07 1.55 2.38 2.70 3.18 PRPS1L1 Kinase 3.06 1.43 1.13 1.42 11.79 10.75 7.21 11.21 PRPS1L1 Kinase 0.97 1.01 0.91 0.93 0.53 0.49 0.56 0.22
PRSS7 Kinase NA 1.12 0.97 0.86 1.20 2.82 2.22 2.42 PRSS7 Kinase 0.96 2.26 1.37 0.97 5.69 15.01 9.92 8.56 PRSS7 Kinase 0.92 1.08 0.70 0.91 0.68 0.40 0.45 0.51
PSKH1 Kinase 1.73 1.08 1.07 1.13 1.24 3.79 2.70 3.20 PSKH1 Kinase 1.08 1.67 1.17 1.00 5.76 15.17 7.95 6.61 PSKH1 Kinase 0.90 0.75 0.69 0.87 0.32 0.21 0.34 0.50
PSKH2 Kinase 0.45 1.34 1.09 1.15 0.84 3.08 3.63 3.08 PSKH2 Kinase 0.90 1.03 1.59 1.06 2.82 8.00 23.26 6.36 PSKH2 Kinase 1.01 0.92 0.94 1.02 0.68 0.55 0.21 0.58
PTK2 Kinase 1.36 1.09 1.02 1.11 1.68 2.41 2.93 3.58 PTK2 Kinase 0.90 1.49 0.96 1.05 4.57 15.89 4.22 8.57 PTK2 Kinase 0.82 0.94 0.86 0.92 0.44 0.45 0.67 0.48
PTK2B Kinase NA 1.37 1.03 1.20 1.89 2.21 2.73 2.99 PTK2B Kinase 1.21 1.38 1.26 1.16 8.38 8.89 5.57 11.70 PTK2B Kinase 0.98 1.02 0.72 0.81 0.34 0.58 0.54 0.39
PTK6 Kinase 0.96 1.24 1.05 1.13 1.41 3.44 2.58 3.30 PTK6 Kinase 0.91 1.45 1.02 0.98 9.10 11.90 4.10 7.41 PTK6 Kinase 0.57 0.72 0.71 0.99 0.23 0.11 0.50 0.46
PTK7 Kinase 0.72 1.01 1.05 1.01 1.56 1.73 2.76 2.34 PTK7 Kinase 0.98 1.23 1.22 1.16 4.84 11.57 7.39 4.18 PTK7 Kinase 0.92 1.05 0.90 0.98 0.40 0.48 0.55 0.60
PTK9 Kinase 0.91 1.03 0.99 1.17 1.15 2.45 2.58 2.89 PTK9 Kinase 1.13 1.37 1.09 1.21 4.99 9.28 12.26 8.60 PTK9 Kinase 0.93 0.93 0.96 1.09 0.68 0.55 0.54 0.54
PTK9L Kinase 0.58 1.28 1.06 1.10 1.07 3.31 3.48 2.79 PTK9L Kinase 0.81 1.41 1.05 1.37 4.09 11.50 8.76 12.17 PTK9L Kinase 0.99 0.78 0.80 0.82 0.56 0.18 0.25 0.30
PXK Kinase NA 1.30 0.99 0.98 0.91 2.67 2.09 2.50 PXK Kinase 0.87 0.85 1.14 1.00 3.16 4.51 6.77 5.01 PXK Kinase 0.96 1.04 1.12 1.00 0.62 0.72 0.76 0.70
RAF1 Kinase NA 1.02 1.06 1.14 0.97 1.66 2.92 3.06 RAF1 Kinase 0.71 1.22 1.52 1.22 4.01 8.00 9.61 10.25 RAF1 Kinase 0.96 0.99 0.70 0.98 0.67 0.53 0.52 0.49
RAGE Kinase NA 1.06 1.08 1.04 1.07 2.01 2.81 2.45 RAGE Kinase 0.74 1.61 1.84 0.93 7.16 8.83 13.09 6.36 RAGE Kinase 1.01 1.02 0.71 1.03 0.54 0.46 0.38 0.62
RBKS Kinase 0.73 1.26 1.06 1.06 1.31 2.56 2.82 3.26 RBKS Kinase 0.83 0.92 1.14 1.39 9.08 5.48 9.76 10.45 RBKS Kinase 0.92 1.06 0.87 0.87 0.65 0.63 0.65 0.38
RET Kinase 1.73 1.07 1.19 1.14 1.77 2.37 2.99 3.48 RET Kinase 1.69 0.91 0.91 1.26 6.94 10.40 4.47 13.22 RET Kinase 0.92 0.99 0.83 0.73 0.33 0.47 0.66 0.41
RFK Kinase NA 1.03 1.11 1.04 0.89 2.37 2.19 2.18 RFK Kinase 1.34 0.87 1.91 0.88 4.64 6.06 10.33 5.84 RFK Kinase 1.04 0.93 1.06 1.08 0.64 0.50 0.64 0.70
RIOK1 Kinase 0.68 1.49 1.05 1.08 1.19 4.17 3.06 3.37 RIOK1 Kinase 0.76 0.96 1.10 1.33 6.38 10.80 10.92 6.63 RIOK1 Kinase 0.97 0.74 0.95 0.81 0.53 0.16 0.52 0.47
RIOK2 Kinase 0.98 1.20 1.00 1.05 0.82 4.07 2.98 3.29 RIOK2 Kinase 0.70 0.96 0.91 1.33 3.00 16.88 10.14 5.96 RIOK2 Kinase 0.86 0.73 0.78 0.95 0.75 0.13 0.51 0.48
RIOK3 Kinase 0.54 1.19 1.12 1.05 1.13 3.24 3.75 3.02 RIOK3 Kinase 0.81 1.16 1.39 1.54 7.34 16.56 15.44 12.40 RIOK3 Kinase 0.93 0.75 0.81 1.01 0.32 0.17 0.27 0.45
RIPK1 Kinase 0.63 1.30 0.95 1.06 1.13 2.93 2.64 2.39 RIPK1 Kinase 0.78 1.11 1.14 1.26 7.99 15.00 12.41 6.84 RIPK1 Kinase 1.03 0.83 0.81 0.72 0.41 0.22 0.40 0.28
RIPK2 Kinase 0.52 1.26 1.04 1.10 1.20 2.49 2.81 3.77 RIPK2 Kinase 0.80 0.86 1.41 1.51 6.94 6.86 7.67 16.52 RIPK2 Kinase 0.90 0.92 1.06 0.97 0.52 0.27 0.75 0.24
RIPK3 Kinase 0.49 1.23 0.95 1.03 1.25 2.60 2.65 3.24 RIPK3 Kinase 1.10 0.86 1.08 1.32 5.64 10.38 5.88 10.05 RIPK3 Kinase 0.78 0.92 0.90 0.90 0.40 0.43 0.57 0.39
RIPK4 Kinase 0.46 1.22 1.14 1.06 1.05 2.95 2.63 3.87 RIPK4 Kinase 0.68 0.88 1.01 1.36 4.73 8.47 6.75 9.60 RIPK4 Kinase 0.87 0.99 0.91 1.04 0.62 0.49 0.72 0.37
RIPK5 Kinase 0.55 1.44 0.93 1.18 1.27 3.19 2.92 3.54 RIPK5 Kinase 0.85 1.26 1.42 1.25 5.94 10.16 24.22 10.73 RIPK5 Kinase 0.94 0.87 0.86 0.94 0.50 0.45 0.15 0.50
ROCK1 Kinase 0.96 1.13 1.09 1.13 1.82 2.49 3.43 3.29 ROCK1 Kinase 1.23 1.01 1.23 1.11 7.65 8.97 8.84 7.77 ROCK1 Kinase 0.81 0.93 0.95 0.82 0.32 0.43 0.45 0.44
ROCK2 Kinase 0.85 0.92 1.04 1.20 1.35 2.94 2.13 3.50 ROCK2 Kinase 0.89 2.28 1.25 1.31 7.70 9.32 10.14 8.61 ROCK2 Kinase 0.89 0.85 0.70 0.92 0.43 0.43 0.36 0.51
ROR1 Kinase 0.68 1.38 0.92 1.18 1.65 3.38 2.21 2.95 ROR1 Kinase 1.57 1.45 1.01 1.07 8.34 12.66 10.66 8.94 ROR1 Kinase 0.95 1.03 1.42 1.07 0.29 0.35 0.50 0.59
ROR2 Kinase NA 1.72 1.31 0.98 1.71 3.79 4.73 3.30 ROR2 Kinase 1.33 1.39 1.43 1.21 4.14 8.81 12.57 9.08 ROR2 Kinase 0.83 0.77 0.69 1.00 0.32 0.47 0.21 0.57
ROS1 Kinase 0.91 1.05 1.11 1.07 1.41 2.33 3.30 2.88 ROS1 Kinase 0.81 1.32 1.35 1.11 6.16 11.71 10.73 3.14 ROS1 Kinase 0.94 0.98 1.00 0.97 0.47 0.41 0.47 0.79
RPS6KA1 Kinase 0.81 1.19 1.15 1.08 1.40 2.62 3.35 3.13 RPS6KA1 Kinase 1.05 2.45 1.14 2.06 5.51 12.92 15.42 7.73 RPS6KA1 Kinase 0.82 0.95 0.79 1.03 0.53 0.47 0.28 0.67
RPS6KA2 Kinase NA 1.13 1.94 1.36 1.40 2.73 5.84 3.12 RPS6KA2 Kinase 1.23 2.06 1.47 1.09 5.10 9.46 23.01 11.31 RPS6KA2 Kinase 1.02 0.98 0.62 0.79 0.87 0.37 0.05 0.30
RPS6KA3 Kinase NA 1.10 0.99 1.01 1.12 2.21 2.23 2.52 RPS6KA3 Kinase 1.07 1.46 1.05 1.27 6.81 8.88 6.02 7.28 RPS6KA3 Kinase 0.88 1.01 0.73 1.00 0.32 0.54 0.42 0.58
RPS6KA4 Kinase 0.51 1.86 1.05 1.57 1.31 4.46 4.63 3.22 RPS6KA4 Kinase 1.08 0.83 1.37 1.29 8.39 8.20 14.19 16.12 RPS6KA4 Kinase 1.00 1.01 1.01 1.01 0.38 0.40 0.24 0.40
RPS6KA5 Kinase 0.65 1.08 1.00 1.14 1.18 2.26 2.15 3.11 RPS6KA5 Kinase 0.81 1.15 1.84 1.53 8.76 6.29 8.70 13.75 RPS6KA5 Kinase 0.76 0.91 1.04 0.90 0.34 0.41 0.70 0.36
RPS6KA6 Kinase 0.66 1.21 1.36 1.09 1.47 3.32 3.76 3.70 RPS6KA6 Kinase 1.27 0.81 1.88 1.36 12.00 8.36 21.73 16.32 RPS6KA6 Kinase 0.73 0.96 0.77 0.62 0.16 0.52 0.34 0.14
RPS6KB1 Kinase NA 1.00 1.01 1.08 1.19 2.81 2.86 2.81 RPS6KB1 Kinase 1.10 1.50 1.45 1.14 7.93 10.31 14.29 6.07 RPS6KB1 Kinase 0.98 1.02 0.74 0.99 0.38 0.37 0.38 0.66
RPS6KB2 Kinase 1.53 1.19 1.07 1.14 1.26 2.57 2.05 2.99 RPS6KB2 Kinase 1.21 1.20 1.16 0.89 4.22 7.70 4.52 4.67 RPS6KB2 Kinase 0.69 0.71 0.83 0.85 0.56 0.41 0.59 0.69
RPS6KC1 Kinase 0.55 1.26 1.15 1.06 1.38 2.24 2.49 3.00 RPS6KC1 Kinase 0.73 1.25 1.26 1.15 7.77 8.80 8.86 8.03 RPS6KC1 Kinase 0.92 0.91 0.81 0.94 0.42 0.62 0.47 0.66
RPS6KL1 Kinase 0.69 1.22 0.99 1.07 1.43 2.64 2.70 2.61 RPS6KL1 Kinase 1.61 1.22 1.34 1.35 11.69 8.12 8.94 7.01 RPS6KL1 Kinase 0.96 0.92 0.98 0.89 0.23 0.58 0.49 0.55
RYK Kinase 1.22 1.04 1.31 1.11 1.32 3.32 4.02 3.75 RYK Kinase 1.08 1.57 1.42 0.92 6.01 27.31 17.92 6.85 RYK Kinase 0.92 0.82 0.77 0.93 0.56 0.39 0.12 0.74
SBK1 Kinase 0.80 1.06 1.04 0.93 1.96 2.25 3.37 2.35 SBK1 Kinase 1.25 1.53 1.01 0.96 10.73 8.76 8.08 7.37 SBK1 Kinase 0.97 1.14 0.92 0.84 0.29 0.67 0.67 0.36
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MEAN
Cells only Cells only Cells only
siNeg siNeg siNeg
siCASP8 siCASP8 siCASP8
siFLIP siFLIP siFLIP
siCelldeath siCelldeath siCelldeath
Cells only Cells only Cells only
siNeg siNeg siNeg
siCASP8 siCASP8 siCASP8
siFLIP siFLIP siFLIP
siCelldeath siCelldeath siCelldeath
Gene Symbol Gene Set siRNA A siRNA B siRNA C siRNA D siRNA A siRNA B siRNA C siRNA D Gene Symbol Gene Set siRNA A siRNA B siRNA C siRNA D siRNA A siRNA B siRNA C siRNA D Gene Symbol Category siRNA A siRNA B siRNA C siRNA D siRNA A siRNA B siRNA C siRNA D

0.07
0.18 0.11

0.16
0.56 0.13
0.95 0.10

1.06 0.17
0.57 0.17

0.65

0.38

0.11
1.00 0.06
1.06 0.10

1.09

CONTROLS 
(Phosphatase 

set)

1.42

0.10
0.17
0.21
0.35

2.50

3.91 0.99

4.84 1.20
5.37 1.30
2.38 0.64
7.54 1.07
11.50 2.18

0.28

4.53

NA NA NA

0.05
0.05
0.08
0.03
0.04

0.64
0.47
1.00
0.26
0.04

0.29
NA 1.00 0.21
NA 1.14 0.21NA

NA

CONTROLS 
(Kinase & 
Additional 
gene set)

CONTROLS 
(Phosphatase 

set)

CONTROLS 
(Kinase & 
Additional 
gene set

CONTROLS 
(Phosphatase 

set)

1.99 0.60

NA NA NA NA

NA NA
NA 1.23

1.39
3.03

0.77
0.39
0.84

NA NA NA

1.13
1.39

NA 1.03NA NA
2.69 0.73 4.73

0.06
0.07
0.07
0.05
0.06

1.06
1.00
0.98
0.93
0.15

1.52
1.59
0.37
2.08

CONTROLS 
(Kinase & 
Additional 
gene set

0.57
0.22

0.98
MEAN

1.00
1.03
1.06

5.98
7.10
1.56

10.58

0.18 1.10
1.00

18.811.13

0,30
0.34

StDev
NO TRAIL 100 ng TRAIL (24 hour)

Caspase 8 Assay (Fold change relative to siNegative transfected cells, No TRAIL) Caspase 3/7 assay (Fold change relative to siNegative transfected cells, No TRAIL) Cell viability assay (Fold change relative to siNegative transfected cells, No TRAIL)
NO TRAIL 1000 ng TRAIL (1 hour) NO TRAIL 1000 ng TRAIL (1 hour)

StDev StDev MEANMEAN StDev MEAN StDev MEAN StDev

SGK Kinase 0.68 1.13 0.98 1.18 1.29 2.83 2.72 3.21 SGK Kinase 1.30 1.99 1.12 1.43 7.17 9.05 4.22 9.70 SGK Kinase 0.91 0.92 0.83 1.06 0.43 0.50 0.66 0.51
SGK2 Kinase NA 1.37 1.03 1.09 1.24 2.71 2.82 3.06 SGK2 Kinase 0.72 0.79 1.32 2.17 9.54 10.80 3.71 15.69 SGK2 Kinase 0.99 1.00 1.08 0.88 0.17 0.39 0.82 0.46
SGKL Kinase 0.77 0.90 1.12 1.06 1.29 3.75 3.51 3.11 SGKL Kinase 0.83 0.86 1.12 1.01 7.64 9.35 13.53 5.02 SGKL Kinase 0.99 1.01 0.84 0.77 0.65 0.38 0.38 0.56
SH3KBP1 Kinase 0.67 2.78 1.24 1.47 1.40 3.60 2.56 3.51 SH3KBP1 Kinase 0.92 0.90 0.97 1.13 6.59 8.01 7.74 9.38 SH3KBP1 Kinase 1.00 1.14 0.93 0.90 0.44 0.37 0.76 0.40
Sharpin Kinase 0.88 2.50 1.39 1.16 1.08 3.02 3.80 3.77 Sharpin Kinase 0.87 0.83 1.53 1.54 4.10 6.40 8.18 10.32 Sharpin Kinase 0.87 0.81 0.83 1.08 0.50 0.15 0.46 0.37
SKIP Kinase 0.66 1.49 1.27 1.14 1.03 2.06 2.98 3.04 SKIP Kinase 0.73 0.87 1.27 1.34 6.62 8.61 6.65 8.08 SKIP Kinase 0.81 0.96 0.69 1.00 0.36 0.49 0.72 0.72
SKP1A Kinase NA 1.37 1.48 1.30 1.70 2.34 3.03 3.34 SKP1A Kinase 0.89 1.35 1.15 1.30 7.26 7.77 7.74 8.03 SKP1A Kinase 0.94 1.03 0.92 0.97 0.51 0.54 0.48 0.58
SKP2 Kinase NA 0.94 0.96 1.17 0.97 2.21 2.21 3.03 SKP2 Kinase 0.95 1.16 1.06 1.23 5.64 9.76 5.39 8.15 SKP2 Kinase 0.99 0.96 0.78 0.99 0.46 0.52 0.58 0.50
SLK Kinase 0.55 1.22 1.17 1.24 0.89 2.88 2.14 3.38 SLK Kinase 1.36 1.06 1.26 1.13 4.62 9.83 8.40 15.53 SLK Kinase 0.96 0.76 0.85 0.89 0.48 0.16 0.61 0.35
SMG1 Kinase 0.82 1.13 1.20 1.00 1.67 2.78 3.99 4.28 SMG1 Kinase 1.08 0.66 0.97 1.07 8.88 5.00 12.19 12.31 SMG1 Kinase 0.93 1.01 0.79 0.85 0.20 0.49 0.30 0.34
SNARK Kinase 0.52 1.59 1.07 1.08 1.02 2.81 3.09 2.96 SNARK Kinase 1.01 0.97 2.31 1.51 10.48 10.10 6.61 8.91 SNARK Kinase 1.00 0.91 0.99 0.91 0.56 0.47 0.44 0.67
SNF1LK Kinase NA 1.03 0.92 0.79 1.72 2.30 2.34 3.03 SNF1LK Kinase 1.57 1.14 1.30 0.88 11.06 7.21 7.21 7.67 SNF1LK Kinase 0.96 0.96 0.81 0.93 0.54 0.53 0.59 0.52
SNF1LK2 Kinase 0.86 1.17 1.00 1.19 1.38 3.55 3.53 2.42 SNF1LK2 Kinase 0.90 1.00 1.88 1.08 7.20 9.92 11.73 4.62 SNF1LK2 Kinase 1.03 1.00 0.81 0.83 0.94 0.47 0.37 0.58
SNRK Kinase 0.44 1.43 1.11 1.20 1.13 2.86 2.86 2.86 SNRK Kinase 0.75 0.79 1.18 1.25 5.45 7.68 8.76 9.59 SNRK Kinase 0.95 1.02 1.13 1.02 0.64 0.63 0.77 0.51
SORCS3 Kinase 0.38 1.11 1.13 1.05 0.95 2.70 3.07 2.79 SORCS3 Kinase 1.12 0.95 1.75 2.09 8.30 12.65 21.89 26.01 SORCS3 Kinase 1.00 1.08 0.92 0.94 0.46 0.37 0.26 0.28
SPHK1 Kinase 0.56 1.06 1.09 1.05 1.41 3.49 2.07 4.18 SPHK1 Kinase 0.62 0.87 1.51 1.64 7.47 11.74 4.98 17.22 SPHK1 Kinase 0.89 0.80 0.97 0.97 0.33 0.25 0.76 0.19
SPHK2 Kinase 0.51 1.39 1.09 0.93 1.14 2.86 2.21 3.61 SPHK2 Kinase 0.78 1.43 1.10 1.08 4.27 11.26 15.31 15.00 SPHK2 Kinase 0.93 0.80 0.84 0.70 0.61 0.33 0.47 0.16
SRC Kinase NA 1.05 1.00 1.03 1.16 1.99 2.79 3.46 SRC Kinase 1.28 1.41 1.51 0.93 4.08 12.90 14.43 15.37 SRC Kinase 0.85 0.98 0.82 0.98 0.52 0.39 0.40 0.39
SRMS Kinase 1.33 1.16 1.00 1.21 1.12 2.55 3.41 3.18 SRMS Kinase 0.85 1.26 1.10 1.31 3.57 10.23 9.37 10.39 SRMS Kinase 0.82 1.01 0.86 0.69 0.61 0.47 0.37 0.22
SRPK1 Kinase 1.10 1.06 1.08 1.09 1.99 2.30 3.52 4.06 SRPK1 Kinase 0.90 1.54 1.28 1.31 7.39 11.03 12.80 25.56 SRPK1 Kinase 0.75 1.10 0.94 0.85 0.15 0.75 0.30 0.25
SRPK2 Kinase 0.98 1.24 1.05 1.33 1.32 2.68 2.46 3.99 SRPK2 Kinase 1.01 1.49 1.08 1.15 7.19 9.61 4.29 9.80 SRPK2 Kinase 0.86 0.94 0.89 0.90 0.34 0.61 0.69 0.39
SSTK Kinase 0.61 1.27 1.08 1.08 1.21 2.82 3.75 3.25 SSTK Kinase 0.94 0.86 1.16 1.54 7.19 2.78 15.30 6.66 SSTK Kinase 1.04 0.92 0.75 0.77 0.44 0.85 0.24 0.46
STK10 Kinase 1.25 1.07 1.13 1.06 0.93 2.38 3.03 2.84 STK10 Kinase 1.04 0.79 0.91 0.90 5.83 5.17 7.35 10.31 STK10 Kinase 0.90 0.93 1.00 0.76 0.46 0.63 0.53 0.47
STK11 Kinase 0.95 1.04 1.07 1.08 1.19 3.61 2.91 2.92 STK11 Kinase 0.78 1.01 1.82 1.21 5.34 7.45 9.84 9.63 STK11 Kinase 1.03 0.96 0.95 1.00 0.52 0.46 0.63 0.49
STK11IP Kinase NA 0.96 0.94 1.05 1.72 2.26 2.40 2.14 STK11IP Kinase 0.82 0.95 1.29 1.28 11.16 5.74 5.54 6.55 STK11IP Kinase 0.85 0.98 0.86 0.93 0.12 0.41 0.20 0.36
STK16 Kinase 0.49 2.00 1.18 1.07 1.19 4.07 4.01 3.76 STK16 Kinase 0.96 1.03 1.37 1.10 6.25 14.95 8.53 11.12 STK16 Kinase 0.98 0.86 0.93 0.89 0.52 0.31 0.60 0.31
STK17A Kinase 0.50 1.09 1.11 1.04 1.12 2.85 2.33 3.10 STK17A Kinase 0.73 1.23 1.29 1.07 10.83 8.36 8.02 12.18 STK17A Kinase 0.96 0.94 0.87 0.83 0.40 0.40 0.55 0.36
STK17B Kinase 0.57 1.03 1.04 0.91 0.93 2.17 2.91 2.70 STK17B Kinase 0.80 1.24 1.05 1.11 6.53 5.00 10.69 11.29 STK17B Kinase 0.99 0.93 0.98 0.97 0.48 0.65 0.49 0.55
STK19 Kinase 0.52 1.13 1.02 1.09 1.15 2.64 2.08 3.30 STK19 Kinase 1.11 0.72 1.66 1.12 11.82 8.96 6.74 9.85 STK19 Kinase 0.87 0.91 1.01 0.92 0.27 0.39 0.66 0.54
STK22B Kinase 0.91 1.12 1.06 1.15 1.18 3.14 2.55 2.96 STK22B Kinase 0.71 0.92 1.24 1.26 6.20 7.85 16.52 10.20 STK22B Kinase 0.85 0.92 0.65 0.91 0.46 0.51 0.34 0.37
STK22C Kinase 0.46 1.23 1.06 1.06 1.43 2.95 3.59 2.93 STK22C Kinase 1.03 1.05 1.36 1.15 10.76 7.68 8.22 8.10 STK22C Kinase 0.83 0.89 1.05 1.02 0.26 0.49 0.67 0.61
STK22D Kinase 0.66 1.21 1.14 1.07 1.32 4.65 3.23 3.65 STK22D Kinase 0.97 0.77 1.67 2.82 6.28 9.45 12.19 13.12 STK22D Kinase 0.78 0.87 0.82 0.85 0.35 0.18 0.50 0.42
STK23 Kinase 0.74 1.27 1.15 1.15 1.17 3.12 3.34 2.17 STK23 Kinase 0.69 1.52 1.51 1.01 7.16 12.09 9.94 5.65 STK23 Kinase 0.94 0.76 0.99 0.94 0.51 0.34 0.48 0.62
STK24 Kinase 0.61 1.34 1.15 1.08 1.18 2.90 2.67 3.24 STK24 Kinase 0.88 1.06 1.66 1.36 5.56 9.45 9.16 17.00 STK24 Kinase 0.90 0.76 0.67 0.96 0.53 0.32 0.32 0.26
STK25 Kinase 0.48 1.50 1.04 1.13 0.77 2.43 3.08 2.01 STK25 Kinase 0.95 1.21 1.11 1.19 4.63 9.17 15.43 11.49 STK25 Kinase 0.68 0.92 1.00 0.88 0.60 0.54 0.41 0.52
STK29 Kinase 0.67 1.17 1.08 1.13 1.09 2.36 2.65 3.85 STK29 Kinase 1.85 0.70 1.19 1.75 9.39 7.67 7.25 15.00 STK29 Kinase 0.85 0.88 0.94 0.77 0.25 0.44 0.53 0.30
STK3 Kinase 0.71 1.04 1.02 1.00 1.41 1.91 2.89 2.20 STK3 Kinase 1.13 1.67 1.54 1.16 6.26 7.16 12.56 4.90 STK3 Kinase 0.78 1.02 0.88 0.99 0.37 0.64 0.39 0.64
STK31 Kinase 0.52 1.05 1.06 0.94 1.09 2.66 2.72 3.86 STK31 Kinase 0.79 0.94 1.25 0.94 5.48 9.24 14.95 9.34 STK31 Kinase 0.91 0.91 0.97 0.93 0.53 0.50 0.42 0.21
STK32A Kinase 0.91 1.11 1.02 0.90 1.95 2.71 3.03 2.19 STK32A Kinase 1.68 0.99 1.20 1.00 9.22 9.01 9.50 5.77 STK32A Kinase 1.07 0.94 0.91 0.99 0.47 0.51 0.50 0.69
STK32B Kinase 1.34 1.06 1.02 1.10 1.07 2.06 2.80 3.80 STK32B Kinase 0.88 0.80 1.03 1.02 4.87 3.95 11.37 10.50 STK32B Kinase 0.97 1.01 1.03 0.98 0.45 0.69 0.56 0.43
STK32C Kinase 0.85 1.00 1.15 0.99 1.38 2.74 2.80 2.45 STK32C Kinase 1.45 1.11 1.47 0.99 8.87 12.94 14.04 6.59 STK32C Kinase 0.89 0.90 0.94 1.01 0.46 0.32 0.45 0.59
STK33 Kinase 0.50 2.78 1.36 1.44 1.22 4.19 2.46 3.88 STK33 Kinase 0.84 0.94 1.24 1.53 6.01 7.77 3.35 9.55 STK33 Kinase 0.83 1.07 0.90 0.93 0.15 0.53 0.98 0.40
STK35 Kinase 0.87 1.06 1.14 1.09 3.17 3.27 2.08 2.44 STK35 Kinase 2.21 0.82 1.06 1.06 20.07 7.99 5.10 6.81 STK35 Kinase 0.76 1.04 0.90 0.98 0.24 0.48 0.71 0.56
STK36 Kinase 0.73 1.07 1.08 1.20 1.20 2.30 3.02 3.41 STK36 Kinase 0.96 0.83 1.30 1.45 8.04 8.91 4.91 13.78 STK36 Kinase 0.97 0.86 0.75 0.92 0.49 0.42 0.67 0.35
STK38 Kinase NA 1.32 1.01 1.06 0.74 3.86 2.91 2.93 STK38 Kinase 1.17 0.92 1.44 1.66 6.03 9.74 8.72 3.20 STK38 Kinase 0.94 1.09 1.00 1.00 0.50 0.42 0.48 0.71
STK38L Kinase NA 0.96 1.05 1.03 0.80 2.05 3.42 2.49 STK38L Kinase 1.12 0.94 1.15 1.08 4.29 6.30 12.20 6.88 STK38L Kinase 0.98 1.05 0.77 1.12 0.64 0.62 0.21 0.62
STK39 Kinase 0.48 1.28 1.10 0.99 0.99 3.35 3.43 3.26 STK39 Kinase 0.99 1.05 1.92 0.99 7.45 8.47 13.99 12.61 STK39 Kinase 0.92 0.86 0.91 0.87 0.41 0.38 0.35 0.33
STK4 Kinase NA 1.10 1.25 1.14 2.07 2.22 5.42 3.70 STK4 Kinase 1.40 1.16 1.07 0.89 4.65 6.15 9.30 8.98 STK4 Kinase 0.94 0.95 0.88 0.99 0.61 0.39 0.36 0.42
STK6 Kinase NA 1.07 1.08 1.02 0.83 2.09 2.59 1.90 STK6 Kinase 2.00 1.28 0.94 1.22 5.32 4.83 5.52 7.33 STK6 Kinase 0.84 1.02 0.96 0.90 0.36 0.46 0.48 0.51
STYK1 Kinase 1.04 1.11 1.09 1.00 1.34 2.04 3.46 2.95 STYK1 Kinase 0.72 0.84 1.40 0.93 7.22 5.00 16.07 12.06 STYK1 Kinase 0.96 0.93 0.78 0.96 0.52 0.57 0.38 0.38
SYK Kinase 0.58 1.16 1.16 1.09 1.00 2.14 2.81 2.87 SYK Kinase 0.74 1.55 1.28 1.16 6.26 7.70 11.33 5.73 SYK Kinase 0.98 0.95 0.95 0.94 0.55 0.56 0.35 0.56
T3JAM Kinase 0.54 1.15 1.14 1.07 1.52 3.62 3.92 3.27 T3JAM Kinase 0.63 0.98 1.22 1.14 8.95 12.91 14.61 8.08 T3JAM Kinase 0.97 0.82 0.78 0.98 0.34 0.29 0.19 0.44
TAOK1 Kinase 0.69 1.61 1.31 1.23 1.53 2.27 4.98 3.51 TAOK1 Kinase 0.93 1.31 2.11 1.15 8.23 7.24 15.30 11.89 TAOK1 Kinase 1.14 1.08 0.74 0.78 0.32 0.68 0.13 0.14
TAOK2 Kinase NA 0.97 0.91 1.08 0.98 2.38 2.31 2.83 TAOK2 Kinase 1.01 0.92 1.29 1.13 5.38 7.78 8.95 10.17 TAOK2 Kinase 0.93 0.86 0.88 0.96 0.55 0.51 0.51 0.46
TAOK2 Kinase NA 0.94 1.06 0.94 0.93 2.00 2.13 2.18 TAOK2 Kinase 1.15 0.98 1.23 1.26 6.81 7.10 16.46 7.60 TAOK2 Kinase 0.92 0.97 1.13 0.89 0.47 0.33 0.40 0.52
TAOK3 Kinase NA 1.33 1.12 0.97 1.05 2.50 2.59 2.92 TAOK3 Kinase 0.76 1.29 1.48 1.26 5.80 8.55 8.34 11.18 TAOK3 Kinase 0.97 0.86 1.02 1.00 0.49 0.21 0.62 0.53
TBK1 Kinase NA 1.92 0.93 1.04 1.23 2.08 2.19 3.03 TBK1 Kinase 0.88 1.06 1.72 1.23 7.29 8.74 7.36 10.35 TBK1 Kinase 1.02 1.07 1.17 1.02 0.29 0.55 0.65 0.42
TEC Kinase 0.44 1.08 1.21 1.10 0.98 2.92 2.60 2.56 TEC Kinase 0.86 1.03 1.31 0.83 3.79 6.72 7.40 4.36 TEC Kinase 0.97 0.86 0.87 1.03 0.70 0.46 0.49 0.89
TEK Kinase NA 0.85 1.03 1.12 0.79 1.99 2.24 3.29 TEK Kinase 1.37 0.77 0.96 1.13 6.09 3.40 6.96 8.98 TEK Kinase 1.04 0.99 0.95 1.09 0.43 0.68 0.26 0.23
TESK1 Kinase NA 1.08 1.04 1.04 0.99 2.73 2.51 2.87 TESK1 Kinase 1.35 0.98 1.75 1.19 6.48 9.71 5.85 8.98 TESK1 Kinase 0.65 1.00 1.05 1.07 0.31 0.49 0.80 0.56
TESK2 Kinase 0.68 1.30 1.08 1.14 0.98 3.01 3.32 3.86 TESK2 Kinase 1.25 1.34 0.98 1.89 7.40 10.45 17.39 17.35 TESK2 Kinase 0.95 0.92 0.82 0.66 0.42 0.39 0.26 0.08
TGFBR1 Kinase 1.16 1.02 1.22 1.16 0.90 2.81 3.01 3.08 TGFBR1 Kinase 1.00 0.74 1.16 1.69 5.82 6.61 10.39 10.44 TGFBR1 Kinase 0.99 0.86 0.72 0.95 0.55 0.48 0.38 0.51
TGFBR2 Kinase 0.87 1.07 0.96 1.09 0.90 2.32 3.03 3.60 TGFBR2 Kinase 0.90 0.85 0.84 1.24 5.45 10.15 7.91 11.74 TGFBR2 Kinase 0.98 0.90 0.83 0.90 0.71 0.50 0.53 0.40
TIE1 Kinase 0.69 0.98 1.02 0.94 1.07 2.13 3.11 2.99 TIE1 Kinase 0.80 1.00 1.23 1.46 4.61 4.68 11.49 8.96 TIE1 Kinase 1.03 0.80 0.95 0.82 0.69 0.59 0.48 0.34
TK1 Kinase 0.55 1.07 1.02 1.11 1.39 2.08 2.17 3.19 TK1 Kinase 1.07 0.89 1.09 1.19 7.04 6.04 7.64 9.05 TK1 Kinase 0.82 0.91 0.99 0.95 0.40 0.58 0.63 0.52
TK2 Kinase 0.52 1.03 1.06 1.00 1.11 2.40 2.90 2.61 TK2 Kinase 1.03 1.32 1.35 0.89 8.31 8.42 13.22 10.93 TK2 Kinase 0.90 0.98 1.04 0.94 0.36 0.50 0.39 0.42
TLK1 Kinase 0.74 1.12 1.04 1.13 1.12 2.54 2.86 2.51 TLK1 Kinase 0.73 0.85 0.97 1.00 6.17 7.79 10.50 3.64 TLK1 Kinase 0.96 0.97 0.92 0.86 0.56 0.53 0.62 0.69
TLK2 Kinase 0.56 1.12 1.10 1.05 1.80 2.29 2.83 4.06 TLK2 Kinase 0.93 1.00 0.97 1.97 15.06 6.15 11.12 24.50 TLK2 Kinase 0.90 1.01 0.88 0.75 0.11 0.73 0.56 0.10
TNIK Kinase 1.07 0.96 1.11 1.03 1.02 3.03 3.51 2.65 TNIK Kinase 0.70 0.81 1.04 1.05 5.76 9.03 8.19 4.91 TNIK Kinase 0.95 0.95 0.95 0.86 0.56 0.28 0.56 0.62
TNK1 Kinase 0.71 1.25 1.00 0.92 0.81 2.15 2.86 3.05 TNK1 Kinase 1.12 1.03 1.00 0.92 3.84 3.82 14.50 11.68 TNK1 Kinase 0.75 0.84 0.81 0.84 0.26 0.60 0.47 0.40
TNK2 Kinase 0.56 1.09 1.12 1.07 0.92 3.76 1.99 3.27 TNK2 Kinase 0.69 1.51 1.20 1.14 11.16 7.65 5.16 7.82 TNK2 Kinase 0.68 0.69 0.97 1.02 0.20 0.19 0.67 0.55
TNNI3K Kinase 0.59 1.09 1.14 1.20 1.36 3.01 3.56 3.28 TNNI3K Kinase 0.92 0.78 1.37 1.19 11.22 7.28 15.01 11.58 TNNI3K Kinase 0.74 0.93 0.90 0.98 0.21 0.49 0.30 0.40
TP53RK Kinase 0.39 1.19 1.02 1.04 1.26 2.42 3.21 3.30 TP53RK Kinase 1.02 1.86 1.87 1.05 5.13 10.96 10.72 11.33 TP53RK Kinase 0.96 0.95 1.01 0.94 0.51 0.42 0.54 0.45
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MEAN
Cells only Cells only Cells only
siNeg siNeg siNeg
siCASP8 siCASP8 siCASP8
siFLIP siFLIP siFLIP
siCelldeath siCelldeath siCelldeath
Cells only Cells only Cells only
siNeg siNeg siNeg
siCASP8 siCASP8 siCASP8
siFLIP siFLIP siFLIP
siCelldeath siCelldeath siCelldeath
Gene Symbol Gene Set siRNA A siRNA B siRNA C siRNA D siRNA A siRNA B siRNA C siRNA D Gene Symbol Gene Set siRNA A siRNA B siRNA C siRNA D siRNA A siRNA B siRNA C siRNA D Gene Symbol Category siRNA A siRNA B siRNA C siRNA D siRNA A siRNA B siRNA C siRNA D

0.07
0.18 0.11

0.16
0.56 0.13
0.95 0.10

1.06 0.17
0.57 0.17

0.65

0.38

0.11
1.00 0.06
1.06 0.10

1.09

CONTROLS 
(Phosphatase 

set)

1.42

0.10
0.17
0.21
0.35

2.50

3.91 0.99

4.84 1.20
5.37 1.30
2.38 0.64
7.54 1.07
11.50 2.18

0.28

4.53

NA NA NA

0.05
0.05
0.08
0.03
0.04

0.64
0.47
1.00
0.26
0.04

0.29
NA 1.00 0.21
NA 1.14 0.21NA

NA

CONTROLS 
(Kinase & 
Additional 
gene set)

CONTROLS 
(Phosphatase 

set)

CONTROLS 
(Kinase & 
Additional 
gene set

CONTROLS 
(Phosphatase 

set)

1.99 0.60

NA NA NA NA

NA NA
NA 1.23

1.39
3.03

0.77
0.39
0.84

NA NA NA

1.13
1.39

NA 1.03NA NA
2.69 0.73 4.73

0.06
0.07
0.07
0.05
0.06

1.06
1.00
0.98
0.93
0.15

1.52
1.59
0.37
2.08

CONTROLS 
(Kinase & 
Additional 
gene set

0.57
0.22

0.98
MEAN

1.00
1.03
1.06

5.98
7.10
1.56

10.58

0.18 1.10
1.00

18.811.13

0,30
0.34

StDev
NO TRAIL 100 ng TRAIL (24 hour)

Caspase 8 Assay (Fold change relative to siNegative transfected cells, No TRAIL) Caspase 3/7 assay (Fold change relative to siNegative transfected cells, No TRAIL) Cell viability assay (Fold change relative to siNegative transfected cells, No TRAIL)
NO TRAIL 1000 ng TRAIL (1 hour) NO TRAIL 1000 ng TRAIL (1 hour)

StDev StDev MEANMEAN StDev MEAN StDev MEAN StDev

TPK1 Kinase NA 1.59 1.04 1.15 0.86 2.75 2.34 2.91 TPK1 Kinase 1.00 0.87 0.96 1.36 7.71 11.53 12.64 11.64 TPK1 Kinase 0.86 0.93 1.06 0.84 0.34 0.32 0.49 0.46
TRAD Kinase 0.52 2.06 0.98 1.38 1.34 3.42 3.45 3.95 TRAD Kinase 1.05 1.22 1.35 1.39 5.80 6.83 7.91 23.43 TRAD Kinase 1.00 0.95 1.16 0.86 0.65 0.54 0.59 0.14
TRIO Kinase 0.58 1.06 1.06 1.78 1.00 2.31 1.96 3.37 TRIO Kinase 0.72 1.23 1.17 1.17 5.02 6.66 6.47 12.05 TRIO Kinase 0.94 0.95 0.91 0.91 0.59 0.52 0.50 0.47
TSKS Kinase 0.78 1.17 1.15 1.05 1.26 2.41 2.78 3.68 TSKS Kinase 0.72 0.87 0.93 0.97 10.29 5.74 9.95 9.41 TSKS Kinase 0.76 0.84 0.70 0.62 0.34 0.53 0.46 0.18
TTBK1 Kinase 0.72 1.30 1.04 1.12 1.12 2.51 2.77 3.29 TTBK1 Kinase 1.28 1.04 1.14 1.19 6.69 7.39 10.41 9.17 TTBK1 Kinase 1.04 1.04 1.03 1.05 0.44 0.63 0.49 0.55
TTBK2 Kinase 0.70 0.96 1.08 0.94 1.96 2.98 2.46 2.92 TTBK2 Kinase 2.14 1.11 1.46 0.99 11.28 8.99 10.60 7.74 TTBK2 Kinase 1.05 1.07 0.94 0.98 0.56 0.65 0.60 0.45
TTK Kinase NA 0.94 0.94 0.94 0.89 1.85 1.81 2.15 TTK Kinase 1.10 1.02 1.77 1.11 7.21 5.50 8.35 11.28 TTK Kinase 0.90 0.86 1.16 0.88 0.31 0.52 0.56 0.31
TXK Kinase NA 0.99 0.99 1.01 0.91 2.21 2.09 3.48 TXK Kinase 0.88 1.17 1.35 1.19 6.14 5.92 8.67 11.66 TXK Kinase 1.03 0.97 1.07 1.01 0.50 0.62 0.66 0.41
TYK2 Kinase 1.05 1.11 1.06 1.02 1.07 2.84 2.26 2.97 TYK2 Kinase 0.68 0.88 0.98 1.41 6.21 9.97 3.45 7.69 TYK2 Kinase 0.91 0.86 0.83 1.00 0.44 0.40 0.84 0.62
TYRO3 Kinase 0.78 1.03 0.97 0.98 1.04 2.77 2.33 2.99 TYRO3 Kinase 0.77 1.14 1.05 0.96 8.11 14.97 11.21 6.33 TYRO3 Kinase 0.96 0.77 0.86 0.77 0.59 0.16 0.45 0.65
TYROBP Kinase 0.65 1.10 0.95 1.12 1.16 2.19 2.87 2.97 TYROBP Kinase 1.00 0.98 1.22 1.86 8.65 8.38 12.07 12.30 TYROBP Kinase 0.95 0.88 1.03 0.90 0.37 0.40 0.44 0.45
UCK1 Kinase NA 1.38 0.97 1.00 0.91 2.30 2.51 2.70 UCK1 Kinase 0.96 0.82 3.72 1.05 4.08 6.62 17.47 5.47 UCK1 Kinase 0.76 0.97 0.70 0.94 0.33 0.60 0.26 0.52
UCK2 Kinase 0.51 1.04 1.03 1.11 0.95 2.70 3.34 3.72 UCK2 Kinase 0.80 1.27 1.06 1.06 4.93 10.24 15.95 13.03 UCK2 Kinase 1.02 0.96 0.99 0.91 0.89 0.49 0.46 0.38
UCKL1 Kinase 0.66 1.22 1.11 1.12 1.24 3.84 2.55 3.61 UCKL1 Kinase 2.35 0.83 1.46 1.39 6.88 13.35 5.40 11.08 UCKL1 Kinase 0.92 0.96 1.08 0.99 0.27 0.40 0.63 0.49
UGP2 Kinase 0.61 1.18 1.05 1.18 1.22 2.36 3.36 3.89 UGP2 Kinase 0.84 1.09 1.16 1.53 6.97 9.76 15.42 15.04 UGP2 Kinase 0.93 1.02 0.68 0.85 0.43 0.45 0.20 0.16
UHMK1 Kinase NA 0.86 0.94 0.98 1.63 1.71 3.08 1.87 UHMK1 Kinase 1.71 1.00 1.25 1.00 9.31 4.97 10.27 5.97 UHMK1 Kinase 1.05 1.11 1.03 0.93 0.45 0.60 0.34 0.58
ULK1 Kinase 0.71 1.09 1.02 1.12 1.49 2.32 3.36 2.25 ULK1 Kinase 0.76 0.99 1.36 1.26 11.30 5.89 17.00 5.64 ULK1 Kinase 0.81 0.95 0.81 0.89 0.36 0.61 0.44 0.58
ULK2 Kinase 0.54 1.20 1.16 1.22 1.17 2.70 3.16 4.36 ULK2 Kinase 0.85 1.10 1.19 1.58 9.05 5.67 20.62 20.68 ULK2 Kinase 1.05 0.97 0.99 0.83 0.55 0.66 0.19 0.16
ULK3 Kinase NA 0.99 0.98 1.09 0.65 2.41 2.49 2.24 ULK3 Kinase 1.17 0.86 1.01 0.94 3.33 7.24 8.63 11.99 ULK3 Kinase 0.93 1.00 1.08 0.89 0.61 0.41 0.52 0.34
ULK4 Kinase 0.69 1.47 1.14 1.10 1.27 3.92 3.40 3.48 ULK4 Kinase 0.88 1.21 1.10 1.09 9.54 11.38 8.86 3.68 ULK4 Kinase 0.92 0.86 0.96 0.92 0.36 0.38 0.43 0.75
UMP Kinase 0.45 1.29 1.05 1.03 0.94 3.17 2.97 2.99 UMP Kinase 0.95 1.07 1.57 1.81 4.42 13.94 9.80 10.23 UMP Kinase 0.91 0.95 0.96 1.04 0.46 0.40 0.60 0.61
VRK1 Kinase 0.62 0.93 1.18 1.26 0.89 2.72 2.74 3.10 VRK1 Kinase 1.26 1.43 1.07 0.93 5.29 7.08 9.35 10.77 VRK1 Kinase 0.97 0.93 0.91 1.05 0.68 0.47 0.44 0.40
VRK2 Kinase NA 1.01 1.00 0.99 0.87 2.18 2.21 2.28 VRK2 Kinase 0.94 0.99 1.07 1.10 4.91 6.09 11.00 13.26 VRK2 Kinase 1.08 0.83 1.07 1.06 0.48 0.32 0.38 0.45
VRK3 Kinase 0.51 1.61 1.02 1.22 0.78 2.42 3.73 4.13 VRK3 Kinase 0.89 1.36 1.41 1.28 4.50 11.04 12.98 17.44 VRK3 Kinase 0.77 0.94 0.92 0.98 0.46 0.34 0.35 0.25
WDSAM1 Kinase 0.97 1.04 1.05 1.04 1.96 2.64 2.58 2.23 WDSAM1 Kinase 1.95 1.65 1.27 1.10 22.48 9.23 9.10 8.64 WDSAM1 Kinase 0.80 0.99 0.87 0.89 0.20 0.48 0.58 0.44
WEE1 Kinase NA 1.16 0.98 1.11 0.79 2.32 2.36 3.14 WEE1 Kinase 4.25 1.17 1.33 1.93 10.57 6.99 7.75 16.85 WEE1 Kinase 0.65 1.00 1.12 0.91 0.18 0.59 0.54 0.46
WNK1 Kinase 0.82 1.58 1.07 1.20 1.18 2.55 3.93 3.37 WNK1 Kinase 0.79 0.81 1.26 2.00 8.35 8.12 12.74 13.62 WNK1 Kinase 0.91 0.79 0.64 0.82 0.38 0.40 0.38 0.24
WNK2 Kinase 0.48 1.40 0.99 1.13 1.02 2.60 5.01 3.98 WNK2 Kinase 0.78 1.22 1.60 1.67 6.99 4.13 17.87 17.08 WNK2 Kinase 1.01 1.05 0.77 0.91 0.49 0.81 0.19 0.30
WNK3 Kinase 0.49 1.19 1.20 1.03 1.15 2.85 3.33 3.46 WNK3 Kinase 0.88 1.17 1.21 1.06 9.04 9.64 16.79 12.15 WNK3 Kinase 0.86 1.05 0.97 0.92 0.20 0.41 0.31 0.44
WNK4 Kinase 0.61 1.14 1.20 1.14 1.21 3.43 4.92 4.06 WNK4 Kinase 0.73 0.89 2.02 1.85 6.93 11.51 20.20 21.61 WNK4 Kinase 0.71 0.77 0.85 0.75 0.20 0.16 0.28 0.14
XYLB Kinase 0.70 1.17 1.16 1.31 1.12 3.19 2.47 2.44 XYLB Kinase 0.68 0.97 1.08 1.14 7.39 6.76 11.10 10.76 XYLB Kinase 1.01 0.95 1.05 0.89 0.48 0.44 0.44 0.43
YES1 Kinase 1.01 1.07 1.08 1.11 1.09 2.19 3.07 2.84 YES1 Kinase 0.83 1.16 1.14 1.22 6.97 6.80 17.14 10.19 YES1 Kinase 0.96 0.99 0.62 0.90 0.42 0.58 0.28 0.43
ZAK Kinase 0.73 1.54 1.11 1.03 1.13 2.72 3.45 3.86 ZAK Kinase 1.16 0.89 1.43 1.32 9.13 6.53 11.09 10.98 ZAK Kinase 0.98 0.99 1.08 1.06 0.35 0.57 0.56 0.44
ZAP70 Kinase 0.81 1.08 1.01 1.15 1.02 2.85 2.47 3.01 ZAP70 Kinase 0.81 0.82 1.26 1.41 8.35 5.91 9.42 9.09 ZAP70 Kinase 0.99 0.95 0.82 0.88 0.49 0.74 0.56 0.42
ZC3HC1 Kinase 0.65 1.39 1.21 1.23 1.47 1.70 4.33 3.92 ZC3HC1 Kinase 0.71 1.14 0.98 1.57 15.23 3.92 12.85 21.12 ZC3HC1 Kinase 0.90 0.74 0.91 0.73 0.15 0.60 0.40 0.09

ACP1 Phosphatase 0.87 0.79 5.90 0.86 5.40 9.07 5.45 6.03 ACP1 Phosphatase 1.05 0.92 0.99 1.05 0.68 0.35 0.27 0.69
ACP2 Phosphatase 1.04 0.99 0.94 0.78 5.34 5.28 3.33 6.47 ACP2 Phosphatase 1.00 1.00 0.99 1.09 0.72 0.53 0.38 0.71
ACP5 Phosphatase 1.12 0.94 1.27 1.12 5.12 5.56 5.76 7.31 ACP5 Phosphatase 0.99 0.97 1.00 1.23 0.62 0.48 0.51 0.67
ACP6 Phosphatase 0.99 1.11 1.28 1.32 5.37 6.45 5.83 4.22 ACP6 Phosphatase 1.01 1.00 1.01 1.23 0.60 0.42 0.48 0.74
ACPP Phosphatase 0.89 0.95 1.18 1.32 5.02 7.31 4.63 5.45 ACPP Phosphatase 1.06 1.00 1.01 0.98 0.59 0.55 0.10 0.62
ACPT Phosphatase 0.92 1.17 1.36 1.06 8.89 8.16 7.00 8.90 ACPT Phosphatase 1.03 0.96 0.88 1.22 0.57 0.44 0.09 0.75
ALPI Phosphatase 1.26 1.03 1.15 1.06 6.57 5.37 5.49 6.64 ALPI Phosphatase 1.13 1.19 1.18 1.18 0.62 0.78 0.47 0.77
ALPL Phosphatase 1.35 1.79 0.97 1.46 6.14 7.83 5.15 5.28 ALPL Phosphatase 1.06 0.81 1.03 0.98 0.63 0.37 0.08 0.86
ALPPL2 Phosphatase 0.95 0.85 0.82 0.87 3.83 7.35 7.33 5.59 ALPPL2 Phosphatase 1.11 1.08 0.95 0.89 0.77 0.41 0.20 0.79
CDC25A Phosphatase 0.97 1.10 1.25 1.49 7.59 7.28 7.15 7.18 CDC25A Phosphatase 0.83 0.91 0.97 1.07 0.47 0.35 0.06 0.83
CDC25B Phosphatase 0.82 0.89 1.13 1.45 7.28 5.85 9.14 7.32 CDC25B Phosphatase 0.75 0.99 0.89 1.13 0.29 0.41 0.45 0.63
CDC25C Phosphatase 1.13 1.48 0.90 1.21 5.20 5.55 4.86 7.20 CDC25C Phosphatase 0.78 0.97 0.96 1.19 0.39 0.54 0.65 0.65
CDKN3 Phosphatase 1.61 1.34 1.03 0.95 5.66 3.96 4.39 6.86 CDKN3 Phosphatase 1.15 1.03 1.03 1.23 0.64 0.48 0.59 0.71
CTDP1 Phosphatase 0.95 1.88 1.05 1.18 7.83 6.88 5.93 5.37 CTDP1 Phosphatase 0.64 0.97 0.97 1.10 0.25 0.44 0.53 0.65
CTDSP2 Phosphatase 1.16 1.17 1.22 1.13 5.30 7.82 3.86 5.22 CTDSP2 Phosphatase 0.93 1.03 1.03 1.17 0.47 0.53 0.62 0.71
CTDSPL Phosphatase 1.19 1.09 0.96 0.97 6.35 4.98 3.92 5.92 CTDSPL Phosphatase 0.99 0.91 1.09 1.21 0.55 0.72 0.57 0.81
DKFZP566K0524 Phosphatase 0.77 1.20 0.95 1.49 4.28 5.93 7.61 7.77 DKFZP566K0524 Phosphatase 1.10 0.96 0.97 1.21 0.65 0.55 0.65 0.78
DOLPP1 Phosphatase 0.85 0.95 0.97 1.52 6.70 6.23 4.55 4.63 DOLPP1 Phosphatase 1.14 0.95 1.06 1.00 0.60 0.40 0.47 0.33
DUSP10 Phosphatase 1.18 1.23 0.86 2.30 8.04 3.81 6.62 5.28 DUSP10 Phosphatase 1.07 1.04 0.93 1.16 0.55 0.68 0.55 0.74
DUSP11 Phosphatase 0.77 1.78 1.44 1.51 5.57 7.86 9.53 5.06 DUSP11 Phosphatase 1.04 0.97 1.01 1.16 0.65 0.40 0.07 0.73
DUSP12 Phosphatase 1.09 1.81 0.78 1.13 3.41 8.85 5.84 6.66 DUSP12 Phosphatase 1.01 0.97 0.96 1.22 0.66 0.41 0.59 0.65
DUSP13 Phosphatase 1.47 1.29 0.75 1.02 7.19 6.48 5.45 6.34 DUSP13 Phosphatase 1.17 1.26 1.20 1.44 0.57 0.65 0.84 0.85
DUSP14 Phosphatase 1.30 1.21 1.17 0.99 7.86 6.58 5.73 5.65 DUSP14 Phosphatase 1.09 1.00 1.07 1.05 0.48 0.67 0.08 0.73
DUSP15 Phosphatase 1.81 1.74 1.43 1.13 7.39 7.29 5.18 6.21 DUSP15 Phosphatase 1.24 1.20 1.30 1.42 0.68 0.53 0.57 0.77
DUSP16 Phosphatase 0.84 1.49 0.81 0.78 6.55 7.20 4.53 7.30 DUSP16 Phosphatase 1.06 0.82 0.99 1.23 0.61 0.39 0.43 0.59
DUSP18 Phosphatase 1.06 1.20 1.08 1.24 4.37 6.74 6.61 5.51 DUSP18 Phosphatase 1.12 0.94 0.93 1.17 0.64 0.54 0.11 0.72
DUSP19 Phosphatase 1.28 1.16 0.77 1.27 8.28 7.92 4.75 6.19 DUSP19 Phosphatase 0.93 0.92 0.96 1.21 0.44 0.28 0.19 0.73
DUSP2 Phosphatase 0.97 1.17 0.86 1.10 8.61 6.89 5.23 5.50 DUSP2 Phosphatase 1.15 1.00 0.97 1.06 0.46 0.55 0.60 0.62
DUSP21 Phosphatase 0.92 1.30 1.34 1.17 3.31 4.97 4.84 6.97 DUSP21 Phosphatase 1.10 1.01 0.93 1.13 0.66 0.54 0.63 0.72
DUSP22 Phosphatase 1.00 1.24 1.03 0.95 4.47 6.38 3.36 7.22 DUSP22 Phosphatase 1.03 1.01 0.96 1.18 0.66 0.65 0.54 0.69
DUSP23 Phosphatase 1.23 1.18 0.94 1.43 5.82 6.11 3.29 6.15 DUSP23 Phosphatase 1.24 1.24 1.12 1.43 0.63 0.78 0.83 0.85
DUSP24 Phosphatase 1.53 1.33 1.03 1.10 5.51 5.21 4.99 6.46 DUSP24 Phosphatase 1.01 1.04 1.00 1.21 0.55 0.66 0.52 0.72
DUSP3 Phosphatase 1.13 1.38 0.71 0.91 3.27 9.00 4.92 8.27 DUSP3 Phosphatase 1.38 1.26 1.18 1.51 0.71 0.69 0.66 0.92
DUSP6 Phosphatase 1.03 1.41 0.86 1.13 7.10 4.96 7.12 7.01 DUSP6 Phosphatase 0.93 0.99 0.99 1.21 0.37 0.45 0.46 0.75
DUSP7 Phosphatase 1.23 0.99 0.96 1.12 5.30 7.66 6.47 7.13 DUSP7 Phosphatase 1.01 1.00 1.01 1.16 0.65 0.30 0.56 0.64
DUSP8 Phosphatase 0.76 1.11 0.91 0.98 4.11 7.24 5.10 7.83 DUSP8 Phosphatase 0.76 1.02 1.04 1.10 0.37 0.53 0.07 0.77
DUT Phosphatase 0.81 0.98 1.03 0.86 5.33 7.63 7.22 7.81 DUT Phosphatase 0.65 0.95 0.96 1.20 0.26 0.21 0.48 0.44
ENPP1 Phosphatase 1.61 1.37 1.06 1.13 5.84 6.42 4.92 7.86 ENPP1 Phosphatase 1.43 1.28 1.19 1.43 0.86 0.67 0.54 0.87
ENPP2 Phosphatase 1.15 1.30 1.27 1.24 4.38 5.50 5.55 7.42 ENPP2 Phosphatase 1.15 0.99 0.99 1.22 0.50 0.25 0.08 0.70
ENPP3 Phosphatase 1.09 1.05 0.80 2.47 6.41 5.55 5.14 6.37 ENPP3 Phosphatase 0.92 0.99 1.07 1.26 0.54 0.45 0.08 0.71
FBP1 Phosphatase 1.24 1.37 1.48 0.99 6.88 4.81 5.41 6.16 FBP1 Phosphatase 0.86 0.96 0.98 1.20 0.49 0.54 0.62 0.75
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MEAN
Cells only Cells only Cells only
siNeg siNeg siNeg
siCASP8 siCASP8 siCASP8
siFLIP siFLIP siFLIP
siCelldeath siCelldeath siCelldeath
Cells only Cells only Cells only
siNeg siNeg siNeg
siCASP8 siCASP8 siCASP8
siFLIP siFLIP siFLIP
siCelldeath siCelldeath siCelldeath
Gene Symbol Gene Set siRNA A siRNA B siRNA C siRNA D siRNA A siRNA B siRNA C siRNA D Gene Symbol Gene Set siRNA A siRNA B siRNA C siRNA D siRNA A siRNA B siRNA C siRNA D Gene Symbol Category siRNA A siRNA B siRNA C siRNA D siRNA A siRNA B siRNA C siRNA D
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0.04

0.64
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NA NA
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0.39
0.84

NA NA NA
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NA 1.03NA NA
2.69 0.73 4.73

0.06
0.07
0.07
0.05
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1.06
1.00
0.98
0.93
0.15

1.52
1.59
0.37
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CONTROLS 
(Kinase & 
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MEAN

1.00
1.03
1.06

5.98
7.10
1.56

10.58

0.18 1.10
1.00

18.811.13

0,30
0.34

StDev
NO TRAIL 100 ng TRAIL (24 hour)

Caspase 8 Assay (Fold change relative to siNegative transfected cells, No TRAIL) Caspase 3/7 assay (Fold change relative to siNegative transfected cells, No TRAIL) Cell viability assay (Fold change relative to siNegative transfected cells, No TRAIL)
NO TRAIL 1000 ng TRAIL (1 hour) NO TRAIL 1000 ng TRAIL (1 hour)

StDev StDev MEANMEAN StDev MEAN StDev MEAN StDev

FBP2 Phosphatase 0.93 1.77 1.02 1.25 5.71 5.60 4.44 7.52 FBP2 Phosphatase 1.11 0.95 0.87 1.17 0.61 0.20 0.47 0.72
FLJ32332 Phosphatase 1.32 1.27 1.09 0.89 3.29 5.54 2.88 7.01 FLJ32332 Phosphatase 0.95 1.01 1.06 1.24 0.79 0.34 0.12 0.77
G6PC Phosphatase 1.73 1.47 1.17 1.28 4.56 5.64 4.67 4.66 G6PC Phosphatase 1.08 0.95 0.95 1.17 0.82 0.61 0.54 0.61
G6PC2 Phosphatase 0.98 1.08 1.14 0.99 6.13 4.85 4.13 6.51 G6PC2 Phosphatase 1.03 1.01 1.00 0.97 0.60 0.64 0.10 0.68
G6PC3 Phosphatase 1.33 0.93 0.94 1.14 7.95 6.61 5.73 5.65 G6PC3 Phosphatase 0.93 0.91 0.98 1.21 0.51 0.27 0.28 0.98
ILKAP Phosphatase 1.05 0.95 0.99 1.15 5.54 4.77 5.45 7.69 ILKAP Phosphatase 0.94 0.99 1.02 1.32 0.52 0.50 0.32 0.85
IMPA1 Phosphatase 1.14 1.23 1.40 1.32 6.53 6.61 6.30 7.78 IMPA1 Phosphatase 1.11 0.99 1.02 1.24 0.56 0.48 0.45 0.77
INPP1 Phosphatase 1.11 1.33 1.04 0.97 4.57 6.78 4.88 7.72 INPP1 Phosphatase 1.16 1.22 1.14 1.32 0.66 0.66 0.64 0.73
INPP4B Phosphatase 1.21 1.09 1.06 0.95 7.02 4.64 3.58 6.63 INPP4B Phosphatase 1.07 0.92 0.99 1.20 0.60 0.60 0.18 0.69
INPP5A Phosphatase 1.77 1.79 0.57 1.20 10.97 3.79 3.36 7.44 INPP5A Phosphatase 0.98 0.99 0.97 1.19 0.38 0.60 0.19 0.71
INPP5B Phosphatase 1.56 0.95 1.10 1.00 6.44 5.94 8.80 6.63 INPP5B Phosphatase 0.93 0.94 0.95 1.29 0.47 0.42 0.38 0.75
INPP5D Phosphatase 1.34 1.81 0.87 1.50 4.13 4.35 6.23 6.13 INPP5D Phosphatase 0.85 1.01 1.03 1.25 0.54 0.57 0.07 0.79
INPP5E Phosphatase 0.83 1.30 0.94 0.83 5.68 5.06 4.49 6.59 INPP5E Phosphatase 1.02 0.97 0.94 1.21 0.61 0.40 0.44 0.65
INPP5F Phosphatase 0.84 1.87 1.40 1.08 5.08 5.37 6.76 8.17 INPP5F Phosphatase 1.10 1.02 1.08 1.12 0.66 0.62 0.56 0.66
ITPA Phosphatase 0.91 0.94 1.27 1.30 6.19 6.97 4.49 3.97 ITPA Phosphatase 1.00 0.88 0.96 1.16 0.48 0.50 0.06 0.82
LHPP Phosphatase 1.75 1.09 1.11 0.89 10.63 4.90 5.13 6.36 LHPP Phosphatase 0.86 1.06 1.06 1.07 0.43 0.55 0.05 0.81
LOC387870 Phosphatase 0.85 1.07 0.91 0.84 5.58 5.33 3.74 6.80 LOC387870 Phosphatase 0.99 0.98 0.99 1.30 0.53 0.78 0.55 0.74
LOC389772 Phosphatase 1.12 0.99 0.92 1.05 5.64 4.38 5.71 6.23 LOC389772 Phosphatase 1.00 0.99 1.05 1.16 0.65 0.58 0.56 0.76
LOC391025 Phosphatase 0.86 0.92 1.00 1.52 5.47 9.55 4.68 5.16 LOC391025 Phosphatase 1.10 0.99 1.03 1.17 0.61 0.49 0.67 0.80
LOC400927 Phosphatase 1.33 1.22 1.07 1.05 4.77 6.32 6.68 6.74 LOC400927 Phosphatase 0.99 0.99 0.98 1.27 0.57 0.52 0.56 0.77
LOC442428 Phosphatase 1.10 1.25 1.26 1.21 5.54 5.61 4.08 8.05 LOC442428 Phosphatase 1.33 1.22 1.18 1.41 0.79 0.84 0.69 0.73
LOC474338 Phosphatase 0.86 1.32 1.09 1.12 4.48 5.76 6.06 7.34 LOC474338 Phosphatase 1.11 1.01 1.07 1.14 0.60 0.64 0.18 0.67
LPPR2 Phosphatase 0.83 1.11 1.39 1.37 8.00 9.03 7.75 7.16 LPPR2 Phosphatase 0.87 1.00 0.99 1.11 0.20 0.24 0.53 0.43
M-RIP Phosphatase 1.02 1.74 0.98 0.98 5.61 5.77 6.78 6.75 M-RIP Phosphatase 1.05 1.05 1.07 1.04 0.58 0.52 0.58 0.68
MINPP1 Phosphatase 0.90 1.81 1.36 0.96 6.21 4.22 5.41 6.42 MINPP1 Phosphatase 1.12 1.04 1.00 1.25 0.54 0.67 0.71 0.77
MTM1 Phosphatase 1.34 1.51 1.58 1.47 6.09 5.77 4.65 6.11 MTM1 Phosphatase 0.99 1.01 1.00 1.25 0.59 0.49 0.17 0.76
MTMR2 Phosphatase 0.98 1.45 1.59 1.05 6.09 6.65 4.03 5.13 MTMR2 Phosphatase 1.08 0.99 1.04 1.21 0.66 0.57 0.56 0.65
MTMR3 Phosphatase 1.29 1.47 1.49 1.94 5.57 3.04 5.15 6.95 MTMR3 Phosphatase 1.12 0.98 1.02 1.16 0.50 0.53 0.27 0.73
MTMR4 Phosphatase 1.41 1.57 1.17 1.05 7.80 9.29 6.64 5.65 MTMR4 Phosphatase 0.99 1.01 1.11 1.19 0.50 0.09 0.06 0.85
MTMR6 Phosphatase 1.42 1.79 1.59 1.34 12.18 6.00 6.23 7.79 MTMR6 Phosphatase 1.11 1.04 1.07 1.17 0.43 0.30 0.36 0.77
MTMR8 Phosphatase 1.19 1.24 1.40 1.47 7.86 5.94 6.71 7.33 MTMR8 Phosphatase 0.95 0.99 0.99 1.14 0.51 0.10 0.55 0.71
MTMR9 Phosphatase 0.76 1.12 1.14 1.54 5.17 6.14 4.74 9.26 MTMR9 Phosphatase 1.03 0.98 0.98 1.20 0.60 0.55 0.61 0.62
PDP2 Phosphatase 0.90 1.68 0.96 0.99 6.11 6.81 6.05 7.36 PDP2 Phosphatase 1.27 1.19 1.23 1.41 0.67 0.67 0.64 0.84
PDPR Phosphatase 0.88 0.93 0.87 1.24 6.33 5.23 5.07 8.71 PDPR Phosphatase 0.90 0.96 0.99 1.09 0.48 0.59 0.56 0.39
PHOSPHO1 Phosphatase 1.00 1.74 1.47 1.31 4.67 5.45 9.00 6.93 PHOSPHO1 Phosphatase 1.13 0.93 1.09 1.21 0.61 0.35 0.11 0.85
PHPT1 Phosphatase 1.29 1.19 0.89 0.93 4.59 5.32 3.94 6.96 PHPT1 Phosphatase 1.07 0.94 0.99 1.21 0.71 0.50 0.65 0.61
PIB5PA Phosphatase 1.07 0.83 0.81 0.72 7.17 7.24 3.12 5.67 PIB5PA Phosphatase 1.10 0.88 0.96 1.16 0.57 0.44 0.65 0.70
PIP3AP Phosphatase 1.05 1.37 0.92 1.83 9.31 5.67 4.43 7.80 PIP3AP Phosphatase 0.98 1.02 1.02 1.14 0.44 0.50 0.52 0.67
PLIP Phosphatase 1.03 1.88 1.28 1.78 5.86 10.28 4.72 8.97 PLIP Phosphatase 1.16 0.85 0.97 1.13 0.53 0.26 0.10 0.54
PME-1 Phosphatase 1.17 1.50 0.86 0.90 6.63 4.21 6.40 6.30 PME-1 Phosphatase 1.08 1.00 0.97 1.17 0.69 0.43 0.58 0.77
PNKP Phosphatase 0.77 1.16 1.17 1.43 7.19 8.56 5.54 5.60 PNKP Phosphatase 1.31 1.06 1.19 1.49 0.75 0.44 0.68 0.96
PPAP2A Phosphatase 0.98 1.53 0.93 1.06 5.02 8.49 4.63 7.67 PPAP2A Phosphatase 0.96 0.97 0.96 1.22 0.69 0.36 0.13 0.72
PPAP2B Phosphatase 1.22 1.55 1.10 0.91 5.20 5.65 4.22 5.85 PPAP2B Phosphatase 1.04 0.99 1.05 1.14 0.67 0.57 0.10 0.63
PPAP2C Phosphatase 0.99 2.08 1.16 1.32 5.85 7.27 5.05 8.01 PPAP2C Phosphatase 1.22 1.16 1.14 1.44 0.53 0.54 0.56 0.76
PPEF1 Phosphatase 1.23 0.86 1.37 1.13 5.85 6.14 6.90 4.54 PPEF1 Phosphatase 0.70 1.02 0.97 1.12 0.33 0.25 0.12 0.43
PPEF2 Phosphatase 1.13 1.62 1.19 1.27 5.02 5.91 7.11 8.33 PPEF2 Phosphatase 0.95 0.91 1.01 1.29 0.48 0.14 0.06 0.69
PPFIA1 Phosphatase 1.03 0.82 1.04 2.10 6.64 5.74 4.90 6.78 PPFIA1 Phosphatase 1.08 0.97 1.02 1.20 0.69 0.57 0.13 0.66
PPFIA2 Phosphatase 1.36 1.21 1.44 1.23 7.83 7.33 5.98 8.09 PPFIA2 Phosphatase 0.86 1.00 0.91 1.18 0.43 0.47 0.05 0.61
PPFIA3 Phosphatase 1.51 1.19 1.06 1.44 7.89 4.51 5.49 5.29 PPFIA3 Phosphatase 0.96 1.03 0.92 1.26 0.48 0.54 0.08 0.73
PPFIA4 Phosphatase 1.06 1.33 1.12 1.74 6.95 8.89 9.52 7.29 PPFIA4 Phosphatase 0.78 0.86 1.00 1.16 0.27 0.10 0.04 0.81
PPM1A Phosphatase 0.96 1.13 1.79 1.44 5.46 6.08 4.46 6.59 PPM1A Phosphatase 1.01 0.98 0.95 1.16 0.58 0.44 0.09 0.74
PPM1B Phosphatase 1.01 1.55 1.00 1.04 3.88 6.70 5.44 6.89 PPM1B Phosphatase 0.99 1.01 1.00 1.23 0.69 0.64 0.08 0.61
PPM1D Phosphatase 1.39 1.77 1.13 1.29 5.53 5.17 5.32 7.66 PPM1D Phosphatase 0.95 1.04 1.04 1.15 0.42 0.46 0.16 0.62
PPM1E Phosphatase 1.52 1.02 1.27 1.05 7.20 9.40 3.49 6.39 PPM1E Phosphatase 1.01 1.00 1.01 1.17 0.56 0.38 0.58 0.89
PPM1F Phosphatase 1.20 0.87 0.96 1.02 7.76 4.57 6.05 7.94 PPM1F Phosphatase 1.08 0.98 0.96 1.21 0.50 0.62 0.53 0.64
PPM1G Phosphatase 1.93 1.36 1.25 1.25 10.81 5.81 4.69 5.08 PPM1G Phosphatase 0.81 0.97 0.99 1.23 0.55 0.57 0.25 0.80
PPM1L Phosphatase 1.28 1.42 1.16 1.25 7.00 5.09 4.38 5.51 PPM1L Phosphatase 1.39 1.23 1.18 1.48 0.77 0.43 0.77 1.01
PPM2C Phosphatase 0.98 1.44 0.98 1.04 6.36 4.92 4.51 4.97 PPM2C Phosphatase 1.03 0.99 0.85 1.09 0.50 0.56 0.61 0.87
PPP1CA Phosphatase 1.13 1.21 1.66 1.24 5.61 7.90 6.52 8.94 PPP1CA Phosphatase 1.40 1.15 1.01 1.58 0.63 0.29 0.37 0.78
PPP1CB Phosphatase 1.55 0.84 0.82 1.46 4.15 6.33 5.56 7.98 PPP1CB Phosphatase 0.89 0.94 1.06 1.19 0.54 0.47 0.08 0.78
PPP1CC Phosphatase 1.36 1.59 1.04 1.32 6.84 5.38 5.55 6.49 PPP1CC Phosphatase 1.07 0.93 0.97 1.23 0.71 0.53 0.06 0.69
PPP1R10 Phosphatase 1.24 1.51 0.96 1.60 12.09 6.28 8.55 7.97 PPP1R10 Phosphatase 1.22 1.00 1.03 1.11 0.36 0.31 0.53 0.53
PPP1R11 Phosphatase 1.04 1.64 0.92 1.07 5.19 5.65 3.48 7.45 PPP1R11 Phosphatase 0.66 0.97 0.98 1.17 0.62 0.46 0.54 0.78
PPP1R12A Phosphatase 0.95 1.12 1.40 1.48 5.31 6.79 3.86 4.45 PPP1R12A Phosphatase 1.11 0.98 1.00 1.28 0.73 0.60 0.12 0.85
PPP1R12B Phosphatase 0.74 1.94 1.11 1.01 6.40 13.01 5.35 8.00 PPP1R12B Phosphatase 1.08 0.83 1.02 1.15 0.59 0.26 0.33 0.65
PPP1R12C Phosphatase 1.39 1.21 1.48 1.41 9.54 4.82 8.70 6.42 PPP1R12C Phosphatase 1.09 0.99 1.00 1.06 0.45 0.61 0.47 0.60
PPP1R13B Phosphatase 1.28 1.11 1.61 1.01 3.64 5.31 5.17 5.99 PPP1R13B Phosphatase 0.77 1.00 0.99 0.54 0.44 0.55 0.58 0.64
PPP1R14A Phosphatase 0.90 1.16 0.78 1.25 5.05 5.66 3.26 8.33 PPP1R14A Phosphatase 0.94 0.92 0.88 1.30 0.70 0.58 0.21 0.63
PPP1R14C Phosphatase 1.70 1.14 0.86 2.15 7.09 6.19 4.62 7.06 PPP1R14C Phosphatase 0.65 0.97 1.04 1.23 0.25 0.46 0.59 0.70
PPP1R14D Phosphatase 1.39 1.86 1.89 1.20 5.71 3.84 6.40 7.65 PPP1R14D Phosphatase 0.98 1.06 1.00 1.20 0.38 0.34 0.48 0.78
PPP1R15A Phosphatase 1.55 1.10 0.86 1.22 6.75 2.81 4.27 7.11 PPP1R15A Phosphatase 1.09 1.00 1.02 1.17 0.59 0.72 0.70 0.67
PPP1R15B Phosphatase 0.93 1.46 1.09 1.61 6.86 5.91 6.39 7.00 PPP1R15B Phosphatase 1.12 1.25 1.10 1.45 0.59 0.65 0.48 0.62
PPP1R16B Phosphatase 2.18 1.40 1.27 1.12 13.06 6.00 4.45 7.93 PPP1R16B Phosphatase 1.19 1.19 1.16 1.46 0.49 0.65 0.74 0.58
PPP1R1A Phosphatase 0.73 0.98 1.36 0.95 4.39 7.94 5.16 7.91 PPP1R1A Phosphatase 1.07 1.07 1.06 1.25 0.72 0.21 0.06 0.73
PPP1R1B Phosphatase 1.28 1.36 0.95 0.88 6.61 5.46 6.45 10.52 PPP1R1B Phosphatase 1.09 0.86 0.94 1.18 0.64 0.39 0.45 0.59
PPP1R1C Phosphatase 1.06 1.27 0.82 1.51 8.54 9.82 5.33 5.48 PPP1R1C Phosphatase 1.05 0.97 1.01 1.20 0.47 0.47 0.45 0.74
PPP1R2 Phosphatase 1.69 1.43 1.12 1.21 6.12 7.16 3.34 6.96 PPP1R2 Phosphatase 1.11 1.01 0.99 1.16 0.59 0.72 0.49 0.75
PPP1R2P9 Phosphatase 0.90 1.25 1.10 1.22 8.65 7.52 4.57 3.97 PPP1R2P9 Phosphatase 1.27 1.20 1.24 1.49 0.66 0.63 0.73 1.28
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MEAN
Cells only Cells only Cells only
siNeg siNeg siNeg
siCASP8 siCASP8 siCASP8
siFLIP siFLIP siFLIP
siCelldeath siCelldeath siCelldeath
Cells only Cells only Cells only
siNeg siNeg siNeg
siCASP8 siCASP8 siCASP8
siFLIP siFLIP siFLIP
siCelldeath siCelldeath siCelldeath
Gene Symbol Gene Set siRNA A siRNA B siRNA C siRNA D siRNA A siRNA B siRNA C siRNA D Gene Symbol Gene Set siRNA A siRNA B siRNA C siRNA D siRNA A siRNA B siRNA C siRNA D Gene Symbol Category siRNA A siRNA B siRNA C siRNA D siRNA A siRNA B siRNA C siRNA D
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0.05
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StDev
NO TRAIL 100 ng TRAIL (24 hour)

Caspase 8 Assay (Fold change relative to siNegative transfected cells, No TRAIL) Caspase 3/7 assay (Fold change relative to siNegative transfected cells, No TRAIL) Cell viability assay (Fold change relative to siNegative transfected cells, No TRAIL)
NO TRAIL 1000 ng TRAIL (1 hour) NO TRAIL 1000 ng TRAIL (1 hour)

StDev StDev MEANMEAN StDev MEAN StDev MEAN StDev

PPP1R3A Phosphatase 1.70 1.14 1.74 1.07 6.02 4.92 4.78 8.36 PPP1R3A Phosphatase 1.08 0.99 0.92 1.23 0.54 0.56 0.40 0.67
PPP1R3B Phosphatase 0.86 1.42 0.88 1.24 6.44 4.17 4.39 3.16 PPP1R3B Phosphatase 0.98 1.04 1.02 1.19 0.62 0.52 0.64 0.83
PPP1R3C Phosphatase 1.20 1.25 0.86 1.56 4.32 5.48 5.28 6.44 PPP1R3C Phosphatase 1.12 1.05 0.95 1.20 0.71 0.53 0.57 0.68
PPP1R3D Phosphatase 1.19 1.00 1.16 1.05 6.65 4.81 7.31 6.41 PPP1R3D Phosphatase 1.03 1.03 0.97 1.14 0.53 0.78 0.50 0.65
PPP1R3F Phosphatase 1.22 1.09 0.89 1.04 9.66 5.12 3.87 4.51 PPP1R3F Phosphatase 0.87 1.03 0.75 1.22 0.36 0.52 0.06 0.87
PPP1R7 Phosphatase 0.98 1.30 1.21 1.87 3.02 4.66 7.13 7.48 PPP1R7 Phosphatase 1.30 1.20 1.11 1.45 0.96 0.91 0.51 0.99
PPP1R8 Phosphatase 1.08 0.93 1.12 1.14 6.72 6.86 5.61 5.89 PPP1R8 Phosphatase 1.09 0.97 1.05 1.17 0.74 0.46 0.16 0.85
PPP1R9A Phosphatase 1.03 1.26 0.96 1.12 5.20 7.59 5.48 6.74 PPP1R9A Phosphatase 1.04 0.95 0.98 1.17 0.76 0.28 0.56 0.68
PPP1R9B Phosphatase 1.19 1.33 1.48 1.46 6.73 5.90 5.30 4.11 PPP1R9B Phosphatase 1.03 0.96 1.00 1.20 0.54 0.55 0.62 0.67
PPP2CA Phosphatase 0.94 1.78 1.64 0.94 7.04 6.80 6.47 6.28 PPP2CA Phosphatase 1.16 1.10 1.12 1.31 0.55 0.81 0.08 0.78
PPP2CB Phosphatase 1.05 1.41 0.97 1.01 4.00 2.57 4.55 9.93 PPP2CB Phosphatase 1.05 0.91 0.91 1.18 0.61 0.63 0.52 0.61
PPP2R1A Phosphatase 1.88 0.91 0.85 1.29 7.68 5.95 2.86 7.57 PPP2R1A Phosphatase 1.11 1.04 1.04 1.25 0.39 0.48 0.60 0.83
PPP2R1B Phosphatase 1.29 1.56 0.68 1.15 4.80 5.61 5.94 9.23 PPP2R1B Phosphatase 1.07 1.01 1.01 1.09 0.65 0.55 0.54 0.61
PPP2R2A Phosphatase 0.74 1.37 1.09 1.35 6.99 5.13 5.96 8.68 PPP2R2A Phosphatase 0.90 1.00 0.97 1.17 0.41 0.61 0.57 0.55
PPP2R2B Phosphatase 1.10 1.26 1.97 1.17 6.30 5.67 4.89 5.24 PPP2R2B Phosphatase 1.18 1.16 1.15 1.37 0.66 0.52 0.67 0.99
PPP2R2C Phosphatase 1.43 1.28 1.66 1.15 4.73 5.56 4.78 8.54 PPP2R2C Phosphatase 1.06 1.02 1.05 1.32 0.59 0.54 0.61 0.76
PPP2R2D Phosphatase 0.78 0.99 1.05 1.04 5.27 6.38 7.11 5.22 PPP2R2D Phosphatase 0.97 0.96 1.03 1.12 0.54 0.60 0.48 0.70
PPP2R3A Phosphatase 1.16 1.59 1.43 0.98 6.62 5.70 4.17 9.01 PPP2R3A Phosphatase 1.07 0.98 1.05 1.23 0.44 0.51 0.64 0.66
PPP2R4 Phosphatase 0.83 1.21 1.55 1.21 7.21 6.05 4.35 5.98 PPP2R4 Phosphatase 1.09 1.01 1.01 1.05 0.44 0.64 0.20 0.60
PPP2R5A Phosphatase 0.99 1.36 2.01 1.36 2.98 4.09 3.41 5.30 PPP2R5A Phosphatase 1.06 0.97 0.97 1.15 0.75 0.61 0.53 0.74
PPP2R5B Phosphatase 1.12 1.28 0.82 0.85 3.11 4.19 4.60 7.10 PPP2R5B Phosphatase 0.98 1.00 0.92 1.21 0.87 0.57 0.55 0.79
PPP2R5C Phosphatase 1.34 0.97 0.86 1.18 7.93 5.74 7.74 5.65 PPP2R5C Phosphatase 1.03 0.92 1.03 1.23 0.52 0.64 0.52 0.70
PPP2R5E Phosphatase 0.79 1.71 0.96 1.16 6.67 5.79 3.97 7.23 PPP2R5E Phosphatase 1.12 1.01 1.00 1.24 0.59 0.63 0.59 0.78
PPP3CA Phosphatase 1.49 1.25 1.72 1.35 5.66 5.25 4.69 4.73 PPP3CA Phosphatase 1.31 1.09 1.16 1.33 0.76 0.63 0.70 1.06
PPP3CB Phosphatase 0.98 1.57 1.51 1.34 6.44 5.78 7.57 5.66 PPP3CB Phosphatase 1.13 1.07 1.06 1.10 0.45 0.51 0.61 0.63
PPP3CC Phosphatase 1.40 1.17 1.39 1.46 7.31 5.74 4.29 8.06 PPP3CC Phosphatase 1.08 1.02 1.09 1.08 0.59 0.56 0.67 0.71
PPP3R1 Phosphatase 1.15 1.22 1.13 1.36 5.58 4.45 4.48 9.63 PPP3R1 Phosphatase 0.68 0.89 0.96 1.13 0.28 0.33 0.58 0.39
PPP4C Phosphatase 0.86 1.32 1.70 1.06 4.55 6.37 14.60 7.79 PPP4C Phosphatase 1.11 0.98 0.95 1.14 0.65 0.45 0.48 0.68
PPP4R1 Phosphatase 1.22 0.98 0.95 1.12 8.08 6.52 5.94 7.46 PPP4R1 Phosphatase 1.24 1.20 1.23 1.40 0.77 0.76 0.63 0.85
PPP5C Phosphatase 1.02 1.01 1.19 1.30 6.60 6.15 7.60 6.53 PPP5C Phosphatase 0.63 0.95 0.89 1.05 0.25 0.35 0.60 0.63
PPP6C Phosphatase 1.27 0.94 1.18 1.31 5.50 5.42 6.19 5.81 PPP6C Phosphatase 0.96 0.99 1.01 1.15 0.51 0.63 0.57 0.70
PR48 Phosphatase 0.79 1.10 1.20 1.29 3.46 7.55 3.14 6.36 PR48 Phosphatase 1.03 1.00 0.99 1.19 0.74 0.48 0.58 0.75
PSPH Phosphatase 0.88 0.81 1.03 1.13 9.17 4.71 4.54 6.45 PSPH Phosphatase 0.71 1.01 0.95 1.20 0.26 0.65 0.52 0.69
PSTPIP1 Phosphatase 1.16 1.54 1.09 0.90 6.36 6.23 6.21 8.14 PSTPIP1 Phosphatase 1.09 1.02 1.00 1.25 0.46 0.53 0.08 0.79
PSTPIP2 Phosphatase 0.81 2.19 1.20 1.65 3.76 6.00 6.23 7.22 PSTPIP2 Phosphatase 1.30 1.15 1.26 1.52 0.94 0.40 0.71 0.90
PTEN Phosphatase 1.22 1.68 1.03 1.09 5.08 5.95 4.73 9.64 PTEN Phosphatase 1.33 1.23 1.23 1.54 0.81 0.57 0.79 0.16
PTP4A1 Phosphatase 1.69 1.44 1.04 1.06 5.29 6.44 5.14 4.97 PTP4A1 Phosphatase 1.12 0.96 1.00 1.18 0.72 0.55 0.49 0.73
PTP4A2 Phosphatase 1.14 1.58 1.33 1.06 4.36 8.86 7.35 7.31 PTP4A2 Phosphatase 1.32 1.19 1.13 1.36 0.66 0.40 0.57 0.83
PTP4A3 Phosphatase 1.88 0.96 1.13 1.11 4.66 5.60 6.34 7.62 PTP4A3 Phosphatase 1.05 0.98 0.88 1.17 0.62 0.46 0.43 0.65
PTPDC1 Phosphatase 1.09 1.41 0.76 0.78 6.36 6.83 5.34 7.14 PTPDC1 Phosphatase 1.05 1.05 1.06 1.24 0.63 0.54 0.09 0.75
PTPLA Phosphatase 1.05 1.12 1.05 1.03 9.73 3.17 3.92 6.77 PTPLA Phosphatase 1.09 0.96 0.97 1.18 0.51 0.62 0.59 0.85
PTPLB Phosphatase 1.00 2.22 0.96 1.21 10.06 8.79 8.68 7.59 PTPLB Phosphatase 0.78 1.12 1.07 1.32 0.46 0.09 0.05 0.63
PTPN1 Phosphatase 1.10 1.38 1.08 1.49 4.23 7.64 6.42 7.78 PTPN1 Phosphatase 1.13 0.77 1.02 1.24 0.65 0.35 0.56 0.89
PTPN11 Phosphatase 1.11 1.05 0.84 0.91 7.81 7.63 5.15 7.39 PTPN11 Phosphatase 1.39 1.22 1.20 1.38 0.62 0.68 0.74 0.77
PTPN12 Phosphatase 1.58 1.03 1.10 0.99 5.00 4.30 4.88 10.70 PTPN12 Phosphatase 1.08 1.02 1.02 1.15 0.53 0.49 0.60 0.52
PTPN13 Phosphatase 0.84 1.14 1.34 1.08 4.57 1.38 6.20 7.28 PTPN13 Phosphatase 1.04 1.02 1.05 1.25 0.63 0.51 0.58 0.72
PTPN14 Phosphatase 0.91 1.44 0.98 1.35 6.20 5.73 7.43 7.06 PTPN14 Phosphatase 1.10 1.04 0.99 1.13 0.73 0.59 0.53 0.66
PTPN18 Phosphatase 1.51 1.59 0.96 1.35 3.92 7.06 4.33 9.37 PTPN18 Phosphatase 1.11 0.98 1.05 0.98 0.69 0.62 0.65 0.69
PTPN2 Phosphatase 0.88 1.68 1.01 1.62 4.99 4.38 3.64 6.71 PTPN2 Phosphatase 1.10 1.03 1.02 1.20 0.55 0.59 0.65 0.70
PTPN21 Phosphatase 1.21 1.59 1.39 1.60 7.64 4.45 7.68 4.32 PTPN21 Phosphatase 0.94 1.02 1.00 1.20 0.49 0.58 0.46 0.73
PTPN22 Phosphatase 1.94 1.34 1.95 1.70 8.93 7.67 4.97 8.58 PTPN22 Phosphatase 1.10 0.96 0.99 1.18 0.37 0.49 0.45 0.63
PTPN23 Phosphatase 1.35 1.04 1.64 1.04 8.14 7.43 8.66 8.12 PTPN23 Phosphatase 1.01 0.95 0.94 1.09 0.31 0.43 0.53 0.63
PTPN3 Phosphatase 1.29 1.17 1.28 1.35 5.57 6.75 5.61 5.99 PTPN3 Phosphatase 1.04 1.02 1.08 1.03 0.64 0.61 0.65 0.71
PTPN4 Phosphatase 1.35 1.34 1.28 1.28 3.41 3.63 6.72 5.61 PTPN4 Phosphatase 1.00 0.99 1.00 1.09 0.72 0.57 0.42 0.52
PTPN5 Phosphatase 0.82 1.22 0.97 1.53 5.78 7.02 6.08 8.08 PTPN5 Phosphatase 1.10 0.83 1.02 1.25 0.52 0.39 0.49 0.69
PTPN6 Phosphatase 1.03 1.04 0.93 1.44 6.66 6.30 5.40 6.09 PTPN6 Phosphatase 1.01 0.99 0.93 1.10 0.53 0.47 0.61 0.67
PTPN7 Phosphatase 1.36 1.19 1.12 1.30 7.35 6.52 6.82 9.64 PTPN7 Phosphatase 1.03 1.03 0.94 1.23 0.50 0.49 0.53 0.64
PTPN9 Phosphatase 1.22 0.73 0.81 0.96 4.88 4.86 5.21 5.84 PTPN9 Phosphatase 1.10 1.02 0.95 1.26 0.60 0.62 0.58 0.74
PTPNS1 Phosphatase 1.32 2.07 0.74 1.02 4.47 2.40 4.44 7.31 PTPNS1 Phosphatase 1.05 0.94 1.11 1.41 0.50 0.24 0.05 0.71
PTPNS1L2 Phosphatase 1.00 1.36 0.88 1.90 6.62 5.95 6.32 7.96 PTPNS1L2 Phosphatase 1.08 1.01 0.94 1.23 0.62 0.67 0.21 0.63
PTPRA Phosphatase 1.09 0.97 1.37 0.99 8.52 3.87 6.09 6.65 PTPRA Phosphatase 1.02 1.00 0.90 1.16 0.49 0.60 0.11 0.60
PTPRB Phosphatase 1.45 1.65 1.25 0.92 7.01 5.41 5.25 4.46 PTPRB Phosphatase 1.00 0.98 0.94 1.23 0.53 0.55 0.62 0.76
PTPRC Phosphatase 1.04 1.00 0.71 1.88 6.20 6.97 6.04 5.27 PTPRC Phosphatase 1.07 0.97 1.04 1.23 0.70 0.61 0.58 0.76
PTPRD Phosphatase 1.00 1.26 1.10 1.11 8.77 2.68 5.56 7.03 PTPRD Phosphatase 1.07 0.93 1.01 0.95 0.52 0.70 0.55 0.50
PTPRE Phosphatase 1.45 1.21 1.58 1.25 5.21 5.14 7.77 7.91 PTPRE Phosphatase 1.23 1.26 1.21 1.52 0.64 0.63 0.61 0.33
PTPRF Phosphatase 1.04 0.98 1.01 0.96 3.80 5.23 3.88 5.22 PTPRF Phosphatase 1.06 1.03 0.95 0.99 0.53 0.52 0.28 0.67
PTPRG Phosphatase 0.88 1.07 1.28 1.01 4.93 4.26 3.90 6.78 PTPRG Phosphatase 0.97 1.00 0.98 1.17 0.66 0.65 0.64 0.71
PTPRH Phosphatase 1.04 1.14 1.64 1.16 7.21 6.27 6.91 7.65 PTPRH Phosphatase 0.90 1.03 0.99 1.02 0.49 0.59 0.05 0.72
PTPRJ Phosphatase 1.28 1.40 1.04 1.20 7.10 5.15 11.78 4.34 PTPRJ Phosphatase 0.54 0.86 0.98 1.06 0.27 0.20 0.55 0.41
PTPRK Phosphatase 1.60 1.07 1.00 1.13 3.98 4.24 4.72 5.63 PTPRK Phosphatase 0.60 0.98 0.97 1.17 0.27 0.25 0.60 0.30
PTPRM Phosphatase 1.31 1.38 1.12 1.68 7.52 5.10 4.53 7.24 PTPRM Phosphatase 0.93 1.00 1.00 1.22 0.40 0.56 0.60 0.59
PTPRN Phosphatase 0.95 1.27 1.21 1.13 4.89 5.84 10.16 4.17 PTPRN Phosphatase 1.11 0.97 0.96 1.10 0.67 0.63 0.39 1.01
PTPRN2 Phosphatase 1.15 1.17 0.98 0.83 6.41 7.56 6.79 5.84 PTPRN2 Phosphatase 1.27 1.19 1.18 1.44 0.79 0.48 0.56 0.94
PTPRR Phosphatase 1.56 1.23 0.93 1.44 5.77 3.76 6.36 6.99 PTPRR Phosphatase 1.09 1.03 0.93 1.16 0.68 0.60 0.18 0.65
PTPRS Phosphatase 1.54 1.06 1.02 1.08 6.09 5.46 5.81 6.05 PTPRS Phosphatase 0.93 1.03 0.87 1.29 0.45 0.55 0.15 0.76
PTPRV Phosphatase 2.27 1.15 0.92 1.07 5.27 4.93 6.39 5.05 PTPRV Phosphatase 1.06 0.96 0.87 1.12 0.66 0.54 0.12 0.65
PTPRZ1 Phosphatase 1.50 1.27 0.92 1.08 5.99 8.57 6.08 6.79 PTPRZ1 Phosphatase 0.57 0.93 1.09 1.18 0.31 0.35 0.06 0.85
RNGTT Phosphatase 1.13 1.34 0.88 1.12 6.15 7.51 7.15 5.91 RNGTT Phosphatase 1.06 0.93 1.04 1.25 0.64 0.35 0.06 0.67
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MEAN
Cells only Cells only Cells only
siNeg siNeg siNeg
siCASP8 siCASP8 siCASP8
siFLIP siFLIP siFLIP
siCelldeath siCelldeath siCelldeath
Cells only Cells only Cells only
siNeg siNeg siNeg
siCASP8 siCASP8 siCASP8
siFLIP siFLIP siFLIP
siCelldeath siCelldeath siCelldeath
Gene Symbol Gene Set siRNA A siRNA B siRNA C siRNA D siRNA A siRNA B siRNA C siRNA D Gene Symbol Gene Set siRNA A siRNA B siRNA C siRNA D siRNA A siRNA B siRNA C siRNA D Gene Symbol Category siRNA A siRNA B siRNA C siRNA D siRNA A siRNA B siRNA C siRNA D

0.07
0.18 0.11

0.16
0.56 0.13
0.95 0.10

1.06 0.17
0.57 0.17

0.65

0.38

0.11
1.00 0.06
1.06 0.10

1.09

CONTROLS 
(Phosphatase 

set)

1.42

0.10
0.17
0.21
0.35

2.50

3.91 0.99

4.84 1.20
5.37 1.30
2.38 0.64
7.54 1.07
11.50 2.18

0.28

4.53

NA NA NA

0.05
0.05
0.08
0.03
0.04

0.64
0.47
1.00
0.26
0.04

0.29
NA 1.00 0.21
NA 1.14 0.21NA

NA

CONTROLS 
(Kinase & 
Additional 
gene set)

CONTROLS 
(Phosphatase 

set)

CONTROLS 
(Kinase & 
Additional 
gene set

CONTROLS 
(Phosphatase 

set)

1.99 0.60

NA NA NA NA

NA NA
NA 1.23

1.39
3.03

0.77
0.39
0.84

NA NA NA

1.13
1.39

NA 1.03NA NA
2.69 0.73 4.73

0.06
0.07
0.07
0.05
0.06

1.06
1.00
0.98
0.93
0.15

1.52
1.59
0.37
2.08

CONTROLS 
(Kinase & 
Additional 
gene set

0.57
0.22

0.98
MEAN

1.00
1.03
1.06

5.98
7.10
1.56

10.58

0.18 1.10
1.00

18.811.13

0,30
0.34

StDev
NO TRAIL 100 ng TRAIL (24 hour)

Caspase 8 Assay (Fold change relative to siNegative transfected cells, No TRAIL) Caspase 3/7 assay (Fold change relative to siNegative transfected cells, No TRAIL) Cell viability assay (Fold change relative to siNegative transfected cells, No TRAIL)
NO TRAIL 1000 ng TRAIL (1 hour) NO TRAIL 1000 ng TRAIL (1 hour)

StDev StDev MEANMEAN StDev MEAN StDev MEAN StDev

SBF1 Phosphatase 1.21 1.24 1.22 1.87 5.28 7.41 5.93 4.68 SBF1 Phosphatase 1.17 0.95 1.02 1.19 0.54 0.53 0.27 0.83
SGPP1 Phosphatase 1.18 1.59 0.96 1.43 4.02 4.74 6.04 5.23 SGPP1 Phosphatase 0.86 1.04 1.16 1.30 0.59 0.76 0.05 0.73
SKIP Phosphatase 0.93 1.76 1.17 1.32 6.51 5.39 6.08 5.14 SKIP Phosphatase 0.98 1.02 0.98 1.01 0.45 0.63 0.53 0.79
SNAP23 Phosphatase 1.15 1.40 1.46 1.35 6.59 6.57 4.21 10.52 SNAP23 Phosphatase 1.04 0.96 1.10 1.28 0.55 0.32 0.07 0.63
SPAP1 Phosphatase 1.14 1.22 1.38 1.09 7.81 4.46 7.30 1.80 SPAP1 Phosphatase 1.07 1.02 0.94 1.28 0.53 0.58 0.52 0.89
TA-PP2C Phosphatase 1.22 1.14 1.49 1.16 4.16 5.89 4.46 7.49 TA-PP2C Phosphatase 1.06 1.03 0.97 1.18 0.59 0.65 0.08 0.53
TENC1 Phosphatase 2.28 1.15 0.90 1.80 5.82 4.14 4.52 9.27 TENC1 Phosphatase 0.95 0.89 0.94 1.09 0.45 0.52 0.58 0.58
TPTE Phosphatase 1.43 1.06 0.99 1.25 6.72 3.94 4.92 5.76 TPTE Phosphatase 1.04 1.02 1.05 1.20 0.30 0.62 0.62 0.69
TPTE2 Phosphatase 1.15 1.82 1.04 1.19 3.53 5.79 4.85 5.97 TPTE2 Phosphatase 1.05 1.04 1.03 1.21 0.57 0.30 0.06 0.73

A1BG Additional gene setNA 0.89 0.98 0.89 1.39 2.65 3.46 2.19 A1BG Additional gene set1.71 0.94 1.40 1.22 9.59 5.17 19.64 5.73 A1BG Additional gene set1.10 0.74 0.81 0.87 0.48 0.14 0.09 0.34
A2M Additional gene setNA 0.94 0.88 1.09 1.68 2.17 2.43 1.92 A2M Additional gene set1.37 1.71 0.96 1.47 7.40 9.19 8.92 3.68 A2M Additional gene set0.91 1.07 0.98 0.93 0.46 0.56 0.64 0.63
AADAC Additional gene set0.95 0.92 1.06 0.95 1.92 2.23 2.68 1.87 AADAC Additional gene set1.90 1.12 1.18 1.05 11.64 6.63 7.73 5.41 AADAC Additional gene set1.01 0.99 0.95 0.84 0.49 0.66 0.59 0.65
ABAT Additional gene set0.89 0.87 1.09 0.91 1.72 2.40 3.27 3.16 ABAT Additional gene set2.10 1.28 1.53 1.20 7.52 13.40 18.72 6.91 ABAT Additional gene set0.91 0.83 1.02 0.94 0.64 0.37 0.42 0.39
ABCA1 Additional gene set0.94 1.03 1.04 0.99 2.28 3.90 3.56 2.54 ABCA1 Additional gene set2.22 1.03 1.27 1.13 13.11 12.19 19.55 10.56 ABCA1 Additional gene set0.90 0.93 1.10 0.98 0.27 0.29 0.33 0.46
ABCA2 Additional gene set0.75 0.99 1.00 1.01 1.68 2.35 2.72 2.99 ABCA2 Additional gene set1.96 1.04 1.21 1.18 9.48 13.20 25.18 12.28 ABCA2 Additional gene set0.98 0.92 0.93 0.70 0.59 0.47 0.36 0.45
ABCA3 Additional gene setNA 1.23 1.12 1.13 2.16 2.29 2.42 2.85 ABCA3 Additional gene set2.77 1.54 2.55 1.04 14.71 7.65 24.67 7.94 ABCA3 Additional gene set1.01 0.93 0.85 0.99 0.48 0.47 0.44 0.52
ABCA4 Additional gene set0.99 0.99 0.98 0.96 2.01 2.56 2.80 2.12 ABCA4 Additional gene set1.24 1.15 1.33 1.17 16.02 12.48 6.50 7.67 ABCA4 Additional gene set0.94 0.88 0.89 0.95 0.38 0.30 0.52 0.49
ABCB7 Additional gene setNA 0.96 0.92 0.91 1.63 2.19 2.17 2.84 ABCB7 Additional gene set1.24 1.28 1.74 2.44 10.33 8.18 8.27 21.79 ABCB7 Additional gene set0.94 0.99 1.13 0.90 0.35 0.39 0.61 0.14
ABCC6 Additional gene set0.92 1.05 1.10 1.04 1.91 2.73 3.86 4.65 ABCC6 Additional gene set1.42 1.09 1.24 29.35 5.79 9.86 22.59 18.25 ABCC6 Additional gene set0.91 0.91 0.81 0.82 0.68 0.41 0.32 0.14
ABCD1 Additional gene set0.73 0.96 1.06 1.16 1.92 3.13 2.85 2.48 ABCD1 Additional gene set1.84 1.13 1.03 1.12 12.74 12.66 6.74 7.69 ABCD1 Additional gene set0.95 0.78 0.96 1.09 0.38 0.31 0.61 0.59
ABCD2 Additional gene set0.76 1.00 1.03 1.02 2.57 2.30 2.31 3.16 ABCD2 Additional gene set2.10 1.21 1.23 1.43 15.56 11.75 5.77 10.19 ABCD2 Additional gene set1.06 0.87 0.97 0.87 0.24 0.36 0.65 0.49
ABCF1 Additional gene setNA 1.07 0.93 0.94 1.82 1.85 2.44 2.66 ABCF1 Additional gene set1.57 0.84 1.33 3.63 10.10 7.53 6.89 10.97 ABCF1 Additional gene set0.89 0.95 0.92 0.76 0.49 0.65 0.66 0.36
ACACA Additional gene set0.93 0.98 1.05 0.93 1.96 2.04 2.70 2.66 ACACA Additional gene set1.28 0.96 2.06 1.07 15.53 2.82 7.57 8.05 ACACA Additional gene set0.88 0.87 0.87 0.88 0.39 0.74 0.53 0.56
ACACB Additional gene set0.84 0.95 0.94 0.88 2.37 1.71 2.49 2.63 ACACB Additional gene set2.08 1.27 1.32 1.13 15.27 3.35 11.38 10.65 ACACB Additional gene set0.96 0.75 0.81 0.86 0.19 0.55 0.36 0.40
ACADL Additional gene set0.74 0.98 1.04 1.05 2.44 3.23 2.33 3.10 ACADL Additional gene set1.18 1.17 1.35 1.00 8.52 9.32 8.82 16.43 ACADL Additional gene set0.89 0.90 0.93 0.90 0.40 0.38 0.49 0.30
ACADM Additional gene set0.78 1.06 0.98 1.00 1.73 2.39 2.78 3.06 ACADM Additional gene set3.53 1.24 1.43 1.41 13.65 7.33 7.16 7.81 ACADM Additional gene set0.92 0.99 0.98 0.93 0.43 0.73 0.60 0.47
ACADS Additional gene setNA 1.16 0.98 1.04 1.90 2.11 2.77 3.19 ACADS Additional gene set1.19 0.94 1.05 1.10 9.93 10.46 9.07 8.01 ACADS Additional gene set0.95 0.83 0.97 0.94 0.58 0.34 0.46 0.53
ACADVL Additional gene setNA 0.92 0.91 0.91 1.93 2.15 1.84 2.40 ACADVL Additional gene set1.60 2.88 1.20 1.72 30.90 15.42 5.71 10.93 ACADVL Additional gene set1.04 0.85 0.98 1.01 0.14 0.18 0.60 0.26
ACAT1 Additional gene setNA 0.93 0.91 0.88 1.34 2.00 3.10 2.41 ACAT1 Additional gene set0.99 1.29 1.31 1.35 7.59 5.15 7.59 6.99 ACAT1 Additional gene set1.00 1.13 0.91 0.89 0.68 0.70 0.69 0.44
ACAT2 Additional gene set1.07 1.13 1.00 0.89 1.47 2.84 3.37 2.49 ACAT2 Additional gene set1.43 0.89 1.12 1.15 4.78 12.18 9.42 8.63 ACAT2 Additional gene set0.99 0.83 0.92 0.91 0.60 0.30 0.54 0.45
ACCN1 Additional gene set0.96 0.91 1.06 1.01 1.91 2.44 3.02 2.37 ACCN1 Additional gene set2.05 1.04 1.22 1.12 6.96 8.35 14.96 7.46 ACCN1 Additional gene set0.94 0.99 0.96 0.68 0.80 0.46 0.33 0.44
ACCN2 Additional gene set0.92 0.99 0.89 1.00 2.35 2.44 2.28 2.51 ACCN2 Additional gene set1.69 1.17 1.16 1.11 13.58 7.52 7.77 7.81 ACCN2 Additional gene set1.07 0.82 0.97 0.94 0.44 0.39 0.52 0.32
ACHE Additional gene set0.88 1.16 1.07 0.98 2.02 2.31 3.04 3.45 ACHE Additional gene set1.49 0.89 1.90 1.21 11.80 11.85 12.19 15.61 ACHE Additional gene set0.89 0.87 1.04 0.76 0.36 0.42 0.45 0.09
ACLY Additional gene set0.79 0.91 1.07 0.98 1.40 2.21 2.78 2.57 ACLY Additional gene set3.91 1.36 1.41 1.18 11.44 10.24 12.08 14.53 ACLY Additional gene set1.01 1.00 1.03 0.94 0.45 0.37 0.61 0.39
ACO1 Additional gene setNA 1.48 1.11 1.03 2.47 2.08 3.35 3.69 ACO1 Additional gene set1.44 1.29 1.23 1.46 13.01 5.26 12.43 10.18 ACO1 Additional gene set0.87 0.90 0.96 0.89 0.46 0.54 0.41 0.25
ACOX1 Additional gene setNA 0.87 0.88 0.98 1.56 2.77 2.64 2.45 ACOX1 Additional gene set1.66 1.00 1.29 0.92 9.97 10.76 9.87 9.12 ACOX1 Additional gene set1.05 0.99 0.87 0.98 0.54 0.59 0.55 0.50
ACR Additional gene setNA 0.99 0.90 0.99 1.38 2.07 3.24 2.44 ACR Additional gene set2.41 1.32 3.09 1.34 15.66 8.47 24.75 7.96 ACR Additional gene set0.76 0.96 1.03 1.08 0.31 0.43 0.21 0.41
ACRV1 Additional gene set1.02 1.12 1.05 1.06 1.82 3.19 2.82 3.45 ACRV1 Additional gene set1.57 0.94 1.68 1.43 15.12 8.75 10.66 9.98 ACRV1 Additional gene set0.98 0.87 0.90 0.82 0.52 0.36 0.55 0.37
ACTL6A Additional gene set0.83 1.14 1.03 1.11 1.94 2.69 2.36 1.90 ACTL6A Additional gene set1.71 1.07 1.53 1.23 9.98 7.20 8.54 5.68 ACTL6A Additional gene set0.92 0.97 1.01 0.85 0.58 0.59 0.61 0.63
ACTN1 Additional gene set0.98 1.01 1.04 1.06 2.08 1.96 2.59 4.20 ACTN1 Additional gene set2.02 1.43 1.06 1.61 11.70 9.42 4.53 15.43 ACTN1 Additional gene set0.82 0.69 0.99 0.72 0.52 0.28 0.79 0.07
ACTN4 Additional gene set0.84 1.04 0.95 0.97 2.74 2.79 3.15 2.68 ACTN4 Additional gene set3.20 1.12 1.16 1.62 24.83 12.02 13.41 12.45 ACTN4 Additional gene set0.78 1.01 0.86 0.86 0.21 0.43 0.29 0.21
ADA Additional gene set0.94 1.20 0.98 0.96 2.04 2.43 3.15 2.30 ADA Additional gene set3.59 1.29 1.39 1.76 16.21 13.54 9.15 5.23 ADA Additional gene set0.93 0.93 0.91 0.91 0.42 0.37 0.51 0.45
ADAM10 Additional gene setNA 1.04 0.99 1.02 1.58 1.57 2.32 2.45 ADAM10 Additional gene set1.41 1.07 1.65 0.99 12.80 4.09 12.93 7.84 ADAM10 Additional gene set0.93 1.00 0.98 0.96 0.36 0.87 0.30 0.40
ADAM8 Additional gene setNA 1.44 1.38 0.99 2.10 2.52 3.43 2.45 ADAM8 Additional gene set1.88 0.88 1.20 0.91 16.85 4.51 10.61 3.24 ADAM8 Additional gene set0.99 1.01 0.96 0.76 0.35 0.75 0.46 0.60
ADAR Additional gene setNA 0.95 0.91 0.98 2.45 3.13 3.38 3.10 ADAR Additional gene set1.41 1.11 1.68 1.00 15.42 10.57 9.84 14.87 ADAR Additional gene set1.01 1.01 1.03 0.79 0.36 0.41 0.45 0.32
ADARB1 Additional gene set0.87 0.93 1.00 1.08 1.87 2.82 3.01 2.91 ADARB1 Additional gene set1.41 1.06 1.28 1.09 11.90 8.46 9.99 20.94 ADARB1 Additional gene set1.02 0.98 0.84 0.95 0.52 0.54 0.54 0.32
ADCY1 Additional gene set0.82 1.15 1.11 0.96 1.88 2.68 3.53 2.92 ADCY1 Additional gene set1.65 1.22 1.03 1.15 11.85 8.14 12.74 8.81 ADCY1 Additional gene set1.05 0.96 0.89 0.96 0.48 0.57 0.18 0.47
ADCY2 Additional gene set0.77 0.94 1.05 1.01 2.22 2.50 3.00 2.78 ADCY2 Additional gene set1.40 1.06 1.03 1.06 11.76 5.72 9.08 13.40 ADCY2 Additional gene set0.84 0.88 0.89 0.95 0.23 0.61 0.63 0.28
ADCY3 Additional gene set0.80 1.09 1.00 1.10 1.99 2.36 2.81 2.49 ADCY3 Additional gene set1.68 1.36 1.08 1.05 11.39 9.94 20.78 11.95 ADCY3 Additional gene set0.87 1.02 0.92 0.87 0.21 0.41 0.25 0.34
ADCY5 Additional gene set0.80 0.95 1.11 1.01 1.84 3.33 2.64 2.46 ADCY5 Additional gene set2.52 1.66 1.25 1.36 12.47 32.75 20.98 11.71 ADCY5 Additional gene set0.88 0.99 0.97 0.79 0.39 0.18 0.37 0.28
ADCY6 Additional gene setNA 1.43 1.24 1.06 2.06 3.87 3.73 2.43 ADCY6 Additional gene set1.71 1.01 1.03 0.98 8.92 11.20 10.08 5.80 ADCY6 Additional gene set0.93 0.89 0.97 0.93 0.50 0.14 0.46 0.63
ADCY7 Additional gene setNA 0.81 1.03 0.97 1.27 2.18 2.17 2.56 ADCY7 Additional gene set1.30 1.52 1.08 1.30 8.49 6.01 10.44 7.63 ADCY7 Additional gene set1.04 0.89 1.09 1.01 0.58 0.45 0.51 0.48
ADCY8 Additional gene setNA 0.96 1.02 1.09 1.50 2.91 2.65 2.54 ADCY8 Additional gene set1.42 0.84 1.17 1.70 5.89 8.08 6.00 7.90 ADCY8 Additional gene set1.03 1.08 1.03 1.07 0.72 0.47 0.72 0.52
ADCY9 Additional gene set0.99 1.07 1.08 1.02 2.37 2.10 3.37 2.89 ADCY9 Additional gene set1.62 1.02 1.22 1.04 19.19 6.36 12.98 10.94 ADCY9 Additional gene set0.94 0.86 0.87 0.90 0.23 0.42 0.41 0.38
ADD1 Additional gene set0.76 0.88 1.15 1.03 1.93 3.01 3.20 2.61 ADD1 Additional gene set1.97 1.02 3.10 1.16 15.09 15.05 20.33 7.57 ADD1 Additional gene set0.86 0.82 0.94 0.86 0.48 0.25 0.32 0.58
ADFP Additional gene set0.87 1.00 1.14 1.02 2.30 2.42 2.76 2.95 ADFP Additional gene set2.03 1.80 1.46 1.04 15.65 9.91 5.60 10.70 ADFP Additional gene set0.89 0.84 0.95 0.89 0.17 0.44 0.55 0.26
ADH1A Additional gene set0.76 1.00 1.09 1.08 1.75 2.75 2.75 2.89 ADH1A Additional gene set1.65 1.05 1.06 1.31 12.76 10.71 6.52 12.23 ADH1A Additional gene set0.98 0.83 1.05 0.90 0.35 0.31 0.66 0.19
ADH1B Additional gene set0.82 1.06 0.97 1.00 1.67 3.25 3.09 3.40 ADH1B Additional gene set2.19 1.17 1.08 1.07 7.08 11.20 20.13 13.83 ADH1B Additional gene set0.94 1.00 0.97 0.95 0.63 0.56 0.45 0.36
ADH1C Additional gene setNA 1.46 1.17 1.16 1.92 3.35 2.90 3.07 ADH1C Additional gene set1.51 1.33 1.40 1.12 15.61 7.45 11.63 10.01 ADH1C Additional gene set0.95 0.94 0.93 0.97 0.43 0.56 0.44 0.53
ADH4 Additional gene setNA 0.89 0.96 1.00 1.37 2.36 2.01 2.50 ADH4 Additional gene set1.72 1.30 1.62 0.99 8.12 10.71 6.32 8.04 ADH4 Additional gene set1.08 1.13 1.10 1.05 0.60 0.20 0.50 0.37
ADH5 Additional gene setNA 0.95 0.96 1.01 1.68 2.57 2.40 2.67 ADH5 Additional gene set1.43 1.38 1.20 1.20 11.87 9.67 6.92 8.67 ADH5 Additional gene set1.01 1.09 1.14 1.06 0.54 0.61 0.80 0.47
ADH6 Additional gene set0.72 1.05 1.06 1.00 1.73 3.81 2.80 3.19 ADH6 Additional gene set1.38 0.97 1.06 1.30 9.81 9.96 9.72 16.69 ADH6 Additional gene set1.03 0.93 0.80 0.90 0.58 0.31 0.54 0.35
ADH7 Additional gene set0.78 0.98 1.08 1.04 1.88 2.75 2.90 2.94 ADH7 Additional gene set1.58 1.01 1.19 2.81 17.28 11.98 11.80 7.47 ADH7 Additional gene set0.95 1.06 0.82 0.91 0.42 0.49 0.44 0.57
ADM Additional gene set0.73 1.05 1.09 1.11 2.00 3.16 2.59 2.51 ADM Additional gene set1.84 1.96 1.39 1.27 7.00 12.75 12.62 8.35 ADM Additional gene set1.01 0.93 1.09 0.95 0.57 0.28 0.48 0.49
ADSL Additional gene setNA 1.17 1.43 1.07 1.99 2.63 2.81 3.27 ADSL Additional gene set1.66 1.72 0.94 1.83 11.46 7.29 4.76 9.23 ADSL Additional gene set0.93 0.89 0.95 0.83 0.37 0.52 0.74 0.38
AEBP1 Additional gene setNA 0.83 0.95 1.02 1.73 2.68 2.82 2.54 AEBP1 Additional gene set1.32 0.97 1.61 0.96 9.01 8.07 10.40 6.37 AEBP1 Additional gene set0.99 0.92 1.03 0.98 0.44 0.35 0.53 0.50
AES Additional gene set0.80 1.08 1.14 1.08 1.82 3.04 2.70 3.83 AES Additional gene set1.36 1.52 1.02 4.45 13.36 14.05 3.85 13.71 AES Additional gene set0.97 0.77 0.83 0.84 0.35 0.38 0.67 0.33
AFM Additional gene set0.81 1.44 1.05 1.03 1.79 3.07 2.82 2.67 AFM Additional gene set1.44 1.07 1.08 2.41 12.00 10.26 8.22 7.65 AFM Additional gene set1.06 0.94 0.88 1.00 0.50 0.49 0.66 0.56
AFP Additional gene set0.69 1.02 0.98 1.11 2.16 3.43 2.50 2.81 AFP Additional gene set2.08 1.40 1.56 1.82 10.59 16.98 12.73 17.44 AFP Additional gene set1.03 0.78 0.96 0.84 0.47 0.27 0.44 0.20
AGA Additional gene set0.91 0.98 1.06 1.01 2.00 3.48 2.70 2.10 AGA Additional gene set1.53 1.01 1.17 1.21 3.71 11.08 12.90 2.89 AGA Additional gene set0.96 0.88 0.98 0.90 0.77 0.20 0.50 0.66
AGER Additional gene set0.79 1.06 1.03 1.02 2.20 3.51 2.25 2.93 AGER Additional gene set2.10 1.43 1.28 0.89 10.75 13.62 6.76 7.44 AGER Additional gene set1.04 0.90 0.96 0.87 0.51 0.31 0.73 0.39
AGL Additional gene setNA 1.05 1.02 1.03 1.79 4.07 3.14 3.04 AGL Additional gene set2.41 1.39 1.06 1.98 9.87 8.90 6.94 4.97 AGL Additional gene set0.92 0.90 0.94 0.99 0.52 0.32 0.65 0.74
AGRP Additional gene setNA 0.89 0.97 0.90 1.38 2.64 2.31 3.45 AGRP Additional gene set2.04 0.90 1.76 1.18 8.10 8.73 7.68 14.59 AGRP Additional gene set0.92 1.06 1.01 0.81 0.43 0.55 0.56 0.18
AGT Additional gene set0.88 0.98 1.04 1.03 2.16 3.09 3.22 3.19 AGT Additional gene set1.34 1.17 1.22 3.92 7.31 11.28 7.84 7.19 AGT Additional gene set1.12 1.00 0.92 0.91 0.58 0.46 0.59 0.53
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MEAN
Cells only Cells only Cells only
siNeg siNeg siNeg
siCASP8 siCASP8 siCASP8
siFLIP siFLIP siFLIP
siCelldeath siCelldeath siCelldeath
Cells only Cells only Cells only
siNeg siNeg siNeg
siCASP8 siCASP8 siCASP8
siFLIP siFLIP siFLIP
siCelldeath siCelldeath siCelldeath
Gene Symbol Gene Set siRNA A siRNA B siRNA C siRNA D siRNA A siRNA B siRNA C siRNA D Gene Symbol Gene Set siRNA A siRNA B siRNA C siRNA D siRNA A siRNA B siRNA C siRNA D Gene Symbol Category siRNA A siRNA B siRNA C siRNA D siRNA A siRNA B siRNA C siRNA D

0.07
0.18 0.11

0.16
0.56 0.13
0.95 0.10

1.06 0.17
0.57 0.17

0.65

0.38

0.11
1.00 0.06
1.06 0.10

1.09

CONTROLS 
(Phosphatase 

set)

1.42

0.10
0.17
0.21
0.35

2.50

3.91 0.99

4.84 1.20
5.37 1.30
2.38 0.64
7.54 1.07
11.50 2.18

0.28

4.53

NA NA NA

0.05
0.05
0.08
0.03
0.04

0.64
0.47
1.00
0.26
0.04

0.29
NA 1.00 0.21
NA 1.14 0.21NA

NA

CONTROLS 
(Kinase & 
Additional 
gene set)

CONTROLS 
(Phosphatase 

set)

CONTROLS 
(Kinase & 
Additional 
gene set

CONTROLS 
(Phosphatase 

set)

1.99 0.60

NA NA NA NA

NA NA
NA 1.23

1.39
3.03

0.77
0.39
0.84

NA NA NA

1.13
1.39

NA 1.03NA NA
2.69 0.73 4.73

0.06
0.07
0.07
0.05
0.06

1.06
1.00
0.98
0.93
0.15

1.52
1.59
0.37
2.08

CONTROLS 
(Kinase & 
Additional 
gene set

0.57
0.22

0.98
MEAN

1.00
1.03
1.06

5.98
7.10
1.56

10.58

0.18 1.10
1.00

18.811.13

0,30
0.34

StDev
NO TRAIL 100 ng TRAIL (24 hour)

Caspase 8 Assay (Fold change relative to siNegative transfected cells, No TRAIL) Caspase 3/7 assay (Fold change relative to siNegative transfected cells, No TRAIL) Cell viability assay (Fold change relative to siNegative transfected cells, No TRAIL)
NO TRAIL 1000 ng TRAIL (1 hour) NO TRAIL 1000 ng TRAIL (1 hour)

StDev StDev MEANMEAN StDev MEAN StDev MEAN StDev

AGXT Additional gene set0.79 1.08 1.02 0.97 1.73 3.12 3.05 3.88 AGXT Additional gene set1.09 1.30 1.34 2.45 9.46 17.07 7.58 21.71 AGXT Additional gene set0.98 1.08 0.70 0.94 0.65 0.27 0.55 0.41
AHCY Additional gene set0.81 1.04 0.94 1.07 1.74 3.02 2.73 2.85 AHCY Additional gene set1.20 0.89 1.44 0.99 12.12 10.97 8.58 13.70 AHCY Additional gene set0.85 0.98 0.97 0.84 0.39 0.47 0.70 0.31
AHR Additional gene set0.75 1.09 1.06 1.00 1.47 2.77 2.39 2.93 AHR Additional gene set2.09 1.13 1.25 1.13 10.03 8.95 8.31 9.58 AHR Additional gene set1.00 0.96 0.93 1.01 0.61 0.51 0.67 0.69
AHSG Additional gene setNA 1.20 3.13 1.06 1.95 2.61 3.90 2.64 AHSG Additional gene set1.52 2.66 1.22 2.75 9.60 4.68 19.60 12.95 AHSG Additional gene set0.96 0.94 0.90 0.90 0.46 0.50 0.31 0.42
AIF1 Additional gene setNA 0.93 0.97 1.01 1.63 1.96 2.05 2.40 AIF1 Additional gene set1.53 0.85 0.96 1.54 13.59 5.15 7.32 13.42 AIF1 Additional gene set0.86 1.00 1.18 1.08 0.20 0.76 0.76 0.35
AIRE Additional gene set0.92 1.13 1.03 1.03 2.06 3.71 2.50 3.59 AIRE Additional gene set1.46 1.02 1.27 1.24 11.51 10.15 11.12 11.66 AIRE Additional gene set0.92 0.90 0.69 0.92 0.46 0.43 0.32 0.39
AKR1B1 Additional gene set0.85 1.05 1.09 1.05 2.08 2.23 2.34 3.01 AKR1B1 Additional gene set1.23 0.91 1.48 1.21 11.78 4.06 4.85 4.98 AKR1B1 Additional gene set0.92 0.83 0.90 0.92 0.46 0.67 0.68 0.64
ALAD Additional gene setNA 0.96 0.89 1.11 1.73 2.64 2.50 2.91 ALAD Additional gene set2.16 1.13 1.59 1.31 10.49 9.36 8.74 6.54 ALAD Additional gene set1.05 0.98 1.10 1.06 0.53 0.59 0.63 0.65
ALAS2 Additional gene set0.73 1.01 1.05 1.14 2.05 2.30 2.92 2.97 ALAS2 Additional gene set1.50 1.15 1.19 2.39 8.35 10.56 11.57 8.21 ALAS2 Additional gene set0.95 1.06 0.91 1.04 0.52 0.50 0.45 0.54
ALCAM Additional gene set0.78 1.03 0.98 1.03 1.62 2.74 2.52 3.22 ALCAM Additional gene set1.07 0.85 1.07 2.33 12.07 10.52 13.11 11.89 ALCAM Additional gene set1.12 1.05 0.87 0.96 0.44 0.49 0.48 0.49
ALDH1A1 Additional gene set0.82 1.11 0.98 1.02 1.65 2.30 2.94 2.47 ALDH1A1 Additional gene set1.25 1.89 1.08 0.98 9.21 5.45 9.08 5.40 ALDH1A1 Additional gene set0.92 1.05 0.98 1.11 0.63 0.71 0.59 0.67
ALDH1A3 Additional gene set1.07 0.96 1.02 1.03 1.69 2.31 2.82 2.32 ALDH1A3 Additional gene set1.10 0.88 0.78 1.35 8.91 7.36 17.89 6.47 ALDH1A3 Additional gene set1.06 1.02 0.89 1.02 0.59 0.56 0.50 0.49
ALDH1B1 Additional gene setNA 0.94 0.92 1.11 1.48 2.36 2.36 2.23 ALDH1B1 Additional gene set1.02 1.17 1.33 1.69 8.80 8.77 8.75 7.40 ALDH1B1 Additional gene set1.04 1.04 1.12 1.03 0.57 0.45 0.46 0.36
ALDH2 Additional gene set0.65 1.28 0.95 0.92 1.52 2.77 2.61 2.46 ALDH2 Additional gene set1.89 2.66 1.03 1.14 10.19 19.45 10.89 5.54 ALDH2 Additional gene set1.03 0.86 0.92 0.97 0.56 0.39 0.64 0.66
ALDH3A1 Additional gene setNA 1.16 1.30 1.03 2.64 2.58 3.36 2.47 ALDH3A1 Additional gene set1.67 1.15 1.16 3.73 12.44 8.79 14.84 11.95 ALDH3A1 Additional gene set0.95 0.84 0.76 1.01 0.32 0.38 0.22 0.41
ALDH3A2 Additional gene set0.79 1.01 1.09 1.14 1.83 2.75 2.63 2.58 ALDH3A2 Additional gene set1.57 0.94 1.09 1.65 8.29 5.97 6.80 6.44 ALDH3A2 Additional gene set0.93 1.03 1.05 0.91 0.51 0.54 0.68 0.54
ALDH3B1 Additional gene set1.00 1.12 1.25 1.08 1.87 3.05 3.68 2.90 ALDH3B1 Additional gene set1.49 1.07 1.38 1.39 11.23 12.50 17.23 12.34 ALDH3B1 Additional gene set0.77 0.90 0.87 0.90 0.44 0.34 0.37 0.35
ALDH3B2 Additional gene set0.99 1.07 0.99 1.05 1.61 3.79 3.13 3.13 ALDH3B2 Additional gene set2.12 1.31 1.42 1.24 7.75 26.83 11.61 11.04 ALDH3B2 Additional gene set0.97 0.80 1.03 1.00 0.69 0.24 0.48 0.57
ALDH7A1 Additional gene set0.97 0.93 0.93 1.11 1.87 3.37 2.68 2.34 ALDH7A1 Additional gene set2.54 1.12 1.08 1.16 11.30 11.59 6.87 7.11 ALDH7A1 Additional gene set1.03 0.90 0.78 0.74 0.33 0.38 0.52 0.55
ALDH9A1 Additional gene set0.97 1.00 1.08 1.09 2.09 2.70 3.33 2.74 ALDH9A1 Additional gene set1.73 1.02 1.87 2.16 12.70 6.77 10.48 10.71 ALDH9A1 Additional gene set0.85 0.95 1.07 0.95 0.52 0.58 0.50 0.54
ALDOA Additional gene setNA 0.98 0.98 0.95 1.34 2.21 2.40 2.22 ALDOA Additional gene set1.22 0.79 1.00 1.08 7.81 8.58 8.48 6.47 ALDOA Additional gene set0.58 0.69 1.07 1.08 0.34 0.26 0.64 0.58
ALDOB Additional gene set1.04 0.97 1.07 0.91 2.20 2.49 2.82 3.16 ALDOB Additional gene set1.10 1.05 1.24 1.26 19.04 8.60 13.10 4.21 ALDOB Additional gene set0.98 1.00 0.89 0.95 0.20 0.50 0.55 0.57
ALOX12 Additional gene set0.97 1.22 1.20 1.06 1.97 3.93 3.37 4.07 ALOX12 Additional gene set1.41 1.24 1.72 1.20 10.13 22.28 12.75 14.82 ALOX12 Additional gene set0.91 0.89 0.91 0.89 0.54 0.16 0.57 0.31
ALOX12B Additional gene set0.83 1.20 1.14 0.98 2.05 2.56 2.95 2.96 ALOX12B Additional gene set2.61 0.87 1.26 1.11 10.21 8.54 11.21 9.62 ALOX12B Additional gene set1.02 1.04 0.98 0.77 0.51 0.74 0.54 0.47
ALOX12P2 Additional gene setNA 1.18 0.97 1.18 2.08 1.72 3.07 4.21 ALOX12P2 Additional gene set1.32 0.83 1.40 1.53 7.97 4.83 7.12 12.33 ALOX12P2 Additional gene set0.95 0.91 0.93 0.78 0.56 0.63 0.61 0.25
ALOX15 Additional gene setNA 0.98 1.03 0.94 1.60 2.07 3.08 2.07 ALOX15 Additional gene set1.34 1.42 2.15 1.32 11.27 9.25 16.56 7.33 ALOX15 Additional gene set1.03 1.06 1.00 0.97 0.49 0.38 0.41 0.52
ALOX15B Additional gene set0.90 0.96 0.94 0.99 1.73 2.25 3.00 2.41 ALOX15B Additional gene set1.36 0.86 1.41 1.02 12.97 10.67 9.55 6.94 ALOX15B Additional gene set0.74 0.80 1.04 0.97 0.43 0.23 0.54 0.57
ALOX5 Additional gene set1.05 0.99 1.03 0.97 2.07 2.44 3.02 3.37 ALOX5 Additional gene set1.68 1.00 1.40 0.94 9.98 2.75 9.66 10.89 ALOX5 Additional gene set0.88 0.82 1.03 0.76 0.47 0.70 0.54 0.36
ALOX5AP Additional gene set0.77 1.07 1.12 1.07 2.33 3.04 2.87 2.40 ALOX5AP Additional gene set1.59 1.08 1.11 1.17 12.40 7.35 10.79 2.93 ALOX5AP Additional gene set0.94 0.78 1.03 0.88 0.39 0.44 0.52 0.77
AMD1 Additional gene set0.96 0.99 0.96 0.97 2.13 2.58 3.20 2.82 AMD1 Additional gene set1.62 0.95 0.99 1.07 12.03 9.31 7.80 6.20 AMD1 Additional gene set0.94 0.94 0.95 0.81 0.38 0.44 0.54 0.49
AMELX Additional gene set1.03 1.12 1.03 1.10 2.51 3.09 4.16 3.15 AMELX Additional gene set1.71 1.15 1.37 1.29 14.70 12.48 11.02 8.03 AMELX Additional gene set0.91 0.91 0.93 0.83 0.20 0.37 0.44 0.50
AMFR Additional gene set0.77 1.22 1.10 1.21 2.23 3.84 2.60 3.93 AMFR Additional gene set1.94 1.09 1.32 1.46 9.44 16.54 24.67 19.91 AMFR Additional gene set0.88 0.79 0.84 0.86 0.43 0.27 0.23 0.20
AMH Additional gene set0.96 1.10 1.11 1.13 2.00 3.55 2.75 3.27 AMH Additional gene set1.70 1.86 1.01 1.18 9.92 13.28 10.76 9.71 AMH Additional gene set0.87 0.77 0.99 0.85 0.49 0.08 0.50 0.47
AMHR2 Additional gene set0.97 1.06 1.00 1.15 1.64 2.72 3.29 3.13 AMHR2 Additional gene set3.21 0.94 1.04 1.31 9.40 8.61 4.82 10.65 AMHR2 Additional gene set0.92 0.95 1.01 0.96 0.58 0.66 0.63 0.46
AMPD1 Additional gene setNA 1.69 1.14 1.10 1.83 2.39 1.98 2.88 AMPD1 Additional gene set1.46 1.37 1.38 1.16 6.61 4.44 4.35 10.68 AMPD1 Additional gene set0.95 0.58 0.95 1.05 0.45 0.19 0.96 0.31
AMPD2 Additional gene setNA 0.97 1.01 0.96 1.85 2.57 2.74 2.21 AMPD2 Additional gene set1.67 1.01 1.30 1.04 22.37 7.99 10.11 3.85 AMPD2 Additional gene set0.83 1.00 1.14 1.11 0.21 0.51 0.53 0.71
AMPD3 Additional gene set0.96 0.94 1.03 1.03 2.21 2.63 4.24 3.13 AMPD3 Additional gene set1.52 1.36 1.42 0.93 12.70 9.11 21.94 8.77 AMPD3 Additional gene set1.01 0.97 0.90 1.00 0.43 0.53 0.34 0.56
ANG Additional gene set0.91 1.08 1.04 1.12 2.06 3.37 3.09 2.94 ANG Additional gene set1.57 1.14 1.33 1.16 8.83 12.62 9.65 6.78 ANG Additional gene set0.86 0.87 0.81 0.97 0.57 0.34 0.42 0.56
ANGPT1 Additional gene set0.91 1.02 0.96 1.04 1.83 3.50 3.21 3.69 ANGPT1 Additional gene set1.49 1.57 1.14 0.94 5.97 21.18 12.85 10.78 ANGPT1 Additional gene set0.91 0.75 1.02 0.88 0.63 0.16 0.48 0.49
ANGPT2 Additional gene set0.87 1.12 1.07 1.04 2.10 3.08 2.16 3.08 ANGPT2 Additional gene set1.57 1.24 1.46 1.23 11.89 11.45 4.79 8.04 ANGPT2 Additional gene set0.90 0.80 0.92 0.91 0.39 0.49 0.62 0.60
ANK2 Additional gene set0.84 1.07 1.02 1.12 1.87 2.68 3.27 2.65 ANK2 Additional gene set1.57 1.00 1.27 1.04 6.93 4.51 4.17 7.44 ANK2 Additional gene set1.10 0.85 0.97 0.89 0.60 0.57 0.77 0.57
ANK3 Additional gene set0.86 1.04 1.10 1.12 1.62 2.53 2.66 2.72 ANK3 Additional gene set3.07 1.00 1.24 1.68 9.72 9.35 0.98 9.73 ANK3 Additional gene set0.93 1.02 0.97 0.96 0.52 0.62 0.65 0.58
ANPEP Additional gene setNA 1.55 1.30 1.21 2.84 3.05 3.06 2.69 ANPEP Additional gene set1.05 0.99 1.61 1.05 19.16 9.00 9.21 4.95 ANPEP Additional gene set0.95 0.96 1.04 0.69 0.25 0.44 0.37 0.21
ANXA1 Additional gene set0.97 0.78 1.08 1.25 2.07 2.58 3.31 3.02 ANXA1 Additional gene set1.69 1.72 1.07 1.04 12.51 8.89 9.66 6.61 ANXA1 Additional gene set1.04 0.89 1.05 0.87 0.64 0.42 0.71 0.56
ANXA2 Additional gene set0.90 1.12 0.99 1.02 2.07 2.08 2.70 2.68 ANXA2 Additional gene set1.72 1.16 1.04 1.05 10.30 6.79 10.11 5.26 ANXA2 Additional gene set0.93 0.94 0.87 0.71 0.49 0.53 0.37 0.47
AOX1 Additional gene set0.96 0.94 1.09 1.17 1.72 2.39 3.23 3.10 AOX1 Additional gene set1.91 1.09 1.27 1.10 9.69 9.54 9.52 10.75 AOX1 Additional gene set0.94 1.04 1.09 0.96 0.35 0.37 0.60 0.38
AP2B1 Additional gene setNA 0.84 0.95 1.07 1.17 2.25 2.24 2.52 AP2B1 Additional gene set1.65 0.95 1.06 1.42 4.74 7.15 7.49 5.69 AP2B1 Additional gene set1.01 1.06 0.95 1.00 0.71 0.49 0.49 0.60
APAF1 Additional gene set0.86 1.03 1.05 0.99 1.52 2.25 3.05 2.81 APAF1 Additional gene set3.20 0.82 1.52 1.12 10.05 7.99 10.17 13.30 APAF1 Additional gene set1.09 0.98 1.01 0.93 0.61 0.66 0.68 0.38
APC Additional gene setNA 0.92 0.98 1.01 1.70 2.33 2.39 2.18 APC Additional gene set1.32 0.84 0.98 1.20 4.63 6.25 7.06 6.90 APC Additional gene set0.89 1.05 1.15 0.86 0.68 0.50 0.67 0.42
APCS Additional gene set1.02 1.00 0.95 1.10 1.92 2.67 2.69 2.91 APCS Additional gene set1.37 1.49 1.31 1.18 10.45 9.22 9.09 9.64 APCS Additional gene set1.06 1.11 1.00 1.08 0.56 0.66 0.64 0.53
APEH Additional gene set0.83 1.08 1.09 1.06 2.52 3.29 3.38 4.07 APEH Additional gene set1.42 1.41 1.56 1.45 14.98 11.26 12.94 25.19 APEH Additional gene set0.79 0.90 1.01 0.82 0.25 0.40 0.63 0.13
APEX1 Additional gene set0.94 1.02 1.07 1.06 2.23 3.57 3.81 3.38 APEX1 Additional gene set1.49 1.03 1.29 1.13 13.75 11.82 12.42 9.22 APEX1 Additional gene set0.82 0.77 0.86 0.86 0.36 0.23 0.44 0.29
APLP1 Additional gene set0.86 1.04 1.00 1.08 1.91 2.78 3.24 3.23 APLP1 Additional gene set1.58 1.02 1.31 1.07 9.14 10.76 14.89 9.34 APLP1 Additional gene set0.94 1.04 1.09 0.99 0.50 0.55 0.45 0.56
APLP2 Additional gene set0.85 1.15 1.08 1.16 2.29 2.95 3.05 2.88 APLP2 Additional gene set1.07 1.35 1.03 1.11 10.91 7.50 10.57 6.40 APLP2 Additional gene set1.03 0.93 0.86 0.93 0.45 0.51 0.50 0.59
APOA1 Additional gene set0.87 0.94 1.06 1.25 1.88 3.05 3.24 4.56 APOA1 Additional gene set1.42 1.07 1.26 1.96 21.26 9.83 13.98 14.54 APOA1 Additional gene set0.92 1.03 0.94 0.95 0.40 0.55 0.48 0.24
APOA2 Additional gene set0.97 1.05 0.98 1.12 2.20 2.89 3.30 3.50 APOA2 Additional gene set1.78 1.05 1.15 1.37 15.27 5.36 10.00 9.07 APOA2 Additional gene set0.96 0.91 0.99 0.84 0.25 0.77 0.57 0.47
APOB Additional gene set0.87 0.99 0.96 1.17 1.72 3.68 3.23 3.20 APOB Additional gene set1.71 1.23 1.08 1.52 9.40 13.49 14.63 6.74 APOB Additional gene set1.00 0.91 0.99 0.71 0.67 0.19 0.43 0.30
APOC2 Additional gene setNA 1.34 1.02 1.31 2.63 3.46 3.34 4.19 APOC2 Additional gene set2.19 1.24 0.98 1.42 10.92 6.56 5.58 15.81 APOC2 Additional gene set0.95 0.95 1.02 0.89 0.39 0.56 0.76 0.30
APOC3 Additional gene setNA 0.96 1.08 0.93 1.64 2.46 2.91 2.86 APOC3 Additional gene set1.73 1.22 1.44 1.13 15.51 7.97 11.03 10.04 APOC3 Additional gene set0.75 1.07 0.93 0.97 0.48 0.47 0.26 0.34
APOE Additional gene set0.88 0.97 1.07 1.00 1.40 2.67 2.88 3.09 APOE Additional gene set1.92 2.03 1.61 0.95 8.29 14.69 13.20 8.82 APOE Additional gene set1.05 0.98 0.82 0.96 0.65 0.36 0.50 0.42
APOF Additional gene setNA 1.58 1.48 1.44 2.03 2.04 3.61 2.73 APOF Additional gene set1.68 0.84 1.22 1.33 16.62 11.81 15.19 8.36 APOF Additional gene set0.88 0.69 0.89 1.06 0.26 0.16 0.25 0.33
APOH Additional gene set0.76 1.09 1.11 1.11 1.90 3.00 3.24 3.60 APOH Additional gene set1.45 1.49 1.73 1.19 10.16 8.96 9.81 10.88 APOH Additional gene set0.86 0.94 0.73 0.94 0.44 0.21 0.53 0.25
APP Additional gene set0.86 1.12 1.02 1.17 2.38 2.46 3.47 3.38 APP Additional gene set1.95 0.94 1.52 17.51 15.62 4.67 13.31 16.90 APP Additional gene set0.96 0.98 0.87 0.80 0.47 0.61 0.46 0.30
APRT Additional gene set0.80 1.03 1.06 1.04 2.44 4.27 4.10 3.02 APRT Additional gene set1.77 1.11 1.16 1.35 18.84 13.14 12.84 8.47 APRT Additional gene set0.80 0.80 0.88 0.81 0.31 0.31 0.41 0.45
APXL Additional gene setNA 0.90 1.01 0.96 1.57 2.94 3.06 3.27 APXL Additional gene set1.26 1.19 1.29 1.52 3.61 9.66 12.79 12.99 APXL Additional gene set1.09 1.12 1.14 0.98 0.93 0.58 0.40 0.43
AQP1 Additional gene set0.81 0.94 1.03 1.00 1.52 3.41 2.55 2.29 AQP1 Additional gene set1.49 0.94 1.69 1.04 6.16 8.68 8.74 14.40 AQP1 Additional gene set1.09 1.00 0.80 0.83 0.72 0.57 0.51 0.25
AQP2 Additional gene set0.83 1.04 1.17 1.11 2.21 4.07 3.29 3.16 AQP2 Additional gene set1.52 1.27 1.37 11.89 10.95 7.75 10.44 4.43 AQP2 Additional gene set0.93 0.87 0.81 0.67 0.26 0.23 0.41 0.50
AQP3 Additional gene set0.74 1.11 1.13 1.26 2.67 3.19 3.35 2.86 AQP3 Additional gene set1.50 1.30 1.50 1.45 17.34 10.87 12.81 10.42 AQP3 Additional gene set1.04 0.79 0.95 0.72 0.42 0.67 0.50 0.36
AQP4 Additional gene set0.85 1.02 1.05 1.15 2.61 3.61 3.19 3.65 AQP4 Additional gene set1.46 1.31 1.09 1.40 8.50 12.57 9.06 8.93 AQP4 Additional gene set0.75 0.86 0.85 0.76 0.57 0.24 0.40 0.31
AQP5 Additional gene set0.77 1.02 1.04 1.08 1.89 3.60 3.08 2.60 AQP5 Additional gene set1.72 0.94 1.26 1.33 10.03 11.23 11.82 7.38 AQP5 Additional gene set0.88 1.03 1.07 0.84 0.42 0.52 0.61 0.40
AQP6 Additional gene set0.80 0.99 0.95 1.10 1.93 2.48 2.71 2.13 AQP6 Additional gene set2.03 1.13 1.36 0.96 9.20 7.95 15.66 5.04 AQP6 Additional gene set1.06 0.99 0.93 0.98 0.44 0.51 0.48 0.69
AQP7 Additional gene setNA 1.63 1.01 1.09 2.46 3.21 4.28 4.08 AQP7 Additional gene set1.50 0.85 1.26 1.18 10.68 5.38 14.84 21.71 AQP7 Additional gene set0.96 1.06 0.95 0.90 0.47 0.66 0.27 0.08
AQP8 Additional gene set0.84 1.00 0.99 1.00 2.30 2.80 2.58 2.65 AQP8 Additional gene set2.49 1.08 1.24 1.15 20.03 11.00 6.36 7.30 AQP8 Additional gene set1.03 0.93 0.89 0.77 0.26 0.50 0.68 0.45
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MEAN
Cells only Cells only Cells only
siNeg siNeg siNeg
siCASP8 siCASP8 siCASP8
siFLIP siFLIP siFLIP
siCelldeath siCelldeath siCelldeath
Cells only Cells only Cells only
siNeg siNeg siNeg
siCASP8 siCASP8 siCASP8
siFLIP siFLIP siFLIP
siCelldeath siCelldeath siCelldeath
Gene Symbol Gene Set siRNA A siRNA B siRNA C siRNA D siRNA A siRNA B siRNA C siRNA D Gene Symbol Gene Set siRNA A siRNA B siRNA C siRNA D siRNA A siRNA B siRNA C siRNA D Gene Symbol Category siRNA A siRNA B siRNA C siRNA D siRNA A siRNA B siRNA C siRNA D

0.07
0.18 0.11

0.16
0.56 0.13
0.95 0.10

1.06 0.17
0.57 0.17

0.65

0.38

0.11
1.00 0.06
1.06 0.10

1.09

CONTROLS 
(Phosphatase 

set)

1.42

0.10
0.17
0.21
0.35

2.50

3.91 0.99

4.84 1.20
5.37 1.30
2.38 0.64
7.54 1.07
11.50 2.18

0.28

4.53

NA NA NA

0.05
0.05
0.08
0.03
0.04

0.64
0.47
1.00
0.26
0.04

0.29
NA 1.00 0.21
NA 1.14 0.21NA

NA

CONTROLS 
(Kinase & 
Additional 
gene set)

CONTROLS 
(Phosphatase 

set)

CONTROLS 
(Kinase & 
Additional 
gene set

CONTROLS 
(Phosphatase 

set)

1.99 0.60

NA NA NA NA

NA NA
NA 1.23

1.39
3.03

0.77
0.39
0.84

NA NA NA

1.13
1.39

NA 1.03NA NA
2.69 0.73 4.73

0.06
0.07
0.07
0.05
0.06

1.06
1.00
0.98
0.93
0.15

1.52
1.59
0.37
2.08

CONTROLS 
(Kinase & 
Additional 
gene set

0.57
0.22

0.98
MEAN

1.00
1.03
1.06

5.98
7.10
1.56

10.58

0.18 1.10
1.00

18.811.13

0,30
0.34

StDev
NO TRAIL 100 ng TRAIL (24 hour)

Caspase 8 Assay (Fold change relative to siNegative transfected cells, No TRAIL) Caspase 3/7 assay (Fold change relative to siNegative transfected cells, No TRAIL) Cell viability assay (Fold change relative to siNegative transfected cells, No TRAIL)
NO TRAIL 1000 ng TRAIL (1 hour) NO TRAIL 1000 ng TRAIL (1 hour)

StDev StDev MEANMEAN StDev MEAN StDev MEAN StDev

AQP9 Additional gene setNA 0.98 0.93 1.06 2.17 2.42 2.34 2.73 AQP9 Additional gene set1.71 0.96 1.44 1.40 16.31 7.21 6.90 12.36 AQP9 Additional gene set0.97 1.05 1.00 0.96 0.15 0.59 0.55 0.42
AR Additional gene set0.76 1.01 1.03 1.06 2.10 2.97 3.21 3.03 AR Additional gene set2.29 0.93 1.13 1.37 11.59 8.02 14.21 7.04 AR Additional gene set0.91 0.94 0.95 1.04 0.37 0.58 0.47 0.64
AREG Additional gene set0.91 1.08 0.94 1.12 2.41 3.89 2.77 3.25 AREG Additional gene set2.43 1.10 0.97 1.47 15.65 12.88 14.75 6.23 AREG Additional gene set0.96 0.81 0.77 0.94 0.44 0.26 0.48 0.60
ARG1 Additional gene set0.95 1.02 1.03 1.02 1.78 3.04 2.91 2.95 ARG1 Additional gene set1.32 1.13 1.52 1.41 12.49 9.41 12.66 8.03 ARG1 Additional gene set0.97 1.09 0.81 0.90 0.40 0.66 0.41 0.37
ARHGDIA Additional gene set0.97 1.02 1.08 0.92 1.91 2.59 2.86 2.30 ARHGDIA Additional gene set1.74 1.00 1.17 1.37 10.53 6.15 7.92 3.31 ARHGDIA Additional gene set0.82 0.99 0.85 1.01 0.42 0.62 0.59 0.59
ARHGDIB Additional gene set0.94 0.98 1.03 0.92 2.20 2.07 3.16 2.88 ARHGDIB Additional gene set1.45 1.20 1.54 0.92 22.37 6.07 7.83 7.65 ARHGDIB Additional gene set0.80 0.93 1.01 0.89 0.27 0.49 0.61 0.37
ARHGDIG Additional gene set0.95 1.08 1.01 1.09 1.86 3.14 3.69 2.79 ARHGDIG Additional gene set1.46 0.84 1.03 1.53 11.74 11.76 8.33 10.91 ARHGDIG Additional gene set1.07 1.10 1.04 0.96 0.54 0.42 0.45 0.46
ARL3 Additional gene set0.94 0.97 1.04 1.08 2.10 3.01 4.11 4.07 ARL3 Additional gene set1.70 0.99 1.54 1.36 11.43 6.61 12.02 18.13 ARL3 Additional gene set0.92 1.02 0.90 0.87 0.46 0.65 0.25 0.20
ARNT Additional gene set0.86 0.99 1.11 1.06 2.14 2.58 2.45 2.70 ARNT Additional gene set1.82 0.77 1.28 1.14 7.35 8.14 5.24 8.87 ARNT Additional gene set0.99 0.78 0.99 0.86 0.73 0.23 0.74 0.28
ARNTL Additional gene set0.72 1.00 0.99 1.07 1.91 2.48 2.59 3.81 ARNTL Additional gene set1.72 1.22 1.25 1.10 8.00 8.07 10.09 9.19 ARNTL Additional gene set1.01 1.04 1.03 0.95 0.64 0.59 0.64 0.42
ARR3 Additional gene setNA 1.18 1.01 0.94 1.78 2.49 2.43 3.46 ARR3 Additional gene set1.18 1.04 1.42 1.13 6.92 6.98 8.43 12.78 ARR3 Additional gene set0.95 0.82 0.95 0.94 0.65 0.52 0.70 0.41
ARRB1 Additional gene setNA 0.93 0.92 0.85 1.79 1.99 2.58 2.55 ARRB1 Additional gene set1.88 1.17 1.09 1.27 15.36 8.11 9.97 5.87 ARRB1 Additional gene set0.98 1.02 1.07 1.08 0.36 0.40 0.53 0.48
ARRB2 Additional gene set0.99 0.96 0.97 1.02 1.65 2.60 2.64 2.56 ARRB2 Additional gene set1.25 0.75 1.13 1.08 10.51 6.60 12.98 11.91 ARRB2 Additional gene set0.90 0.94 0.91 0.90 0.55 0.60 0.49 0.29
ARSA Additional gene set0.95 1.04 1.00 1.09 1.99 2.21 3.71 3.05 ARSA Additional gene set1.46 1.13 1.21 1.24 13.24 9.13 10.21 10.09 ARSA Additional gene set0.97 0.94 0.84 0.87 0.36 0.55 0.32 0.40
ARSB Additional gene set1.05 1.00 0.99 1.08 2.52 2.81 3.29 2.87 ARSB Additional gene set1.78 1.06 1.04 1.11 12.98 7.75 5.18 8.51 ARSB Additional gene set0.97 0.95 1.00 0.82 0.43 0.64 0.69 0.37
ARSD Additional gene set0.93 1.09 1.12 1.09 2.56 3.12 2.94 3.08 ARSD Additional gene set1.89 1.25 1.05 0.89 20.53 8.22 11.25 4.53 ARSD Additional gene set0.93 0.90 1.12 0.82 0.26 0.52 0.44 0.63
ARSE Additional gene set0.86 1.15 1.16 0.99 2.05 2.15 2.50 2.23 ARSE Additional gene set2.87 1.14 1.35 1.02 6.72 7.03 12.06 7.67 ARSE Additional gene set0.98 0.95 1.06 0.90 0.60 0.60 0.53 0.49
ARSF Additional gene setNA 1.26 1.17 1.03 2.96 2.19 2.85 2.63 ARSF Additional gene set1.56 1.45 1.23 1.25 16.11 11.18 7.11 6.60 ARSF Additional gene set0.84 0.73 0.88 0.90 0.23 0.14 0.57 0.62
ASAH1 Additional gene setNA 0.94 0.95 0.98 1.07 1.94 2.09 2.22 ASAH1 Additional gene set1.33 0.87 1.36 1.09 4.13 3.41 8.42 9.75 ASAH1 Additional gene set0.84 1.02 1.12 1.07 0.64 0.75 0.48 0.41
ASCL1 Additional gene set0.99 1.00 1.02 1.10 1.47 2.31 2.64 3.25 ASCL1 Additional gene set2.61 1.05 1.13 1.24 12.00 12.27 6.13 7.13 ASCL1 Additional gene set1.00 0.97 0.86 1.00 0.51 0.48 0.62 0.47
ASCL2 Additional gene set0.95 0.96 0.96 1.01 1.59 2.84 2.57 3.36 ASCL2 Additional gene set1.14 1.00 1.23 0.83 10.32 17.08 3.69 11.14 ASCL2 Additional gene set0.99 0.92 0.88 0.98 0.55 0.44 0.83 0.41
ASGR1 Additional gene set1.09 1.15 0.88 1.04 2.09 4.18 3.63 3.68 ASGR1 Additional gene set1.40 1.13 0.93 1.22 7.47 15.72 8.70 9.25 ASGR1 Additional gene set1.10 0.90 0.86 0.98 0.58 0.23 0.51 0.48
ASGR2 Additional gene set0.92 1.05 1.03 1.15 2.18 3.31 3.02 2.96 ASGR2 Additional gene set2.55 1.21 1.53 0.96 15.83 5.55 16.63 7.81 ASGR2 Additional gene set0.83 0.88 0.98 0.96 0.31 0.58 0.24 0.54
ASMT Additional gene set0.80 1.09 1.09 1.07 1.79 2.21 3.19 3.32 ASMT Additional gene set1.47 0.93 2.41 1.09 8.31 6.22 10.86 10.29 ASMT Additional gene set0.93 1.01 1.09 0.94 0.52 0.76 0.42 0.34
ASNS Additional gene set0.85 1.11 1.08 1.11 1.64 2.73 3.24 2.37 ASNS Additional gene set3.02 1.61 1.27 0.88 10.23 10.04 9.73 7.37 ASNS Additional gene set1.10 1.00 1.01 0.82 0.50 0.44 0.66 0.52
ASPA Additional gene setNA 1.38 1.11 1.13 2.05 2.50 2.40 2.53 ASPA Additional gene set1.25 0.87 1.02 2.48 7.76 7.99 3.98 14.24 ASPA Additional gene set1.13 0.86 0.97 0.81 0.61 0.45 0.91 0.25
ASPH Additional gene setNA 1.01 0.98 1.01 1.50 1.67 3.11 2.43 ASPH Additional gene set1.44 1.08 2.97 0.91 10.56 4.16 16.32 13.35 ASPH Additional gene set0.97 0.91 0.99 0.88 0.42 0.65 0.45 0.40
ASS1 Additional gene set1.02 1.10 1.09 0.96 1.83 2.89 3.14 2.80 ASS1 Additional gene set2.20 1.52 1.21 1.24 10.94 11.55 12.60 8.92 ASS1 Additional gene set1.09 0.90 0.87 1.00 0.54 0.45 0.59 0.49
ATF1 Additional gene set1.00 1.13 1.10 1.13 2.08 3.58 3.05 3.82 ATF1 Additional gene set1.83 1.23 1.00 1.92 10.64 13.13 9.41 11.31 ATF1 Additional gene set0.97 0.93 1.04 0.92 0.53 0.46 0.63 0.27
ATOH1 Additional gene set0.96 1.16 1.08 1.15 2.00 3.65 2.62 3.41 ATOH1 Additional gene set1.50 1.30 1.21 1.52 14.95 11.57 11.15 18.02 ATOH1 Additional gene set0.88 0.83 0.98 0.74 0.36 0.19 0.51 0.22
ATP12A Additional gene setNA 1.01 1.05 1.01 1.57 1.88 3.14 1.99 ATP12A Additional gene set2.54 1.19 1.14 0.85 15.30 7.18 13.05 4.46 ATP12A Additional gene set0.93 0.85 1.07 1.03 0.33 0.46 0.44 0.83
ATP1A1 Additional gene set1.11 1.02 1.04 1.05 1.85 2.06 2.68 2.91 ATP1A1 Additional gene set3.04 1.42 1.11 1.31 6.93 10.30 9.04 12.62 ATP1A1 Additional gene set0.93 0.96 0.98 0.77 0.55 0.40 0.54 0.21
ATP1A2 Additional gene set0.86 1.07 0.96 1.06 1.53 2.47 2.74 3.07 ATP1A2 Additional gene set2.86 0.98 1.58 0.91 13.32 10.29 12.29 11.80 ATP1A2 Additional gene set1.05 0.89 0.88 0.98 0.76 0.40 0.42 0.50
ATP1A3 Additional gene setNA 1.29 1.33 0.97 2.18 2.83 3.30 2.59 ATP1A3 Additional gene set1.35 0.91 1.45 1.29 6.56 8.03 12.54 8.99 ATP1A3 Additional gene set0.95 1.04 0.93 1.05 0.54 0.39 0.42 0.47
ATP1A4 Additional gene set1.00 0.94 1.01 0.88 1.73 3.08 3.02 2.87 ATP1A4 Additional gene set1.52 1.03 1.57 1.21 6.51 5.50 15.71 9.66 ATP1A4 Additional gene set0.86 0.78 0.86 0.96 0.69 0.55 0.40 0.38
ATP2A1 Additional gene set0.89 1.09 1.14 1.16 2.49 3.45 3.55 3.10 ATP2A1 Additional gene set1.43 1.02 1.15 1.01 11.35 12.17 10.75 10.25 ATP2A1 Additional gene set0.92 0.95 0.80 0.96 0.43 0.26 0.51 0.42
ATP2A2 Additional gene set0.94 1.16 1.01 1.18 1.92 3.05 3.17 2.60 ATP2A2 Additional gene set1.37 1.08 1.33 1.09 4.04 10.57 10.61 3.40 ATP2A2 Additional gene set0.83 0.95 1.00 0.85 0.67 0.43 0.44 0.65
ATP2A3 Additional gene set0.93 1.11 1.05 0.95 2.18 4.00 3.14 3.49 ATP2A3 Additional gene set1.63 1.32 1.63 1.18 11.76 13.88 12.33 13.36 ATP2A3 Additional gene set0.85 0.98 0.96 0.91 0.39 0.27 0.37 0.36
ATP2B1 Additional gene set0.91 0.92 0.99 1.04 1.86 2.18 3.74 1.99 ATP2B1 Additional gene set2.53 1.38 1.31 1.20 11.92 7.55 11.01 6.18 ATP2B1 Additional gene set1.03 0.98 1.04 0.97 0.54 0.60 0.50 0.81
ATP2B2 Additional gene setNA 1.70 1.12 1.33 2.11 2.65 3.40 3.42 ATP2B2 Additional gene set1.79 1.15 1.13 2.01 11.38 7.87 7.94 33.19 ATP2B2 Additional gene set0.93 0.92 1.13 0.66 0.39 0.58 0.65 0.07
ATP2B3 Additional gene setNA 0.93 0.95 1.00 1.50 1.89 2.72 2.51 ATP2B3 Additional gene set1.56 0.81 1.23 1.04 10.38 5.69 8.93 7.24 ATP2B3 Additional gene set1.01 1.12 1.08 1.08 0.55 0.63 0.63 0.54
ATP2B4 Additional gene set0.95 0.97 0.99 1.14 1.96 2.62 3.25 2.28 ATP2B4 Additional gene set1.93 1.15 1.23 1.29 13.27 9.36 13.35 6.71 ATP2B4 Additional gene set0.78 0.94 0.94 0.95 0.40 0.51 0.62 0.68
ATP4A Additional gene set0.91 1.04 1.12 1.11 2.02 3.40 3.67 3.14 ATP4A Additional gene set1.97 0.98 1.15 1.22 9.63 6.76 13.01 8.17 ATP4A Additional gene set0.93 0.55 0.75 0.84 0.54 0.39 0.36 0.48
ATP4B Additional gene set0.89 1.04 1.13 1.00 2.66 3.08 3.20 3.58 ATP4B Additional gene set1.95 2.08 0.92 0.96 13.49 6.99 6.36 9.74 ATP4B Additional gene set1.06 1.01 0.96 0.91 0.56 0.59 0.65 0.48
ATP5A1 Additional gene set0.80 1.01 1.09 1.26 1.98 2.97 3.81 3.34 ATP5A1 Additional gene set2.23 1.48 2.03 0.96 17.28 10.80 17.41 12.80 ATP5A1 Additional gene set0.79 0.85 0.90 0.88 0.22 0.45 0.24 0.35
ATP5B Additional gene setNA 1.75 1.18 1.08 2.41 4.83 3.88 2.97 ATP5B Additional gene set1.40 1.17 0.88 1.16 12.15 13.23 3.43 7.20 ATP5B Additional gene set0.98 0.76 1.00 0.86 0.38 0.13 0.90 0.42
ATP6V1A Additional gene setNA 0.95 0.97 0.99 1.74 2.46 2.55 2.26 ATP6V1A Additional gene set1.55 0.99 1.28 1.16 9.91 3.14 6.08 6.61 ATP6V1A Additional gene set1.00 0.75 1.08 0.91 0.48 0.43 0.57 0.55
ATP6V1B1 Additional gene set0.82 0.98 0.99 1.05 1.92 3.25 3.33 3.32 ATP6V1B1 Additional gene set1.53 1.45 1.49 1.26 10.20 13.34 11.08 10.21 ATP6V1B1 Additional gene set0.90 1.05 1.09 0.96 0.48 0.17 0.66 0.56
ATP6V1B2 Additional gene set0.82 1.10 1.17 1.09 2.19 2.49 3.87 3.66 ATP6V1B2 Additional gene set1.61 1.07 1.52 0.95 14.07 5.97 22.74 17.69 ATP6V1B2 Additional gene set0.89 0.90 0.66 0.84 0.34 0.59 0.35 0.24
ATP6V1C1 Additional gene set0.99 1.12 1.16 1.10 1.89 2.86 3.58 4.57 ATP6V1C1 Additional gene set1.35 0.98 1.15 2.26 5.23 8.56 9.91 17.62 ATP6V1C1 Additional gene set0.98 1.03 0.90 0.85 0.73 0.61 0.60 0.16
ATP7A Additional gene set0.89 1.13 1.01 1.13 2.06 4.12 3.29 2.73 ATP7A Additional gene set1.58 1.07 1.30 1.03 10.58 12.29 10.28 7.64 ATP7A Additional gene set0.98 0.89 1.01 0.96 0.46 0.23 0.52 0.45
ATP7B Additional gene set0.92 1.11 1.06 1.11 1.84 2.76 3.57 3.31 ATP7B Additional gene set1.80 1.16 1.82 1.00 15.83 6.88 17.78 7.00 ATP7B Additional gene set0.97 0.94 0.89 0.98 0.44 0.50 0.30 0.69
ATRX Additional gene set0.79 0.93 0.98 1.16 1.98 2.59 2.33 2.42 ATRX Additional gene set2.46 1.40 1.04 0.93 12.45 8.38 5.82 3.47 ATRX Additional gene set0.95 0.83 0.94 0.99 0.41 0.38 0.73 0.79
AUP1 Additional gene setNA 0.94 0.93 1.04 1.79 2.48 2.36 2.89 AUP1 Additional gene set1.60 2.15 1.06 1.51 7.47 7.32 8.84 16.03 AUP1 Additional gene set1.00 1.06 1.12 1.04 0.67 0.60 0.54 0.29
AVP Additional gene set0.82 1.03 1.06 1.01 1.93 2.67 2.85 2.84 AVP Additional gene set1.56 1.30 1.57 0.95 11.21 19.07 11.54 12.74 AVP Additional gene set1.00 0.99 1.04 1.04 0.43 0.30 0.58 0.47
AZU1 Additional gene set0.93 1.05 1.09 1.24 3.11 2.80 3.00 3.33 AZU1 Additional gene set2.09 1.22 1.29 27.06 26.11 8.60 9.64 15.14 AZU1 Additional gene set0.72 0.89 0.85 0.84 0.15 0.30 0.63 0.30
B2M Additional gene set0.98 1.12 1.05 1.11 3.42 3.34 3.42 3.31 B2M Additional gene set3.00 1.07 1.57 1.64 14.35 8.42 7.58 19.25 B2M Additional gene set0.89 0.96 0.91 0.77 0.34 0.52 0.68 0.35
BAD Additional gene set0.88 1.08 1.11 1.11 2.34 3.02 3.61 3.04 BAD Additional gene set1.62 0.96 1.29 1.15 12.21 7.20 14.48 5.99 BAD Additional gene set1.01 0.80 0.93 0.92 0.40 0.40 0.44 0.53
BAG1 Additional gene set0.80 0.93 1.04 1.07 2.10 3.36 3.92 2.47 BAG1 Additional gene set1.59 1.66 1.76 1.35 13.02 16.85 21.42 11.54 BAG1 Additional gene set1.03 0.87 0.98 0.99 0.47 0.23 0.24 0.55
BAK1 Additional gene set0.85 1.15 0.94 0.98 2.24 1.88 2.95 2.49 BAK1 Additional gene set2.48 0.71 1.21 1.13 15.02 6.09 8.94 9.53 BAK1 Additional gene set1.02 0.92 0.95 0.91 0.52 0.61 0.66 0.37
BARD1 Additional gene setNA 1.61 1.05 1.42 2.41 3.73 3.29 3.38 BARD1 Additional gene set1.66 1.05 1.69 0.89 12.29 7.98 5.95 10.84 BARD1 Additional gene set0.86 0.97 0.88 1.01 0.36 0.42 0.65 0.33
BAX Additional gene setNA 0.96 0.97 1.06 1.55 2.64 2.93 2.96 BAX Additional gene set2.11 1.32 1.17 1.26 8.67 8.20 9.55 9.54 BAX Additional gene set0.99 1.02 1.11 0.84 0.63 0.43 0.51 0.26
BBS2 Additional gene set0.94 0.85 0.98 1.03 2.24 3.06 3.11 3.26 BBS2 Additional gene set2.88 1.22 1.79 1.43 25.64 9.86 14.41 9.80 BBS2 Additional gene set0.93 1.04 0.99 0.83 0.36 0.66 0.47 0.22
BCAT1 Additional gene set0.82 1.10 1.06 0.99 1.93 3.76 3.11 3.30 BCAT1 Additional gene set1.61 1.19 0.94 5.60 10.85 13.15 8.30 10.28 BCAT1 Additional gene set0.95 0.89 0.77 0.87 0.50 0.39 0.66 0.33
BCAT2 Additional gene set0.86 1.08 1.18 1.20 3.06 3.21 1.00 3.47 BCAT2 Additional gene set3.13 1.00 1.59 1.63 19.06 9.37 9.93 17.72 BCAT2 Additional gene set0.88 1.01 0.97 0.90 0.17 0.59 0.67 0.14
BCHE Additional gene set0.90 1.04 0.98 1.13 2.15 3.44 3.30 3.33 BCHE Additional gene set1.41 1.09 1.35 1.17 12.27 9.10 9.23 7.40 BCHE Additional gene set0.88 0.96 1.00 0.89 0.38 0.51 0.55 0.50
BCKDHA Additional gene set0.90 1.02 1.02 0.98 1.52 3.75 2.89 2.91 BCKDHA Additional gene set1.19 1.00 1.26 1.15 9.22 11.82 15.09 6.02 BCKDHA Additional gene set0.96 0.96 1.02 0.89 0.51 0.43 0.50 0.58
BCL2 Additional gene setNA 2.07 1.13 1.35 2.12 2.80 3.38 2.98 BCL2 Additional gene set1.34 0.80 1.94 2.62 3.45 5.18 9.48 15.79 BCL2 Additional gene set0.89 0.89 1.02 0.55 0.68 0.77 0.56 0.09
BCL2A1 Additional gene setNA 1.02 1.01 1.00 1.41 2.50 2.54 2.96 BCL2A1 Additional gene set2.05 1.07 1.44 1.51 8.31 7.65 8.55 6.00 BCL2A1 Additional gene set1.01 1.07 1.11 0.98 0.61 0.53 0.52 0.52
BCL2L1 Additional gene set1.00 1.06 1.52 1.58 3.06 3.71 4.92 4.58 BCL2L1 Additional gene set3.44 1.39 4.50 3.25 28.12 16.07 31.66 17.67 BCL2L1 Additional gene set0.89 1.02 0.76 0.80 0.19 0.53 0.23 0.14
BCL2L2 Additional gene set0.90 1.04 1.15 1.05 2.23 3.75 3.35 3.72 BCL2L2 Additional gene set1.43 0.87 1.16 2.12 13.68 17.83 19.94 13.22 BCL2L2 Additional gene set0.85 0.88 0.86 1.03 0.41 0.19 0.47 0.42
BCL3 Additional gene set0.79 1.07 0.99 1.05 2.02 3.29 3.20 2.63 BCL3 Additional gene set1.18 0.95 1.24 1.98 10.52 13.66 10.37 9.31 BCL3 Additional gene set1.07 1.05 0.83 0.98 0.62 0.50 0.52 0.53
BCL6 Additional gene set0.88 1.14 1.09 1.04 1.90 2.95 3.59 3.30 BCL6 Additional gene set1.32 0.91 0.98 1.10 8.17 9.34 11.60 9.94 BCL6 Additional gene set0.92 0.93 0.98 1.02 0.43 0.41 0.57 0.41
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MEAN
Cells only Cells only Cells only
siNeg siNeg siNeg
siCASP8 siCASP8 siCASP8
siFLIP siFLIP siFLIP
siCelldeath siCelldeath siCelldeath
Cells only Cells only Cells only
siNeg siNeg siNeg
siCASP8 siCASP8 siCASP8
siFLIP siFLIP siFLIP
siCelldeath siCelldeath siCelldeath
Gene Symbol Gene Set siRNA A siRNA B siRNA C siRNA D siRNA A siRNA B siRNA C siRNA D Gene Symbol Gene Set siRNA A siRNA B siRNA C siRNA D siRNA A siRNA B siRNA C siRNA D Gene Symbol Category siRNA A siRNA B siRNA C siRNA D siRNA A siRNA B siRNA C siRNA D

0.07
0.18 0.11

0.16
0.56 0.13
0.95 0.10

1.06 0.17
0.57 0.17

0.65

0.38

0.11
1.00 0.06
1.06 0.10

1.09

CONTROLS 
(Phosphatase 

set)

1.42

0.10
0.17
0.21
0.35

2.50

3.91 0.99

4.84 1.20
5.37 1.30
2.38 0.64
7.54 1.07
11.50 2.18

0.28

4.53

NA NA NA

0.05
0.05
0.08
0.03
0.04

0.64
0.47
1.00
0.26
0.04

0.29
NA 1.00 0.21
NA 1.14 0.21NA

NA

CONTROLS 
(Kinase & 
Additional 
gene set)

CONTROLS 
(Phosphatase 

set)

CONTROLS 
(Kinase & 
Additional 
gene set

CONTROLS 
(Phosphatase 

set)

1.99 0.60

NA NA NA NA

NA NA
NA 1.23

1.39
3.03

0.77
0.39
0.84

NA NA NA

1.13
1.39

NA 1.03NA NA
2.69 0.73 4.73

0.06
0.07
0.07
0.05
0.06

1.06
1.00
0.98
0.93
0.15

1.52
1.59
0.37
2.08

CONTROLS 
(Kinase & 
Additional 
gene set

0.57
0.22

0.98
MEAN

1.00
1.03
1.06

5.98
7.10
1.56

10.58

0.18 1.10
1.00

18.811.13

0,30
0.34

StDev
NO TRAIL 100 ng TRAIL (24 hour)

Caspase 8 Assay (Fold change relative to siNegative transfected cells, No TRAIL) Caspase 3/7 assay (Fold change relative to siNegative transfected cells, No TRAIL) Cell viability assay (Fold change relative to siNegative transfected cells, No TRAIL)
NO TRAIL 1000 ng TRAIL (1 hour) NO TRAIL 1000 ng TRAIL (1 hour)

StDev StDev MEANMEAN StDev MEAN StDev MEAN StDev

BCL7A Additional gene set0.83 0.96 1.03 1.14 1.51 2.22 3.02 2.59 BCL7A Additional gene set1.54 0.99 1.13 1.24 10.72 8.83 11.21 8.93 BCL7A Additional gene set0.98 0.87 0.94 0.96 0.45 0.40 0.54 0.43
BCL9 Additional gene set0.83 0.86 1.15 0.93 2.46 2.84 3.47 2.59 BCL9 Additional gene set1.88 1.45 1.03 1.02 14.41 6.75 16.38 4.36 BCL9 Additional gene set1.04 1.00 0.94 1.00 0.46 0.52 0.45 0.76
BIRC2 Additional gene set0.98 1.09 0.95 1.03 2.30 2.38 3.00 3.24 BIRC2 Additional gene set1.50 0.79 1.09 1.98 12.11 11.82 13.52 20.61 BIRC2 Additional gene set0.88 0.94 1.03 0.93 0.37 0.37 0.58 0.18
BIRC3 Additional gene set0.91 1.01 0.99 1.03 1.59 4.17 2.81 3.38 BIRC3 Additional gene set2.30 1.42 1.43 1.64 12.35 13.15 8.38 19.58 BIRC3 Additional gene set1.03 1.06 0.98 0.96 0.51 0.35 0.62 0.30
BIRC4 Additional gene setNA 1.56 1.16 1.26 1.92 2.93 3.78 2.36 BIRC4 Additional gene set2.33 1.48 1.21 1.25 11.78 10.59 10.16 4.98 BIRC4 Additional gene set1.06 1.05 1.07 0.75 0.11 0.10 0.51 0.12
BIRC5 Additional gene setNA 0.88 0.93 0.97 1.78 2.33 2.71 2.90 BIRC5 Additional gene set1.38 1.37 1.34 0.92 16.80 7.11 10.04 7.64 BIRC5 Additional gene set0.77 0.99 1.06 0.94 0.15 0.45 0.49 0.45
CCND1 Additional gene set0.85 0.91 1.05 1.06 1.97 2.51 2.97 2.14 CCND1 Additional gene set2.00 1.12 1.23 1.29 12.16 7.08 9.88 6.25 CCND1 Additional gene set1.00 0.92 0.83 0.76 0.51 0.47 0.52 0.44
FAS Additional gene set0.77 1.08 0.91 1.07 1.91 2.96 2.75 2.14 FAS Additional gene set2.52 1.14 1.43 1.06 12.82 10.86 11.45 4.56 FAS Additional gene set0.94 1.04 1.01 0.98 0.42 0.45 0.67 0.77
FASLG Additional gene setNA 1.95 1.03 1.59 2.29 4.21 2.75 3.25 FASLG Additional gene set1.41 1.04 0.99 1.25 12.24 8.78 3.42 7.57 FASLG Additional gene set0.99 0.96 0.88 0.86 0.35 0.41 0.86 0.32
FXYD2 Additional gene set0.95 1.09 1.04 1.29 2.35 2.45 2.98 3.29 FXYD2 Additional gene set1.07 1.49 1.18 2.35 11.98 9.47 5.82 21.68 FXYD2 Additional gene set0.91 0.86 0.84 0.63 0.31 0.39 0.72 0.21
JAG1 Additional gene setNA 0.85 1.03 0.98 1.72 2.68 3.10 2.63 JAG1 Additional gene set1.45 1.30 1.40 1.45 11.43 5.55 7.97 8.41 JAG1 Additional gene set1.02 1.11 1.17 0.78 0.49 0.79 0.60 0.32
KIF1A Additional gene setNA 1.94 1.47 1.31 1.96 3.25 3.21 3.86 KIF1A Additional gene set1.77 1.00 2.58 1.27 10.60 11.30 26.83 16.83 KIF1A Additional gene set0.85 0.89 0.75 0.81 0.27 0.26 0.27 0.21
KLK3 Additional gene set0.77 0.96 1.03 1.06 1.99 3.03 3.19 3.06 KLK3 Additional gene set1.63 1.83 1.08 1.08 8.75 17.25 20.14 9.64 KLK3 Additional gene set0.99 0.76 1.01 0.80 0.49 0.27 0.29 0.23
NR0B1 Additional gene set0.80 1.07 0.96 1.04 1.53 2.92 2.49 3.46 NR0B1 Additional gene set2.00 1.48 0.93 1.57 4.09 11.22 10.51 18.46 NR0B1 Additional gene set1.06 0.77 0.94 0.79 0.77 0.21 0.57 0.12
PARP1 Additional gene set0.87 0.91 1.01 1.04 1.66 2.66 2.50 3.00 PARP1 Additional gene set2.20 1.11 1.76 1.06 7.24 6.88 10.88 7.43 PARP1 Additional gene set0.99 0.95 0.83 0.96 0.60 0.70 0.45 0.49
PARP4 Additional gene set0.69 1.08 1.00 1.11 2.10 2.90 3.40 2.93 PARP4 Additional gene set3.65 1.35 1.29 1.42 17.67 11.37 13.08 10.10 PARP4 Additional gene set1.11 0.93 0.96 0.97 0.38 0.25 0.35 0.55
RHOA Additional gene set0.78 0.93 1.00 0.98 1.87 2.61 2.72 2.66 RHOA Additional gene set1.87 1.24 1.27 1.01 7.77 8.20 12.69 6.98 RHOA Additional gene set0.71 0.68 0.77 0.84 0.44 0.39 0.50 0.52
RHOB Additional gene setNA 1.79 1.24 1.22 1.94 4.11 3.20 3.53 RHOB Additional gene set1.84 1.61 1.17 1.23 12.26 9.10 7.46 12.08 RHOB Additional gene set1.03 0.95 1.03 0.90 0.52 0.33 0.55 0.35
RHOC Additional gene setNA 0.94 0.96 1.01 1.82 1.93 2.39 2.04 RHOC Additional gene set1.36 0.93 1.10 1.78 11.13 7.49 7.77 8.65 RHOC Additional gene set0.96 1.05 1.08 0.84 0.51 0.54 0.53 0.44
SERPINA3 Additional gene set0.98 1.10 1.06 0.98 2.08 2.37 2.83 3.05 SERPINA3 Additional gene set1.74 0.93 1.01 0.82 12.43 7.08 5.87 9.88 SERPINA3 Additional gene set0.93 0.97 1.03 0.95 0.38 0.58 0.68 0.22
SERPINC1 Additional gene set0.93 1.10 1.04 1.05 2.01 2.81 3.17 2.12 SERPINC1 Additional gene set2.08 1.08 1.22 1.27 10.66 7.53 10.19 3.66 SERPINC1 Additional gene set1.03 0.97 0.84 0.91 0.52 0.54 0.54 0.77
SLC25A4 Additional gene setNA 0.92 1.09 1.04 1.46 2.37 2.53 2.42 SLC25A4 Additional gene set1.30 1.28 1.09 0.97 6.17 12.02 11.43 6.74 SLC25A4 Additional gene set0.98 0.93 1.09 0.85 0.74 0.20 0.46 0.27
SLC25A5 Additional gene set1.07 0.95 1.02 1.03 1.70 3.17 3.01 2.67 SLC25A5 Additional gene set1.40 1.30 1.14 3.23 9.70 13.85 8.45 7.01 SLC25A5 Additional gene set1.03 0.93 0.92 1.01 0.52 0.43 0.70 0.72
SLC25A6 Additional gene set1.10 0.98 1.05 1.09 2.43 2.73 2.96 3.28 SLC25A6 Additional gene set1.71 1.10 1.42 1.04 18.25 9.46 12.90 7.95 SLC25A6 Additional gene set0.91 0.90 0.85 0.98 0.42 0.41 0.51 0.57
STS Additional gene set0.96 1.06 1.05 1.09 2.00 2.95 3.30 3.16 STS Additional gene set2.12 1.37 1.51 0.96 9.02 10.15 9.10 8.55 STS Additional gene set0.90 0.81 0.86 0.95 0.53 0.38 0.48 0.39
TNFRSF17 Additional gene setNA 1.36 1.71 1.06 2.17 3.30 4.24 2.70 TNFRSF17 Additional gene set1.62 0.96 1.00 1.08 11.21 9.73 11.98 8.67 TNFRSF17 Additional gene set1.00 1.07 0.76 0.96 0.36 0.38 0.13 0.29
TRIM23 Non-kinase 0.84 1.10 1.04 1.05 2.13 3.94 3.43 3.53 TRIM23 Additional gene set1.48 1.00 1.35 4.45 10.63 9.29 9.61 13.33 TRIM23 Additional gene set1.01 1.10 0.82 0.96 0.55 0.55 0.63 0.47


