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Materials and methods

Study population

Blood samples of 5 polytauma, initially non-septic patients (one female) were obtained upon admission to the ICU of Evangelismos Hospital, Athens, Greece. A second blood sample was obtained from each patient within 48 hours of sepsis. 

Patients were considered to have sepsis when they developed systemic inflammatory response syndrome as a result of documented infection, septic patients with evidence of organ dysfunction were considered to have severe sepsis, and septic patients with persisting hypotension (despite adequate fluid resuscitation) were considered to have septic shock, in accordance with international guidelines and recommendations [1, 2].  

RNA extraction and quality assessment

Total RNA was isolated from total blood cells (>95% leukocytes) using the Trizol reagent (Invitrogen, Life Technologies Corporation, Carlsbad, CA, USA) according to manufacturer’s instructions. Following removal of short (<300nt) fragments through the use of RNeasy columns (QIAGEN GmbH, Hilden, Germany) as directed by the manufacturer, the RNA quantity and purity was assessed. Optical density measurements were taken at 260nm and 280nm using a Nanodrop spectrophotometer (Thermo Fisher Scientific Inc., Waltham, MA 02454, USA). The A260/A280 ratios for all samples ranged from 2.01-2.13, indicating good quality RNA. The Agilent Bioanalyzer (Agilent, Santa Clara, CA 95051, USA) was used for assessment of the RNA integrity. 

cRNA preparation for microarray hybridization 

From each sample, 1µg of total RNA was used to generate biotinylated complementary RNA (cRNA) according to the TWO-Cycle Target Labeling protocol (GeneChip™ Expression Analysis Technical Manual; Affymetrix, Santa Clara, CA 95051, USA; Revision 510). In short, biotinylated cRNA was synthesized using the GeneChip™  TWO-Cycle Target Labeling and Control Reagents (Affymetrix, Santa Clara, CA, USA), while cRNAs prior and following fragmentation [3] were analyzed by an Agilent 2100 Bioanalyzer. Fragmentation of cRNA target before hybridization onto GeneChip™ probe arrays has been shown to be critical in obtaining optimal assay sensitivity [3]. The Fragmentation Buffer has been optimized to break down full-length cRNA to 35 to 200 base fragments by metal-induced hydrolysis. The cRNA fragments are able to attach to the probe sequences found on the arrays surface with increased efficiency. Concentration of the newly generated cRNA samples were as expected for a successful processing [3] 10-times higher than the starting total RNA material.  

Test3 GeneChip™ microarray quality control hybridization

To further determine the quality of each labeled target prior to its analysis with the Affymetrix® GeneChip™ expression arrays, the Affymetrix® GeneChip™  Test3 Array was utilized. Affymetrix® GeneChip™ Test3 Array contains probe sets representing a subset of characterized genes from various organisms, including mammals, plants, and eubacteria, while the signals obtained from these probe sets, allow the identification of degraded samples containing insufficient target that may result in poor expression array results. Additionally, GeneChip™ Test3 Array contains a subset of human and mouse housekeeping genes expressed early in fetal development and throughout adulthood. These genes may serve as a useful internal control [4].

Fragmented cRNA samples were first hybridized to the Test3 Array for 16 hours at 45°C, then washed and stained with streptavidin-phycoerythrin (SAPE) using the Affymetrix® GeneChip™ Fluidics Station 450 and images were acquired using Affymetrix® GeneChip Scanner 3000. Images were analyzed using Affymetrix® GeneChip™ Operating Software (GCOS) and comparison analysis was performed as directed by the manufacturer. All RNA samples analyzed by Test3 Array generated good RNA hybridization quality results.  

Affymetrix® Human Hu133A 2.0 GeneChip™ expression arrays hybridization

This study utilized commercially available high-density Affymetrix®; Human Hu133A 2.0 microarrays, interrogating over 22,000 probe sets able to analyze the expression level of over 18,400 transcripts and variants, including more than 14,500 well-characterized human genes [5]. cRNA preparation, hybridization, and scanning of the arrays were performed according to the manufacturer’s protocols [3].  

Fragmented cRNA (10μg) for each experimental sample was hybridized for 16 hours to the Affymetrix® Human Hu133A 2.0 GeneChip™ arrays, at 45°C in an Affymetrix® GeneChip™ Hybridization Oven 640. The Affymetrix® GeneChip™ Fluidics Station 450 was used to wash and stain the arrays with streptavidin-phycoerythrin, biotinylated anti-streptavidin according to the standard antibody amplification protocol for eukaryotic targets. For the aforementioned methods, the GeneChip™ Hybridization, Wash, and Stain Kits by Affymetrix® (Santa Clara, CA, USA) were used, while in parallel, the Affymetrix® eukaryotic hybridization control kit and Poly-A RNA control kit were used to ensure efficiency of hybridization and cRNA amplification. Arrays of samples were scanned with an Affymetrix® GeneChip™ Scanner 3000 at 570 nm and obtained images were visually screened to account for signal artifacts, scratches or debris. Images were analyzed using Affymetrix® GeneChip® Operating Software (GCOS) and comparison analysis was performed as directed by the manufacturer. All RNA samples analyzed by standard Array generated good RNA quality results.  Probe intensities were extracted from the images using Affymetrix® software (Affymetrix GeneChip™ Operating Software; Affymetrix, Santa Clara, CA 95051, USA). 

Software quality controls

Hybridization quality controls were performed using the Affymetrix® GeneChip™ Operating System (GCOS) indicating low background levels for all arrays (<84.94), acceptable range of present/absent calls for all probe sets 24.4%-40.2% Present calls) as well as for 3’/5’ fragment ratio of GAPDH and β-actin.  Moreover, scaling factors for each array (calculated utilizing MAS5 software) were highly similar. 

Raw data files were imported in: 

i) R-Bioconductor v2.6.2 [6] and 

ii) Partek® Genomics suite software ver6.3 (Partek Incorporated, St. Louis, MO, USA). 

Array quality was tested with R-Bioconductor v2.6.2 libraries affyQCReport [7], affyPLM [8], affylmGUI [9] and oneChannelGUI [10]. Part of the quality control was done in R-Bioconductor v2.3.1 [6] using library AMDA [11] and with Partek® Genomics suite software ver6.3 (Partek Incorporated, St. Louis, MO, USA). 

Present, Absent and Marginal calls, which categorize the summarized probe intensities of each separate array as “signal acceptable”, “signal not acceptable or absent”, and “marginal signal intensity” respectively were identified for each array probeset, utilizing the Affymetrix® MAS5 [3] algorithm implemented in the AMDA [11] and AFFY [12] library of R-Bioconductor [6].

Normalization & statistical selection

The perfect match (PM) raw intensities for each array were subsequently processed for PM signal noise correction, log2 base quantile normalization and median polish summarization utilising Partek® Genomics suite software ver6.3 (Partek Incorporated, St. Louis, MO, USA). Specifically, the RMA [13] algorithm with accounting for GC content was used while processing with Partek Genomics suite. Statistical analysis was performed utilizing Partek® Genomics suite software ver6.3 (Partek Incorporated, St. Louis, MO, USA), in order to select the differentially expressed genes. Due the experimental design, summary measures-differences between timepoints was the chosen method for statistical analysis. 

Subsequently, statistical analysis using one-way ANOVA and Kruskal-Wallis were performed as appropriate to identify genes with statistically significant differences among the replicate values of -fold changes of the two separate patient groups, utilizing Partek® Genomics suite software ver6.3 (Partek Incorporated, St. Louis, MO, USA). The designated statistical selection cut-off points were: p value <0.05, FDR 5%. Statistical analysis yielded viable differentially expressed (1199 Unique ENTREZ GENE IDs = 1369 probesets) while (1091 unique ENTREZ GENE IDs = 1239 probesets) of those passed the ±1.5 fold change cutoff.  

Comparative analysis

To enhance the validity of gene expression profiling comparative analysis was conducted for the genes found differentially expressed. Reported differentially expressed genes were retrieved from literature for LPS-induced and aseptic ALI [14-22]. All Identifiers were converted to Human Entrez Gene IDs by retrieving the orthologous genes through BioMart (access date 5th July 2008) [23]. 
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Table 1: Deregulated genes in leukocytes of trauma patients. Group 1, two patients who developed sepsis (defined as Systemic Inflammatory Response Syndrome and documented infection); group 2, three patients who developed severe sepsis with multi-organ dysfunction and Acute Respiratory Distress Syndrome (ARDS). Using ANOVA we detected genes differentially regulated among the two groups, which could be involved in pathogenetic mechanisms of the septic process. We found 1199 genes with statistically significant differences among the replicate values of -fold change of the two separate patient groups (p<0.05; FDR 5%). 
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LDHB 

lactate 

dehydrogenase B 

ENSG00000111716 

3945

6,21E-04

-2,61726

RPLP0 /// RPLP0-

like 

ribosomal protein, 

large, P0 /// 

ENSG00000089157 

/// 

220717 /// 6175 

2,27E-04

-2,49817

AQP3 

aquaporin 3 (Gill 

blood group) 

ENSG00000165272 

360

2,79E-03

-2,49444

ODC1 

ornithine 

decarboxylase 1 

ENSG00000115758 

4953

2,59E-03

-2,48063

LOC729362 /// 

RPL36A 

ribosomal protein 

L36a /// similar to 

ENSG00000102391 

6173 /// 729362 

8,06E-04

-2,44593

DPEP2 

dipeptidase 2 

ENSG00000167261 

64174

1,35E-03

-2,43794

LOC649821 /// 

RPL14 /// 

ribosomal protein L14 

/// ribosomal protein 

ENSG00000139239 

/// 

144581 /// 649821 

/// 9045 

7,13E-06

-2,43488

NUBP1 

nucleotide binding 

protein 1 (MinD 

ENSG00000103274 

4682

4,71E-04

-2,42083

RPL22 

ribosomal protein L22 

ENSG00000116251 

6146

2,26E-04

-2,41816

RFTN1 

raftlin, lipid raft linker 

1 

ENSG00000131378 

23180

8,45E-04

-2,40998

HMGN3 

high mobility group 

nucleosomal binding 

ENSG00000118418 

9324

1,80E-03

-2,40665

GZMK 

granzyme K 

(granzyme 3; tryptase 

ENSG00000113088 

3003

9,78E-04

-2,40652

RPLP0 

ribosomal protein, 

large, P0 

ENSG00000089157 

6175

6,69E-05

-2,39768

PPIB 

peptidylprolyl 

isomerase B 

ENSG00000166794 

5479

1,34E-03

-2,39632

FBL 

fibrillarin 

ENSG00000105202 

2091

1,94E-04

-2,39352

RPL4 

ribosomal protein L4 

ENSG00000174444 

6124

3,23E-04

-2,39016

DDHD2 

DDHD domain 

containing 2 

ENSG00000085788 

23259

1,83E-03

-2,3833

RPLP2 

ribosomal protein, 

large, P2 

ENSG00000177600 

6181

1,87E-04

-2,37337

IL7R 

interleukin 7 receptor 

ENSG00000168685 

3575

4,49E-04

-2,37267

EIF4B 

eukaryotic translation 

initiation factor 4B 

--- 

1975

5,38E-05

-2,3701

NFU1 

NFU1 iron-sulfur 

cluster scaffold 

ENSG00000169599 

27247

4,97E-05

-2,36696

DKFZP686O1684 

/// 

ribosomal protein SA 

/// similar to 40S 

ENSG00000168028 

/// 

387867 /// 388524 

/// 389672 /// 3921 

2,69E-04

-2,36538

EEF1B2 /// 

hCG_1983058 

eukaryotic translation 

elongation factor 1 

ENSG00000114942 

1933 /// 644820 

8,98E-04

-2,35959

SNRPE 

small nuclear 

ribonucleoprotein 

ENSG00000182004 

6635

5,29E-05

-2,3541

LOC388344 /// 

RPL13 

ribosomal protein L13 

/// similar to 

ENSG00000167526 

388344 /// 6137 

6,70E-04

-2,34951

RPL13 

ribosomal protein L13 

ENSG00000167526 

6137

1,13E-03

-2,34912

AUTS2 

autism susceptibility 

candidate 2 

ENSG00000158321 

26053

1,24E-03

-2,34397

C7orf44 

chromosome 7 open 

reading frame 44 

ENSG00000106603 

55744

2,88E-04

-2,34267

MYBL1 

v-myb myeloblastosis 

viral oncogene 

--- 

4603

5,79E-04

-2,33993

PI3 

peptidase inhibitor 3, 

skin-derived (SKALP) 

ENSG00000124102 

5266

1,19E-04

-2,3396

HBG2 

hemoglobin, gamma 

G 

ENSG00000196565 

/// 

3048

1,39E-04

-2,33067

hCG_16001 /// 

hCG_2001000 

ribosomal protein 

L23a /// similar to 

ENSG00000198242 

6147 /// 647099 /// 

729617 

3,85E-04

-2,32966

TRBC1 /// 

TRBV19 /// 

T cell receptor beta 

variable 19 /// T cell 

ENSG00000211762 

/// 

28568 /// 28596 /// 

28611 /// 28619 /// 

1,33E-04

-2,32435

IL8RB 

interleukin 8 receptor, 

beta 

ENSG00000180871 

3579

8,99E-04

-2,32318

PRKCH 

protein kinase C, eta 

ENSG00000027075 

5583

4,99E-05

-2,32194

HNRNPA0 

heterogeneous 

nuclear 

ENSG00000177733 

10949

3,11E-05

-2,32194

RPS19 

ribosomal protein S19 

ENSG00000105372 

6223

1,20E-05

-2,3217

--- 

--- 

--- 

--- 

5,71E-04

-2,31866

ISG20 

interferon stimulated 

exonuclease gene 

ENSG00000172183 

3669

5,74E-05

-2,31674

HNRPDL 

Heterogeneous 

nuclear 

--- 

9987

7,70E-05

-2,31609

HSPH1 

heat shock 

105kDa/110kDa 

ENSG00000120694 

10808

5,56E-04

-2,3131

TRBC1 /// 

TRBV19 

T cell receptor beta 

variable 19 /// T cell 

--- 

28568 /// 28639 

9,81E-05

-2,30651

RPS17 

ribosomal protein S17 

ENSG00000182774 

/// 

6218

2,59E-04

-2,30419

LOC392424 /// 

RPS5 

ribosomal protein S5 

/// similar to 

ENSG00000083845 

/// 

392424 /// 6193 

4,22E-04

-2,298

HLA-DQB1 

major 

histocompatibility 

ENSG00000179344 

3119

4,49E-05

-2,29377

CSDA 

cold shock domain 

protein A 

ENSG00000060138 

8531

3,07E-05

-2,28681

FTL 

ferritin, light 

polypeptide 

ENSG00000087086 

2512

1,70E-03

-2,28627

RAP2B 

RAP2B, member of 

RAS oncogene family 

ENSG00000181467 

5912

3,26E-05

-2,28592

AKAP2 /// 

PALM2-AKAP2 

A kinase (PRKA) 

anchor protein 2 /// 

ENSG00000157654 

11217 /// 445815 

8,73E-04

-2,28526

GZMA 

granzyme A 

(granzyme 1, 

ENSG00000145649 

3001

7,16E-05

-2,28442

LY86 

lymphocyte antigen 

86 

ENSG00000112799 

9450

1,18E-03

-2,28404

SFRS9 

splicing factor, 

arginine/serine-rich 9 

ENSG00000111786 

8683

7,79E-04

-2,28225

CYP4F3 

cytochrome P450, 

family 4, subfamily F, 

--- 

4051

4,04E-04

-2,2821

GNLY 

granulysin 

ENSG00000115523 

10578

6,60E-04

-2,28162

TAF4 

TAF4 RNA polymerase 

II, TATA box binding 

ENSG00000130699 

6874

3,54E-05

-2,27842

KLRB1 

killer cell lectin-like 

receptor subfamily B, 

ENSG00000111796 

3820

2,65E-04

-2,27826

FKBP11 

FK506 binding protein 

11, 19 kDa 

ENSG00000134285 

51303

1,96E-04

-2,27525

PPAP2B 

phosphatidic acid 

phosphatase type 2B 

ENSG00000162407 

8613

7,38E-04

-2,2742


[image: image2.wmf]SSBP1 

single-stranded DNA 

binding protein 1 

ENSG00000106028 

6742

2,21E-04

-2,27252

SRP72 

signal recognition 

particle 72kDa 

ENSG00000174780 

6731

3,23E-05

-2,27235

CD3D 

CD3d molecule, delta 

(CD3-TCR complex) 

ENSG00000167286 

915

6,04E-05

-2,26994

CTSS 

cathepsin S 

ENSG00000163131 

1520

6,48E-04

-2,26798

HSP90B1 

heat shock protein 

90kDa beta (Grp94), 

ENSG00000166598 

7184

2,83E-04

-2,26553

HBG1 /// HBG2 

hemoglobin, gamma 

A /// hemoglobin, 

ENSG00000196565 

/// 

3047 /// 3048 

2,59E-04

-2,26535

LOC646912 

similar to 60S 

ribosomal protein L7 

--- 

646912

5,60E-06

-2,26267

TBC1D4 

TBC1 domain family, 

member 4 

ENSG00000136111 

9882

5,09E-04

-2,26145

NDUFB2 

NADH dehydrogenase 

(ubiquinone) 1 beta 

ENSG00000090266 

4708

3,79E-04

-2,25812

PFDN4 

prefoldin subunit 4 

ENSG00000101132 

5203

1,14E-04

-2,25648

SOAT1 

sterol O-

acyltransferase (acyl-

ENSG00000057252 

6646

2,79E-04

-2,25568

HSP90AA1 

heat shock protein 

90kDa alpha 

ENSG00000080824 

3320

1,87E-05

-2,25532

ARPC3 

actin related protein 

2/3 complex, subunit 

ENSG00000111229 

10094

2,51E-04

-2,25339

LOC442171 

similar to ribosomal 

protein L10 

--- 

442171

1,27E-06

-2,25066

REEP5 

receptor accessory 

protein 5 

ENSG00000129625 

7905

3,41E-04

-2,24931

PDE4B 

phosphodiesterase 

4B, cAMP-specific 

--- 

5142

1,21E-04

-2,24902

LOC644511 /// 

LOC728658 /// 

ribosomal protein 

L13a /// similar to 

ENSG00000136149 

/// 

23521 /// 387930 /// 

644511 /// 728658 

1,01E-04

-2,24647

PBXIP1 

pre-B-cell leukemia 

homeobox interacting 

ENSG00000163346 

57326

9,65E-05

-2,23887

RPL13A 

ribosomal protein 

L13a 

ENSG00000142541 

23521

1,33E-05

-2,23838

C7orf23 

chromosome 7 open 

reading frame 23 

ENSG00000135185 

79161

3,55E-05

-2,23788

RPS27A 

ribosomal protein 

S27a 

ENSG00000143947 

6233

5,77E-05

-2,23735

NELL2 

NEL-like 2 (chicken) 

ENSG00000184613 

4753

2,77E-04

-2,23648

EDF1 

endothelial 

differentiation-related 

ENSG00000107223 

8721

1,39E-06

-2,23501

SENP6 

SUMO1/sentrin 

specific peptidase 6 

--- 

26054

2,56E-04

-2,23483

CD14 

CD14 molecule 

ENSG00000170458 

929

2,36E-04

-2,2321

CD247 

CD247 molecule 

ENSG00000198821 

919

2,09E-04

-2,23203

SSB 

Sjogren syndrome 

antigen B 

ENSG00000138385 

6741

3,73E-04

-2,23021

UPF3A 

UPF3 regulator of 

nonsense transcripts 

ENSG00000169062 

65110

5,94E-05

-2,22919

LOC730092 

RRN3 RNA 

polymerase I 

ENSG00000103472 

/// 

730092

4,87E-05

-2,22802

PPIA 

peptidylprolyl 

isomerase A 

ENSG00000196262 

5478

3,68E-05

-2,2259

CST3 

cystatin C (amyloid 

angiopathy and 

ENSG00000101439 

1471

7,55E-05

-2,22315

IDS 

iduronate 2-sulfatase 

(Hunter syndrome) 

ENSG00000010404 

3423

3,90E-05

-2,22208

NLRP1 

NLR family, pyrin 

domain containing 1 

ENSG00000091592 

22861

7,01E-04

-2,22189

VAMP3 

vesicle-associated 

membrane protein 3 

ENSG00000049245 

9341

1,77E-04

-2,2216

PSMA7 

proteasome 

(prosome, macropain) 

ENSG00000101182 

5688

3,76E-05

-2,22086

RNF130 

ring finger protein 130 

ENSG00000113269 

55819

8,03E-04

-2,21996

GOSR1 

golgi SNAP receptor 

complex member 1 

ENSG00000108587 

9527

2,44E-04

-2,21975

IPO7 

importin 7 

--- 

10527

1,93E-04

-2,21968

MBP 

myelin basic protein 

ENSG00000197971 

4155

5,04E-04

-2,21966

TRAK2 

trafficking protein, 

kinesin binding 2 

ENSG00000115993 

66008

1,97E-04

-2,21903

BRD8 

bromodomain 

containing 8 

ENSG00000112983 

10902

5,63E-05

-2,21786

LOC133569 /// 

LOC654029 /// 

ribosomal protein S10 

/// similar to 

ENSG00000101278 

133569 /// 158104 

/// 6204 /// 654029 

5,29E-06

-2,21441

FAIM3 

Fas apoptotic 

inhibitory molecule 3 

ENSG00000162894 

9214

1,06E-06

-2,21391

DNAJA1 

DnaJ (Hsp40) 

homolog, subfamily A, 

ENSG00000086061 

3301

1,65E-04

-2,21321

TPRKB 

TP53RK binding 

protein 

ENSG00000144034 

51002

7,76E-05

-2,21065

ZNF226 

zinc finger protein 226 

ENSG00000167380 

7769

1,81E-05

-2,20949

TACC3 

transforming, acidic 

coiled-coil containing 

ENSG00000013810 

10460

8,64E-05

-2,20793

OAZ1 

ornithine 

decarboxylase 

ENSG00000104904 

4946

8,13E-04

-2,20572

C11orf10 

chromosome 11 open 

reading frame 10 

ENSG00000134825 

746

3,65E-05

-2,20407

ABCE1 

ATP-binding cassette, 

sub-family E (OABP), 

ENSG00000164163 

6059

2,89E-04

-2,20378

NRIP1 

nuclear receptor 

interacting protein 1 

ENSG00000180530 

8204

2,50E-05

-2,20312

RAB35 

RAB35, member RAS 

oncogene family 

ENSG00000111737 

11021

4,16E-05

-2,19818

HBB 

hemoglobin, beta 

ENSG00000188170 

3043

4,93E-05

-2,19792

MAL 

mal, T-cell 

differentiation protein 

ENSG00000172005 

4118

2,14E-04

-2,19584

GPRASP1 

G protein-coupled 

receptor associated 

ENSG00000198932 

9737

6,65E-05

-2,19511

EFNA1 

ephrin-A1 

ENSG00000169242 

1942

3,75E-05

-2,19469

PECAM1 

platelet/endothelial 

cell adhesion 

ENSG00000198802 

5175

2,66E-04

-2,19305

HNRNPA1 /// 

LOC728844 

heterogeneous 

nuclear 

--- 

3178 /// 728844 

3,43E-04

-2,19249

6,07E-05

-2,19197

SNCA 

synuclein, alpha (non 

A4 component of 

ENSG00000145335 

6622

2,96E-04

-2,19151


[image: image3.wmf]CD8B 

CD8b molecule 

ENSG00000172116 

926

4,24E-05

-2,19036

GLIPR1 

GLI pathogenesis-

related 1 (glioma) 

ENSG00000139278 

11010

3,00E-05

-2,18999

PIK3IP1 

phosphoinositide-3-

kinase interacting 

ENSG00000100100 

113791

2,63E-05

-2,18956

IGL@ /// IGLJ3 

/// IGLV2-14 /// 

immunoglobulin 

lambda locus /// 

ENSG00000211675 

/// 

28793 /// 28815 /// 

28831 /// 3535 

9,26E-04

-2,18946

CLNS1A 

chloride channel, 

nucleotide-sensitive, 

ENSG00000074201 

1207

2,26E-04

-2,18931

PPP1R8 

protein phosphatase 

1, regulatory 

ENSG00000117751 

5511

6,82E-06

-2,18914

COX17 

COX17 cytochrome c 

oxidase assembly 

ENSG00000138495 

10063

1,02E-05

-2,1883

GGH 

gamma-glutamyl 

hydrolase (conjugase, 

ENSG00000137563 

8836

1,24E-05

-2,18827

CBWD1 /// 

CBWD2 /// 

COBW domain 

containing 1 /// 

ENSG00000136682 

/// 

150472 /// 220869 

/// 445571 /// 55871 

2,06E-05

-2,18463

C15orf15 

chromosome 15 open 

reading frame 15 

ENSG00000137876 

51187

7,18E-05

-2,18438

HNRPA3 

heterogeneous 

nuclear 

ENSG00000170144 

220988

9,29E-05

-2,18385

PITPNC1 

phosphatidylinositol 

transfer protein, 

ENSG00000154217 

26207

2,19E-04

-2,18379

HLA-DMB 

major 

histocompatibility 

ENSG00000204258 

/// 

3109

2,24E-04

-2,18323

EIF3K 

eukaryotic translation 

initiation factor 3, 

ENSG00000178982 

27335

4,15E-05

-2,18308

ZNF22 

zinc finger protein 22 

(KOX 15) 

ENSG00000165512 

7570

3,91E-05

-2,18135

FBP1 

fructose-1,6-

bisphosphatase 1 

ENSG00000165140 

2203

1,08E-04

-2,17979

SP100 

SP100 nuclear antigen 

--- 

6672

1,45E-06

-2,17928

ICAM3 

intercellular adhesion 

molecule 3 

ENSG00000076662 

3385

1,25E-04

-2,17878

SAT1 

spermidine/spermine 

N1-acetyltransferase 

ENSG00000130066 

6303

3,85E-04

-2,17761

MBD4 

methyl-CpG binding 

domain protein 4 

ENSG00000129071 

8930

1,11E-04

-2,17663

CD8A 

CD8a molecule 

ENSG00000153563 

925

2,04E-04

-2,17571

POLR1C 

polymerase (RNA) I 

polypeptide C, 30kDa 

ENSG00000171453 

9533

9,22E-05

-2,17564

CDKN2D 

cyclin-dependent 

kinase inhibitor 2D 

ENSG00000129355 

1032

1,20E-04

-2,17553

NDUFA1 

NADH dehydrogenase 

(ubiquinone) 1 alpha 

ENSG00000125356 

4694

1,39E-04

-2,17502

H3F3B 

H3 histone, family 3B 

(H3.3B) 

ENSG00000132475 

3021

1,50E-04

-2,17412

CHD4 

chromodomain 

helicase DNA binding 

ENSG00000111642 

1108

8,99E-06

-2,17179

TTF1 

transcription 

termination factor, 

ENSG00000125482 

7270

4,11E-05

-2,17062

MARCH8 

membrane-associated 

ring finger (C3HC4) 8 

--- 

220972

3,85E-05

-2,16939

PRKACB 

protein kinase, cAMP-

dependent, catalytic, 

ENSG00000142875 

5567

2,28E-04

-2,16891

SH3BGRL 

SH3 domain binding 

glutamic acid-rich 

ENSG00000131171 

6451

1,32E-04

-2,1677

ITPK1 

inositol 1,3,4-

triphosphate 5/6 

ENSG00000100605 

3705

3,08E-06

-2,16705

GNAS 

GNAS complex locus 

ENSG00000087460 

/// 

2778

8,95E-06

-2,16704

PLCB1 

phospholipase C, beta 

1 (phosphoinositide-

ENSG00000182621 

23236

3,78E-05

-2,16695

SNAPC5 

small nuclear RNA 

activating complex, 

ENSG00000174446 

10302

6,00E-05

-2,16657

SNRPF 

small nuclear 

ribonucleoprotein 

ENSG00000139343 

6636

1,90E-05

-2,16623

KDELR2 

KDEL (Lys-Asp-Glu-

Leu) endoplasmic 

--- 

11014

3,88E-04

-2,16584

UTP6 

UTP6, small subunit 

(SSU) processome 

ENSG00000108651 

55813

7,47E-05

-2,16486

ATP5E 

ATP synthase, H+ 

transporting, 

ENSG00000124172 

514

1,42E-05

-2,1643

CRY2 

cryptochrome 2 

(photolyase-like) 

ENSG00000121671 

1408

5,50E-05

-2,16306

MAX 

MYC associated factor 

X 

ENSG00000125952 

4149

8,25E-05

-2,16295

LSM7 

LSM7 homolog, U6 

small nuclear RNA 

ENSG00000130332 

51690

7,18E-05

-2,16204

PPIH 

peptidylprolyl 

isomerase H 

ENSG00000171960 

10465

1,15E-05

-2,16106

TYROBP 

TYRO protein tyrosine 

kinase binding protein 

ENSG00000011600 

7305

6,91E-04

-2,16104

MRLC2 

myosin regulatory 

light chain MRLC2 

--- 

103910

5,96E-05

-2,161

MPZL1 

myelin protein zero-

like 1 

ENSG00000197965 

9019

1,41E-04

-2,16098

PDHB 

pyruvate 

dehydrogenase 

ENSG00000168291 

5162

8,24E-05

-2,16048

PANX1 

pannexin 1 

ENSG00000110218 

24145

2,89E-06

-2,15828

DAPK2 

death-associated 

protein kinase 2 

ENSG00000035664 

23604

2,04E-05

-2,15756

RABGAP1L 

RAB GTPase activating 

protein 1-like 

--- 

9910

3,74E-04

-2,15702

SRPK2 

SFRS protein kinase 2 

ENSG00000135250 

6733

1,41E-04

-2,15559

LCK 

lymphocyte-specific 

protein tyrosine 

ENSG00000182866 

3932

9,47E-05

-2,15554

ARHGAP26 

Rho GTPase activating 

protein 26 

ENSG00000145819 

23092

8,51E-05

-2,15475

RPS6KA5 

ribosomal protein S6 

kinase, 90kDa, 

ENSG00000100784 

9252

2,23E-04

-2,15403

UBXD7 

UBX domain 

containing 7 

ENSG00000163960 

26043

6,98E-05

-2,15331

SKAP1 

src kinase associated 

phosphoprotein 1 

ENSG00000141293 

8631

4,00E-05

-2,15318

BMS1 

BMS1 homolog, 

ribosome assembly 

ENSG00000165733 

9790

1,21E-04

-2,15093

EFHA1 

EF-hand domain 

family, member A1 

ENSG00000165487 

221154

3,67E-05

-2,1506

CLIC1 

chloride intracellular 

channel 1 

ENSG00000096238 

/// 

1192

5,89E-05

-2,14989

NDUFS5 

NADH dehydrogenase 

(ubiquinone) Fe-S 

ENSG00000168653 

4725

1,25E-05

-2,14969

EPRS 

glutamyl-prolyl-tRNA 

synthetase 

ENSG00000136628 

2058

1,25E-05

-2,14895


[image: image4.wmf]CFP 

complement factor 

properdin 

ENSG00000126759 

5199

9,00E-05

-2,14834

MRCL3 /// 

MRLC2 

myosin regulatory 

light chain MRCL3 /// 

ENSG00000101608 

/// 

103910 /// 10627 

1,35E-04

-2,1475

SEC22B 

SEC22 vesicle 

trafficking protein 

--- 

9554

1,19E-05

-2,14749

PLEKHG5 /// 

TNFRSF25 

tumor necrosis factor 

receptor superfamily, 

ENSG00000171680 

/// 

57449 /// 8718 

2,18E-05

-2,14622

CETN2 

centrin, EF-hand 

protein, 2 

ENSG00000147400 

1069

7,48E-06

-2,14339

RNF19B 

ring finger protein 

19B 

ENSG00000116514 

127544

8,81E-05

-2,14327

C20orf24 

chromosome 20 open 

reading frame 24 

ENSG00000101084 

55969

1,08E-04

-2,14276

TRA2A 

transformer-2 alpha 

--- 

29896

1,09E-05

-2,14226

BAT2D1 

BAT2 domain 

containing 1 

ENSG00000117523 

23215

2,42E-05

-2,14195

NDUFB6 

NADH dehydrogenase 

(ubiquinone) 1 beta 

ENSG00000165264 

4712

8,37E-05

-2,1418

H2AFV 

H2A histone family, 

member V 

ENSG00000105968 

94239

2,56E-05

-2,14139

NDC80 

NDC80 homolog, 

kinetochore complex 

ENSG00000080986 

10403

1,18E-05

-2,14106

MAPK13 

mitogen-activated 

protein kinase 13 

ENSG00000156711 

5603

3,87E-05

-2,13995

SP110 

SP110 nuclear body 

protein 

ENSG00000135899 

3431

2,64E-05

-2,13956

YWHAZ

14-3-3 protein 

zeta/delta (Protein 

ENSG00000164924

7534

1,10E-05

-2,13893

TXNDC15 

thioredoxin domain 

containing 15 

ENSG00000113621 

79770

3,10E-05

-2,13841

GP6 

glycoprotein VI 

(platelet) 

ENSG00000088053 

51206

5,70E-07

-2,13826

NDFIP1 

Nedd4 family 

interacting protein 1 

ENSG00000131507 

80762

6,78E-05

-2,137

MEGF6 

multiple EGF-like-

domains 6 

ENSG00000162591 

1953

7,12E-06

-2,13698

UBL5 

ubiquitin-like 5 

ENSG00000198258 

59286

1,93E-04

-2,13665

SUMO2 

SMT3 suppressor of 

mif two 3 homolog 2 

--- 

6613

8,79E-06

-2,13657

BDH2 

3-hydroxybutyrate 

dehydrogenase, type 

ENSG00000164039 

56898

4,80E-05

-2,13635

NUP160 

nucleoporin 160kDa 

ENSG00000030066 

23279

2,19E-06

-2,13628

TSPAN5 

tetraspanin 5 

ENSG00000168785 

10098

5,31E-05

-2,1361

TIMM23 /// 

TIMM23B 

translocase of inner 

mitochondrial 

ENSG00000138297 

/// 

10431 /// 653252 

3,95E-06

-2,13544

FLT3LG 

fms-related tyrosine 

kinase 3 ligand 

ENSG00000090554 

2323

3,14E-05

-2,13539

KDELR1 

KDEL (Lys-Asp-Glu-

Leu) endoplasmic 

ENSG00000105438 

10945

8,80E-06

-2,13505

IMPDH2 

IMP (inosine 

monophosphate) 

ENSG00000178035 

3615

2,52E-06

-2,13498

RXRA 

retinoid X receptor, 

alpha 

ENSG00000186350 

6256

4,88E-05

-2,13479

EIF4E2 

eukaryotic translation 

initiation factor 4E 

ENSG00000135930 

9470

1,81E-04

-2,13397

PRPF40A 

PRP40 pre-mRNA 

processing factor 40 

ENSG00000196504 

55660

1,14E-04

-2,13393

HIST1H1E 

histone cluster 1, H1e 

ENSG00000168298 

3008

3,18E-04

-2,13344

TOPORS 

Topoisomerase I 

binding, 

--- 

10210

9,20E-06

-2,13283

HBA2 

hemoglobin, alpha 2 

ENSG00000188536 

3040

2,83E-06

-2,13266

APOBEC3A 

apolipoprotein B 

mRNA editing 

ENSG00000128383 

200315

4,01E-05

-2,13251

AKR1C1 

aldo-keto reductase 

family 1, member C1 

--- 

1645

2,05E-04

-2,13247

C1D 

nuclear DNA-binding 

protein 

ENSG00000197223 

10438

3,73E-05

-2,13161

SURF1 

surfeit 1 

ENSG00000148290 

6834

7,20E-05

-2,13109

DND1 /// 

LOC644157 /// 

dead end homolog 1 

(zebrafish) /// similar 

ENSG00000183403 

373863 /// 644157 

/// 644256 

6,15E-06

-2,13073

TRIM23 

tripartite motif-

containing 23 

ENSG00000113595 

373

1,48E-04

-2,13065

LOC390998 

similar to 60S 

ribosomal protein L10 

--- 

390998

8,53E-06

-2,13059

GOLM1 

golgi membrane 

protein 1 

ENSG00000135052 

51280

3,18E-05

-2,13038

ARPC2 

actin related protein 

2/3 complex, subunit 

ENSG00000163466 

10109

6,34E-05

-2,13027

HEY1 

hairy/enhancer-of-

split related with 

ENSG00000164683 

23462

1,10E-05

-2,1302

LILRB2 

leukocyte 

immunoglobulin-like 

ENSG00000131042 

10288

6,79E-05

-2,12973

CHD9 

chromodomain 

helicase DNA binding 

ENSG00000177200 

80205

7,32E-05

-2,12893

LRRFIP1 

leucine rich repeat (in 

FLII) interacting 

ENSG00000124831 

9208

6,15E-06

-2,12836

THUMPD1 

THUMP domain 

containing 1 

ENSG00000066654 

55623

3,89E-05

-2,12784

SIX5 

SIX homeobox 5 

ENSG00000177045 

147912

3,60E-05

-2,12751

FYCO1 

FYVE and coiled-coil 

domain containing 1 

ENSG00000163820 

79443

5,71E-05

-2,12704

RBM25 

RNA binding motif 

protein 25 

ENSG00000119707 

58517

1,06E-04

-2,12685

HADHB 

hydroxyacyl-

Coenzyme A 

ENSG00000138029 

3032

1,96E-05

-2,1263

AIF1 

allograft 

inflammatory factor 1 

ENSG00000204472 

/// 

199

1,65E-05

-2,12536

EPB42 

erythrocyte 

membrane protein 

ENSG00000166947 

2038

9,39E-06

-2,1249

CACNA1I 

calcium channel, 

voltage-dependent, T 

ENSG00000100346 

8911

2,15E-05

-2,12437

hCG_2023776 

/// HNRNPA1 /// 

heterogeneous 

nuclear 

ENSG00000135486 

/// 

120364 /// 144983 

/// 3178 /// 344741 

1,17E-05

-2,12374

FXYD5 

FXYD domain 

containing ion 

--- 

53827

1,22E-05

-2,12302

XPO4 

exportin 4 

ENSG00000132953 

64328

6,19E-05

-2,12198

TGFB3 

transforming growth 

factor, beta 3 

--- 

7043

2,06E-07

-2,12184

EBNA1BP2 

EBNA1 binding 

protein 2 

ENSG00000117395 

10969

2,13E-05

-2,12175


[image: image5.wmf]ABR 

active BCR-related 

gene 

ENSG00000159842 

29

3,58E-06

-2,12088

BNIP1 

BCL2/adenovirus E1B 

19kDa interacting 

ENSG00000113734 

662

7,74E-06

-2,12073

XAB1 

XPA binding protein 1, 

GTPase 

ENSG00000115254 

11321

1,04E-05

-2,12054

ZNF32 

zinc finger protein 32 

ENSG00000169740 

7580

5,26E-06

-2,12025

NDUFAB1 

NADH dehydrogenase 

(ubiquinone) 1, 

ENSG00000004779 

4706

3,04E-05

-2,12013

HS6ST1 

Heparan sulfate 6-O-

sulfotransferase 1 

--- 

9394

2,52E-05

-2,11948

KPNA2 

karyopherin alpha 2 

(RAG cohort 1, 

ENSG00000182481 

/// 

3838

3,81E-05

-2,11935

PILRA 

paired immunoglobin-

like type 2 receptor 

ENSG00000085514 

29992

1,17E-05

-2,11904

MSH6 

mutS homolog 6 (E. 

coli) 

ENSG00000116062 

2956

3,10E-06

-2,11789

RGS19 

regulator of G-protein 

signaling 19 

ENSG00000171700 

10287

1,91E-05

-2,11759

OFD1 

oral-facial-digital 

syndrome 1 

ENSG00000046651 

8481

2,87E-05

-2,11725

MAGED1 

melanoma antigen 

family D, 1 

ENSG00000179222 

9500

1,09E-06

-2,11619

TAF10 

TAF10 RNA 

polymerase II, TATA 

ENSG00000166337 

6881

6,50E-05

-2,11516

NDUFS2 

NADH dehydrogenase 

(ubiquinone) Fe-S 

ENSG00000158864 

4720

1,46E-05

-2,11506

CRYL1 

crystallin, lambda 1 

ENSG00000165475 

51084

2,38E-05

-2,11458

BAX 

BCL2-associated X 

protein 

ENSG00000087088 

581

1,62E-06

-2,11447

B3GNTL1 

UDP-GlcNAc:betaGal 

beta-1,3-N-

ENSG00000175711 

146712

1,84E-05

-2,11447

ECE1 

endothelin converting 

enzyme 1 

ENSG00000117298 

1889

1,96E-05

-2,11421

KRT10 

keratin 10 

(epidermolytic 

ENSG00000186395 

3858

2,83E-05

-2,11375

MRPL20 

mitochondrial 

ribosomal protein L20 

ENSG00000131586 

/// 

55052

4,00E-07

-2,11366

POLR2K 

polymerase (RNA) II 

(DNA directed) 

ENSG00000147669 

5440

2,47E-04

-2,11363

C14orf2 

chromosome 14 open 

reading frame 2 

ENSG00000156411 

9556

1,08E-04

-2,11361

CD47 

CD47 molecule 

ENSG00000196776 

961

4,85E-05

-2,11345

SRP14 

signal recognition 

particle 14kDa 

ENSG00000140319 

6727

7,67E-06

-2,11344

PRF1 

perforin 1 (pore 

forming protein) 

ENSG00000180644 

5551

5,82E-05

-2,11341

DOCK9 

dedicator of 

cytokinesis 9 

ENSG00000088387 

23348

1,30E-04

-2,11305

ALOX12 

arachidonate 12-

lipoxygenase 

ENSG00000108839 

239

2,19E-05

-2,11281

SPAG7 

sperm associated 

antigen 7 

ENSG00000091640 

9552

2,06E-06

-2,11233

DALRD3 

DALR anticodon 

binding domain 

ENSG00000178149 

55152

6,19E-06

-2,11221

LTB 

lymphotoxin beta 

(TNF superfamily, 

ENSG00000204487 

/// 

4050

1,16E-05

-2,11199

KIAA0020 

KIAA0020 

ENSG00000080608 

9933

2,19E-05

-2,11159

C14orf139 

chromosome 14 open 

reading frame 139 

--- 

79686

3,60E-06

-2,11099

MAP4K1 

mitogen-activated 

protein kinase kinase 

ENSG00000104814 

11184

3,78E-06

-2,1109

DHRS7 

Dehydrogenase/reduc

tase (SDR family) 

--- 

51635

3,12E-05

-2,11036

ENO2 

enolase 2 (gamma, 

neuronal) 

ENSG00000111674 

2026

9,98E-06

-2,10927

CTGLF1 /// 

CTGLF4 /// 

centaurin, gamma-like 

family, member 1 /// 

ENSG00000151303 

/// 

119016 /// 119385 

/// 653268 /// 

1,36E-05

-2,10872

IGBP1 

immunoglobulin 

(CD79A) binding 

ENSG00000089289 

3476

7,06E-06

-2,10818

CAMK1D 

calcium/calmodulin-

dependent protein 

ENSG00000183049 

57118

4,51E-05

-2,1081

UBN1 

ubinuclein 1 

ENSG00000118900 

29855

1,14E-05

-2,1079

APRT 

adenine 

phosphoribosyltransfe

ENSG00000198931 

353

9,79E-07

-2,10789

C19orf10 

chromosome 19 open 

reading frame 10 

ENSG00000074842 

56005

1,18E-05

-2,10757

LHB 

luteinizing hormone 

beta polypeptide 

ENSG00000104826 

3972

2,12E-06

-2,10726

MRPL35 

mitochondrial 

ribosomal protein L35 

ENSG00000132313 

51318

3,59E-05

-2,10718

SYNPO 

synaptopodin 

ENSG00000171992 

11346

6,72E-06

-2,10703

COPB1 

coatomer protein 

complex, subunit beta 

ENSG00000129083 

1315

2,88E-05

-2,10697

TBC1D22A 

TBC1 domain family, 

member 22A 

--- 

25771

7,95E-06

-2,10695

LPHN1 

latrophilin 1 

ENSG00000072071 

22859

4,55E-08

-2,10613

TRA@ /// TRD@ 

T cell receptor alpha 

locus /// T cell 

--- 

6955 /// 6964 

1,13E-05

-2,10594

GGA2 

golgi associated, 

gamma adaptin ear 

ENSG00000103365 

23062

8,50E-06

-2,10544

SUV39H1 

suppressor of 

variegation 3-9 

ENSG00000101945 

6839

1,32E-05

-2,10514

PEBP1 

phosphatidylethanola

mine binding protein 

ENSG00000089220 

5037

4,34E-06

-2,1049

AMACR 

alpha-methylacyl-CoA 

racemase 

--- 

23600

1,12E-05

-2,10465

ABTB2 

ankyrin repeat and 

BTB (POZ) domain 

ENSG00000166016 

25841

1,98E-05

-2,10452

ATP5L 

ATP synthase, H+ 

transporting, 

ENSG00000167283 

10632

1,35E-06

-2,1045

NAGPA 

N-acetylglucosamine-

1-phosphodiester 

ENSG00000103174 

51172

4,22E-06

-2,10442

NUP214 

nucleoporin 214kDa 

ENSG00000126883 

8021

7,03E-06

-2,10424

IGHM 

immunoglobulin 

heavy constant mu 

--- 

3507

2,63E-06

-2,10317

TMEM48 

transmembrane 

protein 48 

ENSG00000058804 

55706

9,27E-06

-2,10189

SGSM3 

small G protein 

signaling modulator 3 

ENSG00000100359 

27352

1,25E-05

-2,10163

MEF2D 

myocyte enhancer 

factor 2D 

ENSG00000116604 

4209

1,07E-05

-2,10118


[image: image6.wmf]STK19 

serine/threonine 

kinase 19 

ENSG00000204344 

/// 

8859

3,24E-05

-2,10109

LARP4 

La ribonucleoprotein 

domain family, 

ENSG00000161813 

113251

3,61E-06

-2,10088

HAS1 

hyaluronan synthase 

1 

ENSG00000105509 

3036

6,44E-06

-2,10069

RAB3GAP1 

RAB3 GTPase 

activating protein 

ENSG00000115839 

22930

2,36E-05

-2,10066

KIAA1086 

KIAA1086 

ENSG00000105278 

23217

2,34E-05

-2,10058

PAPD1 

PAP associated 

domain containing 1 

ENSG00000107951 

55149

3,62E-05

-2,10043

GRB7 

growth factor 

receptor-bound 

ENSG00000141738 

2886

2,53E-06

-2,10034

TTC3 

tetratricopeptide 

repeat domain 3 

ENSG00000182670 

/// 

7267

1,49E-04

-2,10025

TGFB1 

transforming growth 

factor, beta 1 

ENSG00000105329 

7040

4,11E-06

-2,09988

FAM120A 

family with sequence 

similarity 120A 

ENSG00000048828 

23196

6,66E-05

-2,09981

SMAD1 

SMAD family member 

1 

ENSG00000170365 

4086

2,12E-06

-2,09939

METTL7A 

methyltransferase like 

7A 

ENSG00000185432 

25840

2,08E-06

-2,0992

SET 

SET translocation 

(myeloid leukemia-

ENSG00000119335 

6418

1,15E-05

-2,09857

DKC1 

dyskeratosis 

congenita 1, dyskerin 

ENSG00000130826 

1736

1,04E-05

-2,09833

MAP3K6 

mitogen-activated 

protein kinase kinase 

ENSG00000142733 

9064

1,74E-05

-2,09819

SLC7A11 

solute carrier family 7, 

(cationic amino acid 

ENSG00000151012 

23657

1,04E-05

-2,09818

SLC25A16 

solute carrier family 

25 (mitochondrial 

ENSG00000122912 

8034

1,61E-07

-2,09805

MRPL46 

mitochondrial 

ribosomal protein L46 

ENSG00000173867 

26589

1,05E-05

-2,09801

GALNT3 

UDP-N-acetyl-alpha-D-

galactosamine:polype

--- 

2591

8,02E-08

-2,09715

NAT10 

N-acetyltransferase 

10 

ENSG00000135372 

55226

3,31E-05

-2,09707

NPFFR1 

neuropeptide FF 

receptor 1 

ENSG00000148734 

64106

4,42E-07

-2,0968

FARP2 

FERM, RhoGEF and 

pleckstrin domain 

ENSG00000006607 

9855

3,37E-06

-2,09616

MED24 

mediator complex 

subunit 24 

ENSG00000008838 

9862

2,85E-05

-2,09599

PJA1 

praja 1 

ENSG00000181191 

64219

1,55E-05

-2,09542

FH 

fumarate hydratase 

ENSG00000091483 

2271

3,35E-06

-2,09506

SSRP1 

structure specific 

recognition protein 1 

ENSG00000149136 

6749

4,36E-05

-2,09406

HOXD13 

homeobox D13 

ENSG00000128714 

3239

3,26E-05

-2,09401

JMJD2A 

jumonji domain 

containing 2A 

ENSG00000066135 

9682

7,52E-06

-2,09393

TNIP2 

TNFAIP3 interacting 

protein 2 

ENSG00000168884 

79155

3,00E-05

-2,0939

PISD 

phosphatidylserine 

decarboxylase 

ENSG00000100141 

23761

5,76E-05

-2,09345

PRPF31 

PRP31 pre-mRNA 

processing factor 31 

ENSG00000105618 

26121

7,57E-06

-2,09323

SCD5 

stearoyl-CoA 

desaturase 5 

ENSG00000145284 

79966

7,61E-06

-2,09323

MFAP4 

microfibrillar-

associated protein 4 

ENSG00000166482 

4239

4,13E-06

-2,09283

LOC728453 /// 

LOC730288 

similar to 40S 

ribosomal protein S28 

--- 

728453 /// 730288 

1,03E-05

-2,09283

OXA1L 

oxidase (cytochrome 

c) assembly 1-like 

ENSG00000155463 

5018

5,04E-08

-2,09195

CACYBP 

calcyclin binding 

protein 

ENSG00000116161 

27101

1,46E-05

-2,0912

ZC3H11A 

zinc finger CCCH-type 

containing 11A 

ENSG00000058673 

9877

7,30E-06

-2,09087

RABEP2 

rabaptin, RAB GTPase 

binding effector 

ENSG00000177548 

79874

2,59E-06

-2,09068

CBR3 

carbonyl reductase 3 

ENSG00000159231 

874

3,67E-05

-2,09046

BRCC3 

BRCA1/BRCA2-

containing complex, 

ENSG00000185515 

79184

1,13E-05

-2,09044

INPP4B 

inositol 

polyphosphate-4-

ENSG00000109452 

8821

6,07E-06

-2,09004

DMN 

desmuslin 

--- 

23336

8,16E-06

-2,08956

ST8SIA5 

ST8 alpha-N-acetyl-

neuraminide alpha-

ENSG00000101638 

29906

2,84E-05

-2,08928

ZC3H14 

zinc finger CCCH-type 

containing 14 

ENSG00000100722 

79882

1,54E-05

-2,08901

FUT7 

fucosyltransferase 7 

(alpha (1,3) 

ENSG00000180549 

2529

5,81E-06

-2,08868

DAPP1 

dual adaptor of 

phosphotyrosine and 

ENSG00000070190 

27071

7,37E-06

-2,08817

CIAO1 

cytosolic iron-sulfur 

protein assembly 1 

ENSG00000144021 

9391

1,10E-06

-2,08789

PPP3CC 

protein phosphatase 

3 (formerly 2B), 

--- 

5533

2,50E-07

-2,08787

RUNX1 

runt-related 

transcription factor 1 

ENSG00000159216 

861

7,37E-06

-2,08787

ENDOG 

endonuclease G 

ENSG00000167136 

2021

7,65E-06

-2,08782

MAGEF1 

melanoma antigen 

family F, 1 

--- 

64110

2,77E-06

-2,08781

REXO4 

REX4, RNA 

exonuclease 4 

ENSG00000148300 

57109

1,39E-07

-2,08698

CLDN7 

claudin 7 

ENSG00000181885 

1366

2,14E-05

-2,08664

PTCRA 

pre T-cell antigen 

receptor alpha 

ENSG00000171611 

171558

7,75E-06

-2,08648

C1orf175 /// 

TTC4 

tetratricopeptide 

repeat domain 4 /// 

ENSG00000184313 

374977 /// 7268 

7,19E-06

-2,08609

LDLRAP1 

low density 

lipoprotein receptor 

ENSG00000157978 

26119

5,17E-06

-2,08607

IDUA 

iduronidase, alpha-L- 

ENSG00000127415 

3425

6,52E-06

-2,08596

AVPR1A 

arginine vasopressin 

receptor 1A 

ENSG00000166148 

552

2,32E-06

-2,08558

UTRN 

utrophin 

ENSG00000152818 

7402

1,51E-06

-2,08552

POU3F2 

POU class 3 

homeobox 2 

ENSG00000184486 

5454

1,12E-05

-2,0851


[image: image7.wmf]C14orf169 

chromosome 14 open 

reading frame 169 

ENSG00000170468 

79697

1,38E-05

-2,08496

C6orf145 

chromosome 6 open 

reading frame 145 

ENSG00000168994 

221749

1,40E-05

-2,08457

DOPEY1 

dopey family member 

1 

ENSG00000083097 

23033

1,63E-06

-2,08455

GSK3A 

glycogen synthase 

kinase 3 alpha 

ENSG00000105723 

2931

1,57E-06

-2,08423

ANKMY1 

ankyrin repeat and 

MYND domain 

ENSG00000144504 

51281

9,48E-06

-2,08419

ATAD5 

ATPase family, AAA 

domain containing 5 

ENSG00000176208 

79915

4,40E-06

-2,084

CENPT 

centromere protein T 

ENSG00000102901 

80152

3,46E-06

-2,08382

FAM120C 

family with sequence 

similarity 120C 

--- 

54954

4,18E-06

-2,08374

TRY6 

trypsinogen C 

ENSG00000204983 

154754

2,91E-07

-2,08307

FGFR1 

fibroblast growth 

factor receptor 1 (fms-

--- 

2260

1,06E-05

-2,0829

MT1M 

metallothionein 1M 

ENSG00000162840 

/// 

4499

1,95E-05

-2,08273

FLNC 

filamin C, gamma 

(actin binding protein 

ENSG00000128591 

2318

4,40E-06

-2,08219

HOOK2 

hook homolog 2 

(Drosophila) 

ENSG00000095066 

29911

1,87E-06

-2,08194

CENPA 

centromere protein A 

ENSG00000115163 

1058

8,18E-07

-2,08134

FOXD1 

Forkhead box D1 

--- 

2297

2,48E-06

-2,08119

PPIE 

peptidylprolyl 

isomerase E 

ENSG00000084072 

10450

3,89E-06

-2,08097

TSR1 

TSR1, 20S rRNA 

accumulation, 

ENSG00000167721 

55720

4,94E-06

-2,08085

CTNS 

cystinosis, 

nephropathic 

ENSG00000040531 

1497

1,35E-07

-2,08084

TNFRSF25 

tumor necrosis factor 

receptor superfamily, 

ENSG00000215788 

8718

6,85E-05

-2,07998

PAPOLA 

poly(A) polymerase 

alpha 

--- 

10914

7,05E-06

-2,07983

TAF5L 

TAF5-like RNA 

polymerase II, 

ENSG00000135801 

27097

1,31E-05

-2,0798

TADA3L 

transcriptional 

adaptor 3 (NGG1 

--- 

10474

1,04E-05

-2,07978

ARHGAP8 /// 

LOC553158 

Rho GTPase activating 

protein 8 /// PRR5-

ENSG00000186654 

23779 /// 553158 

1,75E-05

-2,07962

TREX2 

three prime repair 

exonuclease 2 

ENSG00000183479 

11219

6,61E-07

-2,07956

EDG5 

endothelial 

differentiation, 

ENSG00000175898 

9294

1,72E-07

-2,07945

ACAA1 

acetyl-Coenzyme A 

acyltransferase 1 

ENSG00000060971 

30

1,63E-05

-2,07897

MBOAT5 

Membrane bound O-

acyltransferase 

--- 

10162

2,66E-06

-2,07888

MUSK 

muscle, skeletal, 

receptor tyrosine 

ENSG00000030304 

4593

5,77E-06

-2,07886

POLE2 

polymerase (DNA 

directed), epsilon 2 

ENSG00000100479 

5427

5,51E-07

-2,07875

CYP3A4 

cytochrome P450, 

family 3, subfamily A, 

ENSG00000160868 

1576

1,30E-07

-2,07827

HRH2 

histamine receptor H2 

ENSG00000113749 

3274

2,38E-06

-2,07798

HIST1H3G 

histone cluster 1, H3g 

ENSG00000178458 

8355

7,37E-07

-2,07763

ACYP1 

acylphosphatase 1, 

erythrocyte 

ENSG00000119640 

97

4,24E-05

-2,07762

STAT6 

signal transducer and 

activator of 

ENSG00000166888 

6778

3,31E-05

-2,0772

SARDH 

sarcosine 

dehydrogenase 

ENSG00000123453 

1757

4,78E-06

-2,07646

CHD5 

chromodomain 

helicase DNA binding 

ENSG00000116254 

26038

4,53E-06

-2,07626

ATXN2L 

ataxin 2-like 

ENSG00000168488 

11273

1,74E-06

-2,07603

NR4A1 

nuclear receptor 

subfamily 4, group A, 

ENSG00000123358 

3164

2,73E-06

-2,07525

PXDN 

peroxidasin homolog 

(Drosophila) 

ENSG00000130508 

7837

4,61E-06

-2,07506

NCOR2 

nuclear receptor co-

repressor 2 

ENSG00000196498 

9612

3,30E-06

-2,07486

ALPI 

alkaline phosphatase, 

intestinal 

ENSG00000163295 

248

1,61E-06

-2,07471

ZEB1 

zinc finger E-box 

binding homeobox 1 

ENSG00000148516 

6935

1,52E-06

-2,07442

DHX30 

DEAH (Asp-Glu-Ala-

His) box polypeptide 

ENSG00000132153 

22907

7,07E-07

-2,07436

FAT2 

FAT tumor suppressor 

homolog 2 

ENSG00000086570 

2196

7,54E-06

-2,07419

POU2F2 

POU class 2 

homeobox 2 

--- 

5452

3,66E-06

-2,07386

LFNG 

LFNG O-

fucosylpeptide 3-beta-

ENSG00000106003 

3955

1,56E-06

-2,07382

MICA /// MICB 

MHC class I 

polypeptide-related 

ENSG00000137315 

/// 

4276 /// 4277 

2,84E-06

-2,0738

NEU2 

sialidase 2 (cytosolic 

sialidase) 

ENSG00000115488 

4759

2,38E-05

-2,07372

PIK3R3 

phosphoinositide-3-

kinase, regulatory 

ENSG00000117461 

8503

6,69E-07

-2,07364

CHRNE 

cholinergic receptor, 

nicotinic, epsilon 

ENSG00000108556 

1145

1,11E-05

-2,07349

CENPM 

centromere protein M 

ENSG00000100162 

79019

1,99E-06

-2,0731

LRFN3 

leucine rich repeat 

and fibronectin type 

ENSG00000126243 

79414

1,58E-06

-2,0727

POU6F1 

POU class 6 

homeobox 1 

ENSG00000184271 

5463

5,50E-06

-2,07269

APBB1 

amyloid beta (A4) 

precursor protein-

ENSG00000166313 

322

8,16E-06

-2,07235

SAA1 /// SAA2 

serum amyloid A1 /// 

serum amyloid A2 

ENSG00000134339 

/// 

6288 /// 6289 

7,08E-06

-2,07208

PRRC1 

proline-rich coiled-coil 

1 

ENSG00000164244 

133619

2,00E-05

-2,07208

ZRSR1 

zinc finger (CCCH 

type), RNA-binding 

ENSG00000212643 

7310

2,89E-06

-2,07191

TM7SF2 

transmembrane 7 

superfamily member 

ENSG00000149809 

7108

6,59E-07

-2,07186

SULT4A1 

sulfotransferase 

family 4A, member 1 

ENSG00000130540 

25830

8,82E-06

-2,07155

FUT3 

fucosyltransferase 3 

(galactoside 3(4)-L-

ENSG00000171124 

2525

6,00E-07

-2,07103


[image: image8.wmf]C21orf2 

chromosome 21 open 

reading frame 2 

ENSG00000160226 

755

6,45E-06

-2,07084

RBM19 

RNA binding motif 

protein 19 

--- 

9904

8,60E-07

-2,07064

GTPBP6 

GTP binding protein 6 

(putative) 

ENSG00000178605 

8225

9,63E-06

-2,07026

GLI2 

GLI-Kruppel family 

member GLI2 

ENSG00000074047 

2736

1,65E-06

-2,07025

SLC12A3 

solute carrier family 

12 (sodium/chloride 

ENSG00000070915 

6559

3,07E-06

-2,06985

SLC6A3 

solute carrier family 6 

(neurotransmitter 

ENSG00000142319 

6531

1,29E-06

-2,06981

ACTA1 

actin, alpha 1, skeletal 

muscle 

ENSG00000143632 

58

6,52E-06

-2,0691

MBNL2 

muscleblind-like 2 

(Drosophila) 

ENSG00000139793 

10150

1,31E-06

-2,06893

PACSIN3 

protein kinase C and 

casein kinase 

ENSG00000165912 

29763

1,49E-05

-2,0686

CEP250 

centrosomal protein 

250kDa 

ENSG00000126001 

11190

1,18E-07

-2,06843

EFR3A 

EFR3 homolog A (S. 

cerevisiae) 

ENSG00000132294 

23167

4,79E-06

-2,068

WTAP 

Wilms tumor 1 

associated protein 

--- 

9589

7,74E-08

-2,06794

GPR153 

G protein-coupled 

receptor 153 

ENSG00000158292 

387509

1,96E-06

-2,06763

DST 

dystonin 

ENSG00000151914 

667

3,06E-06

-2,06651

CRYAA 

crystallin, alpha A 

ENSG00000160202 

1409

1,12E-07

-2,0665

BRF1 

BRF1 homolog, 

subunit of RNA 

ENSG00000185024 

2972

4,88E-06

-2,06646

KCNK12 

potassium channel, 

subfamily K, member 

ENSG00000184261 

56660

3,85E-06

-2,06607

KIAA1467 

KIAA1467 

--- 

57613

1,86E-06

-2,06576

GNB5 

guanine nucleotide 

binding protein (G 

ENSG00000069966 

10681

1,13E-06

-2,06573

BARX1 

BARX homeobox 1 

ENSG00000131668 

56033

1,84E-06

-2,06561

TOP3B 

topoisomerase (DNA) 

III beta 

ENSG00000100038 

8940

2,89E-06

-2,06559

CLEC10A 

C-type lectin domain 

family 10, member A 

ENSG00000132514 

10462

4,50E-06

-2,06535

IL9R /// 

LOC729486 

interleukin 9 receptor 

/// similar to 

ENSG00000124334 

3581 /// 729486 

4,29E-06

-2,06518

ATP6V0A4 

ATPase, H+ 

transporting, 

ENSG00000105929 

50617

4,04E-06

-2,06505

ICA1 

islet cell autoantigen 

1, 69kDa 

ENSG00000003147 

3382

1,03E-06

-2,06495

UBASH3A 

ubiquitin associated 

and SH3 domain 

ENSG00000160185 

53347

7,91E-07

-2,06484

TRMT1 

TRM1 tRNA 

methyltransferase 1 

ENSG00000104907 

55621

2,79E-07

-2,06447

SNPH 

syntaphilin 

ENSG00000101298 

9751

6,57E-07

-2,06442

PAAF1 

proteasomal ATPase-

associated factor 1 

ENSG00000175575 

80227

6,20E-08

-2,0644

SETDB1 

SET domain, 

bifurcated 1 

ENSG00000143379 

9869

6,65E-06

-2,06433

HDAC6 

histone deacetylase 6 

ENSG00000094631 

10013

1,08E-07

-2,06427

AGPAT4 

1-acylglycerol-3-

phosphate O-

ENSG00000026652 

56895

1,14E-07

-2,06405

FKBP6 

FK506 binding protein 

6, 36kDa 

ENSG00000077800 

8468

4,23E-06

-2,06387

FLJ10986 

hypothetical protein 

FLJ10986 

ENSG00000172456 

55277

1,01E-06

-2,06356

TMEM97 

transmembrane 

protein 97 

ENSG00000109084 

27346

1,74E-07

-2,06351

ESR2 

estrogen receptor 2 

(ER beta) 

ENSG00000140009 

2100

1,20E-06

-2,06331

CORO1B 

coronin, actin binding 

protein, 1B 

ENSG00000172725 

57175

1,38E-06

-2,06331

SLC31A2 

solute carrier family 

31 (copper 

ENSG00000136867 

1318

4,44E-07

-2,06307

ST6GAL1 

ST6 beta-

galactosamide alpha-

--- 

6480

2,07E-06

-2,06284

SLC39A8 

solute carrier family 

39 (zinc transporter), 

ENSG00000138821 

64116

9,45E-06

-2,0626

GMDS 

GDP-mannose 4,6-

dehydratase 

ENSG00000112699 

2762

4,05E-05

-2,06222

MAP3K9 

mitogen-activated 

protein kinase kinase 

ENSG00000006432 

4293

8,57E-07

-2,06194

NR2F6 

Nuclear receptor 

subfamily 2, group F, 

--- 

2063

3,86E-06

-2,06168

ABCC10 

ATP-binding cassette, 

sub-family C 

ENSG00000124574 

89845

7,66E-09

-2,0616

AJAP1 

adherens junctions 

associated protein 1 

ENSG00000196581 

55966

2,31E-07

-2,06152

RFX1 

regulatory factor X, 1 

(influences HLA class 

ENSG00000132005 

5989

8,10E-07

-2,06148

CRYBB1 

crystallin, beta B1 

ENSG00000100122 

1414

1,28E-06

-2,06138

CSPG4 

chondroitin sulfate 

proteoglycan 4 

ENSG00000173546 

1464

5,75E-06

-2,06114

APBA2 

amyloid beta (A4) 

precursor protein-

ENSG00000034053 

321

1,02E-05

-2,06095

DYRK1B 

dual-specificity 

tyrosine-(Y)-

ENSG00000105204 

9149

3,58E-06

-2,06084

ICAM4 

intercellular adhesion 

molecule 4 

ENSG00000105371 

3386

1,15E-06

-2,06047

SLC24A3 

solute carrier family 

24 

ENSG00000185052 

57419

1,01E-05

-2,06039

MAST2 

microtubule 

associated 

ENSG00000086015 

23139

4,50E-06

-2,06035

TAL1 

T-cell acute 

lymphocytic leukemia 

--- 

6886

2,85E-06

-2,06034

PLA2G2A 

phospholipase A2, 

group IIA (platelets, 

ENSG00000188257 

5320

2,32E-06

-2,06004

FADS2 

fatty acid desaturase 

2 

ENSG00000134824 

9415

2,97E-06

-2,05999

SEMA5A 

sema domain, seven 

thrombospondin 

--- 

9037

4,45E-07

-2,0589

CAMK2B 

Calcium/calmodulin-

dependent protein 

ENSG00000058404 

816

2,35E-07

-2,05889

CA12 

carbonic anhydrase 

XII 

ENSG00000074410 

771

1,64E-06

-2,05886

TREH 

trehalase (brush-

border membrane 

ENSG00000118094 

11181

3,70E-07

-2,05855


[image: image9.wmf]MAGED4 /// 

MAGED4B 

melanoma antigen 

family D, 4B /// 

ENSG00000154545 

/// 

728239 /// 81557 

1,05E-05

-2,05819

FABP1 

fatty acid binding 

protein 1, liver 

ENSG00000163586 

2168

4,16E-06

-2,05813

MATK 

megakaryocyte-

associated tyrosine 

ENSG00000007264 

4145

5,29E-06

-2,05775

SMARCA2 

SWI/SNF related, 

matrix associated, 

--- 

6595

1,09E-06

-2,05774

RLBP1 

retinaldehyde binding 

protein 1 

ENSG00000140522 

6017

1,06E-06

-2,05751

YPEL1 

yippee-like 1 

(Drosophila) 

ENSG00000100027 

29799

1,57E-06

-2,05746

HSD17B8 

hydroxysteroid (17-

beta) dehydrogenase 

ENSG00000112474 

/// 

7923

2,14E-06

-2,05744

EPOR 

erythropoietin 

receptor 

ENSG00000187266 

2057

5,06E-07

-2,05737

CNGB1 

cyclic nucleotide 

gated channel beta 1 

ENSG00000070729 

1258

5,93E-06

-2,05737

BCCIP 

BRCA2 and CDKN1A 

interacting protein 

ENSG00000107949 

56647

1,15E-06

-2,0571

DNAJC17 

DnaJ (Hsp40) 

homolog, subfamily C, 

ENSG00000104129 

55192

8,92E-06

-2,05709

TXNL4B 

thioredoxin-like 4B 

ENSG00000140830 

54957

6,84E-06

-2,057

LOC91316 

similar to bK246H3.1 

(immunoglobulin 

--- 

91316

5,43E-06

-2,05685

ISOC2 

isochorismatase 

domain containing 2 

ENSG00000063241 

79763

5,75E-06

-2,05676

VWF 

von Willebrand factor 

ENSG00000110799 

7450

5,19E-07

-2,05668

PRNPIP 

prion protein 

interacting protein 

ENSG00000117419 

79033

4,28E-06

-2,05668

OXCT2 

3-oxoacid CoA 

transferase 2 

ENSG00000198754 

64064

5,37E-06

-2,05645

R3HCC1 

R3H domain and 

coiled-coil containing 

ENSG00000104679 

203069

2,42E-06

-2,05612

THOC6 

THO complex 6 

homolog (Drosophila) 

ENSG00000131652 

79228

3,86E-06

-2,05604

GYPC 

glycophorin C 

(Gerbich blood group) 

ENSG00000136732 

2995

4,42E-06

-2,05601

TAOK2 

TAO kinase 2 

ENSG00000149930 

9344

2,53E-06

-2,05591

NPR1 

natriuretic peptide 

receptor A/guanylate 

ENSG00000169418 

4881

1,24E-06

-2,05566

RBMS2 

RNA binding motif, 

single stranded 

ENSG00000076067 

5939

1,73E-06

-2,05565

PRG2 

plasticity-related gene 

2 

ENSG00000129951 

79948

6,88E-06

-2,0554

CA9 

carbonic anhydrase IX 

ENSG00000107159 

768

6,69E-07

-2,05527

ARMET 

arginine-rich, mutated 

in early stage tumors 

ENSG00000145050 

7873

3,68E-06

-2,05519

PALB2 

partner and localizer 

of BRCA2 

ENSG00000083093 

79728

1,02E-06

-2,05509

DPT 

dermatopontin 

ENSG00000143196 

1805

5,01E-07

-2,05496

DZIP3 

DAZ interacting 

protein 3, zinc finger 

ENSG00000198919 

9666

1,12E-06

-2,05483

UBTF 

upstream binding 

transcription factor, 

ENSG00000108312 

7343

1,68E-06

-2,05482

PSMF1 

proteasome 

(prosome, macropain) 

ENSG00000125818 

9491

1,53E-06

-2,05427

LAMA1 

laminin, alpha 1 

ENSG00000101680 

284217

5,95E-07

-2,05425

ARVCF 

armadillo repeat gene 

deletes in 

--- 

421

4,05E-07

-2,05417

PDCD1LG2 

programmed cell 

death 1 ligand 2 

ENSG00000197646 

80380

1,56E-06

-2,05394

HIST1H4J /// 

HIST1H4K 

histone cluster 1, H4k 

/// histone cluster 1, 

ENSG00000197238 

/// 

8362 /// 8363 

7,67E-08

-2,05389

OSGEPL1 

O-sialoglycoprotein 

endopeptidase-like 1 

ENSG00000128694 

64172

1,30E-06

-2,05381

GNB3 

guanine nucleotide 

binding protein (G 

ENSG00000111664 

2784

3,12E-06

-2,0535

PDLIM3 

PDZ and LIM domain 

3 

ENSG00000154553 

27295

7,66E-08

-2,05288

LIN7B 

lin-7 homolog B (C. 

elegans) 

ENSG00000104863 

64130

1,25E-06

-2,05275

DYRK1A 

dual-specificity 

tyrosine-(Y)-

ENSG00000157540 

1859

7,81E-07

-2,05248

IDH3A 

isocitrate 

dehydrogenase 3 

ENSG00000166411 

3419

6,56E-06

-2,05234

SYNJ2 

Synaptojanin 2 

--- 

8871

2,07E-06

-2,05233

NY-REN-7 

NY-REN-7 antigen 

ENSG00000170074 

285596

2,18E-07

-2,052

C6orf27 

chromosome 6 open 

reading frame 27 

--- 

80737

3,40E-06

-2,05174

RPS14 

ribosomal protein S14 

ENSG00000178672 

6208

4,30E-06

-2,05152

ALG3 

asparagine-linked 

glycosylation 3 

ENSG00000214160 

10195

1,72E-06

-2,05119

PDIA4 

protein disulfide 

isomerase family A, 

ENSG00000155660 

9601

3,96E-07

-2,05112

TRIM17 

tripartite motif-

containing 17 

ENSG00000162931 

51127

6,45E-07

-2,05112

NPFF 

neuropeptide FF-

amide peptide 

ENSG00000139574 

8620

3,67E-06

-2,05112

AZU1 

azurocidin 1 (cationic 

antimicrobial protein 

ENSG00000172232 

566

2,27E-06

-2,05109

ARHGEF1 

Rho guanine 

nucleotide exchange 

ENSG00000076928 

9138

1,50E-07

-2,05109

RUNDC3A 

RUN domain 

containing 3A 

--- 

10900

4,40E-06

-2,05106

PRKCE 

protein kinase C, 

epsilon 

ENSG00000171132 

5581

1,99E-06

-2,05103

NP_001073970.1

//NP_955369.1

MGC3196 protein 

(Fragment). 

ENSG00000168569/

/ENSG00000185475

79064//374395

1,09E-06

-2,051

ELAVL3 

ELAV (embryonic 

lethal, abnormal 

ENSG00000196361 

1995

5,12E-06

-2,051

C1orf175 

chromosome 1 open 

reading frame 175 

ENSG00000184313 

374977

2,39E-07

-2,05091

ZNF510 

zinc finger protein 510 

ENSG00000081386 

22869

4,09E-07

-2,05075

ADARB1 

adenosine deaminase, 

RNA-specific, B1 

--- 

104

1,31E-06

-2,04997

KCNQ1 

potassium voltage-

gated channel, KQT-

ENSG00000053918 

3784

2,90E-07

-2,04988

DNAJC10 

DnaJ (Hsp40) 

homolog, subfamily C, 

ENSG00000077232 

54431

2,37E-06

-2,04985


[image: image10.wmf]CD22 

CD22 molecule 

ENSG00000012124 

933

1,03E-06

-2,04942

WNT3 

wingless-type MMTV 

integration site 

ENSG00000108379 

7473

4,82E-06

-2,049

LARP5 

La ribonucleoprotein 

domain family, 

ENSG00000107929 

23185

1,18E-06

-2,04836

PKP2 

plakophilin 2 

ENSG00000057294 

5318

9,18E-07

-2,04816

PKP4 

plakophilin 4 

ENSG00000144283 

8502

4,29E-06

-2,04811

CKMT1A /// 

CKMT1B 

creatine kinase, 

mitochondrial 1B /// 

ENSG00000166998 

/// 

1159 /// 548596 

3,53E-07

-2,04808

ZFP64 

zinc finger protein 64 

homolog (mouse) 

ENSG00000020256 

55734

2,82E-06

-2,04801

CDK6

Cell division protein 

kinase 6 (EC 

ENSG00000105810

1021

3,55E-06

-2,04795

IRX5 

iroquois homeobox 5 

ENSG00000176842 

10265

1,06E-06

-2,04781

DEFB126 

defensin, beta 126 

ENSG00000125788 

81623

4,24E-06

-2,04759

FAM3A 

family with sequence 

similarity 3, member 

ENSG00000071889 

60343

3,63E-07

-2,04747

TPPP 

tubulin 

polymerization 

ENSG00000171368 

11076

1,53E-06

-2,04727

ACSM5 

acyl-CoA synthetase 

medium-chain family 

ENSG00000183549 

54988

7,85E-07

-2,04721

SLC25A42 

Solute carrier family 

25, member 42 

--- 

284439

3,32E-06

-2,04713

NVL 

nuclear VCP-like 

ENSG00000143748 

4931

1,31E-06

-2,04708

SPRED2 

sprouty-related, EVH1 

domain containing 2 

ENSG00000198369 

200734

1,38E-06

-2,04697

OPRL1 

opiate receptor-like 1 

ENSG00000125510 

4987

3,38E-06

-2,04662

DXS542 

putative X-linked 

retinopathy protein 

--- 

57825

6,27E-07

-2,04659

PMVK 

phosphomevalonate 

kinase 

ENSG00000163344 

10654

3,31E-08

-2,04657

PAX8 

paired box 8 

ENSG00000125618 

7849

4,43E-06

-2,04643

TGFB2 

transforming growth 

factor, beta 2 

--- 

7042

2,17E-06

-2,04642

NUDT18 

nudix (nucleoside 

diphosphate linked 

ENSG00000173566 

79873

2,12E-06

-2,04617

GAS6 

growth arrest-specific 

6 

ENSG00000183087 

2621

1,38E-08

-2,04613

NPPB 

natriuretic peptide 

precursor B 

ENSG00000120937 

4879

4,73E-08

-2,04572

AQR 

aquarius homolog 

(mouse) 

ENSG00000021776 

9716

2,18E-06

-2,04571

GSTZ1 

glutathione 

transferase zeta 1 

ENSG00000100577 

2954

1,44E-06

-2,0457

DLG4 

discs, large homolog 4 

(Drosophila) 

ENSG00000132535 

1742

2,08E-07

-2,04451

DBP 

D site of albumin 

promoter (albumin D-

ENSG00000105516 

1628

1,82E-06

-2,0442

CRLF1 

cytokine receptor-like 

factor 1 

ENSG00000006016 

9244

1,52E-07

-2,04393

DMPK 

dystrophia myotonica-

protein kinase 

ENSG00000104936 

1760

1,02E-06

-2,04367

LY6G6C 

lymphocyte antigen 6 

complex, locus G6C 

ENSG00000111975 

/// 

80740

1,82E-08

-2,04348

HIST1H3C 

histone cluster 1, H3c 

ENSG00000196532 

8352

1,01E-06

-2,04337

MYH7 

myosin, heavy chain 

7, cardiac muscle, 

ENSG00000092054 

4625

1,98E-06

-2,04331

CSH1 

chorionic 

somatomammotropin 

ENSG00000136488 

1442

1,40E-06

-2,0432

PAEP 

progestagen-

associated 

ENSG00000122133 

5047

7,31E-08

-2,04307

CES2 

carboxylesterase 2 

(intestine, liver) 

ENSG00000172831 

8824

7,27E-07

-2,04291

CARD14 

caspase recruitment 

domain family, 

ENSG00000141527 

79092

1,61E-06

-2,04249

IGFBP2 

insulin-like growth 

factor binding protein 

ENSG00000115457 

3485

9,44E-07

-2,04242

SLC9A3 

solute carrier family 9 

(sodium/hydrogen 

ENSG00000066230 

6550

1,15E-06

-2,0424

ITGB3 

integrin, beta 3 

(platelet glycoprotein 

ENSG00000056345 

3690

4,57E-06

-2,04235

FAM20B 

family with sequence 

similarity 20, member 

ENSG00000116199 

9917

1,11E-06

-2,04144

TSP50 

testes-specific 

protease 50 

ENSG00000206549 

29122

1,76E-06

-2,04139

ZMIZ2 

zinc finger, MIZ-type 

containing 2 

ENSG00000122515 

83637

7,29E-06

-2,04096

AGXT 

alanine-glyoxylate 

aminotransferase 

ENSG00000172482 

189

3,32E-06

-2,04015

COX5A 

cytochrome c oxidase 

subunit Va 

--- 

9377

5,99E-07

-2,03864

C19orf56 

chromosome 19 open 

reading frame 56 

ENSG00000105583 

51398

1,84E-06

-2,03851

LRP8 

low density 

lipoprotein receptor-

ENSG00000157193 

7804

4,76E-06

-2,03843

SPEG 

SPEG complex locus 

ENSG00000072195 

10290

9,22E-07

-2,03818

TPSAB1 

tryptase alpha/beta 1 

--- 

7177

6,59E-07

-2,03808

ACTN3 

actinin, alpha 3 

ENSG00000204633 

89

6,35E-06

-2,03807

HRH3 

histamine receptor H3 

ENSG00000101180 

11255

5,98E-07

-2,03766

CXorf48 

chromosome X open 

reading frame 48 

ENSG00000169551 

54967

2,64E-07

-2,03762

NUP50 

nucleoporin 50kDa 

ENSG00000093000 

10762

1,91E-06

-2,03705

MYL4 

myosin, light chain 4, 

alkali; atrial, 

--- 

4635

5,09E-07

-2,03689

FASLG 

Fas ligand (TNF 

superfamily, member 

ENSG00000117560 

356

6,17E-07

-2,03639

TNXA /// TNXB 

tenascin XA 

pseudogene /// 

ENSG00000168477 

/// 

7146 /// 7148 

5,06E-07

-2,03636

COL6A1 

collagen, type VI, 

alpha 1 

--- 

1291

5,65E-08

-2,03619

SOX18 

SRY (sex determining 

region Y)-box 18 

ENSG00000203883 

54345

9,04E-07

-2,03605

LOC257407 

hypothetical protein 

LOC257407 

--- 

257407

3,93E-07

-2,03599

ADAMTSL2 

ADAMTS-like 2 

ENSG00000197859 

9719

1,29E-07

-2,03591


[image: image11.wmf]GABRD 

gamma-aminobutyric 

acid (GABA) A 

ENSG00000187730 

2563

3,76E-07

-2,03545

MTA1 

metastasis associated 

1 

ENSG00000182979 

9112

7,19E-08

-2,03525

TRAM2 

translocation 

associated membrane 

ENSG00000065308 

9697

1,23E-06

-2,03491

APOBEC3C 

apolipoprotein B 

mRNA editing 

ENSG00000198904 

27350

3,13E-06

-2,03454

SLC9A2 

solute carrier family 9 

(sodium/hydrogen 

ENSG00000115616 

6549

6,22E-08

-2,03427

VGLL1 

vestigial like 1 

(Drosophila) 

ENSG00000102243 

51442

1,31E-06

-2,034

FTSJ1 

FtsJ homolog 1 (E. 

coli) 

ENSG00000068438 

24140

1,99E-06

-2,03391

DNASE2 

deoxyribonuclease II, 

lysosomal 

ENSG00000105612 

1777

6,12E-07

-2,03338

ACAN 

aggrecan 

--- 

176

2,33E-08

-2,0333

POLG 

polymerase (DNA 

directed), gamma 

ENSG00000140521 

5428

9,31E-07

-2,03328

AP2A2 

adaptor-related 

protein complex 2, 

ENSG00000183020 

161

1,19E-06

-2,03242

LOC642043 /// 

LOC642074 /// 

similar to HLA class II 

histocompatibility 

ENSG00000172899 

642043 /// 642074 

/// 646702 /// 

6,38E-07

-2,0324

hCG_2015956 

/// LOC120872 

ribosomal protein L7 

/// hypothetical 

ENSG00000137970 

/// 

120872 /// 130728 

/// 388401 /// 

1,29E-06

-2,03201

BGN 

biglycan 

ENSG00000182492 

633

1,37E-07

-2,03148

A4GNT 

alpha-1,4-N-

acetylglucosaminyltra

ENSG00000118017 

51146

7,86E-07

-2,03111

CBR1 

carbonyl reductase 1 

ENSG00000159228 

873

5,93E-07

-2,03049

EIF5B 

eukaryotic translation 

initiation factor 5B 

--- 

9669

4,83E-08

-2,02975

CSF3 

colony stimulating 

factor 3 (granulocyte) 

ENSG00000108342 

1440

3,45E-08

-2,02852

PBX1 

pre-B-cell leukemia 

homeobox 1 

ENSG00000185630 

5087

6,86E-07

-2,02823

MTUS1 

mitochondrial tumor 

suppressor 1 

ENSG00000129422 

57509

8,95E-07

-2,02739

MAZ 

MYC-associated zinc 

finger protein (purine-

ENSG00000103495 

4150

5,57E-07

-2,02694

C1orf107 

chromosome 1 open 

reading frame 107 

ENSG00000117597 

27042

3,92E-07

-2,02621

BPHL 

biphenyl hydrolase-

like (serine hydrolase; 

ENSG00000137274 

670

6,66E-07

-2,02587

TACSTD2 

tumor-associated 

calcium signal 

ENSG00000184292 

4070

1,68E-07

-2,02542

JMJD2D 

jumonji domain 

containing 2D 

ENSG00000186280 

55693

3,39E-07

-2,02482

FUZ 

fuzzy homolog 

(Drosophila) 

ENSG00000010361 

80199

1,70E-07

-2,02313

HOXB7 

homeobox B7 

ENSG00000120087 

3217

5,63E-09

-2,02259

SERPINH1 

serpin peptidase 

inhibitor, clade H 

ENSG00000149257 

871

3,39E-08

-2,02171

LRP5 

low density 

lipoprotein receptor-

ENSG00000162337 

4041

3,05E-07

-2,02114

USP18 

ubiquitin specific 

peptidase 18 

ENSG00000184979 

11274

7,88E-08

-2,01877

UPK3B 

uroplakin 3B 

--- 

80761

1,14E-07

-2,01863

MYCNOS 

v-myc 

myelocytomatosis 

--- 

10408

1,24E-08

-2,01714

SEPT4 

septin 4 

ENSG00000108387 

5414

1,40E-08

-2,01647

TLN2 

talin 2 

--- 

83660

3,40E-07

-2,01517

NOC3L 

nucleolar complex 

associated 3 homolog 

ENSG00000173145 

64318

7,58E-09

-2,01498

CXXC4 

CXXC finger 4 

ENSG00000168772 

80319

1,00E-08

-2,01475

SLC25A6 

solute carrier family 

25 (mitochondrial 

ENSG00000169100 

293

1,48E-02

-0,30815

RPL29 

ribosomal protein L29 

ENSG00000162244 

6159

1,52E-02

-0,29692

CCT3 

chaperonin containing 

TCP1, subunit 3 

ENSG00000163468 

7203

5,34E-03

-0,26551

EEF1G /// 

LOC729998 

eukaryotic translation 

elongation factor 1 

ENSG00000149016 

/// 

1937 /// 729998 

7,64E-03

-0,25384

RAN 

RAN, member RAS 

oncogene family 

ENSG00000132341 

/// 

5901

2,08E-02

-0,21504

SMS 

spermine synthase 

ENSG00000102172 

6611

2,39E-02

-0,2145

AHNAK 

AHNAK nucleoprotein 

--- 

79026

4,71E-02

-0,20784

SEH1L 

SEH1-like (S. 

cerevisiae) 

ENSG00000085415 

81929

1,65E-02

-0,18715

IDH2 

isocitrate 

dehydrogenase 2 

ENSG00000182054 

3418

4,10E-02

-0,15834

PTPLB 

protein tyrosine 

phosphatase-like 

ENSG00000206527 

201562

1,24E-03

-0,14576

HARS 

histidyl-tRNA 

synthetase 

ENSG00000170445 

3035

2,86E-02

-0,14058

DEGS1 

degenerative 

spermatocyte 

ENSG00000143753 

8560

1,61E-03

-0,13688

ATP5A1 

ATP synthase, H+ 

transporting, 

ENSG00000152234 

498

1,15E-02

-0,13357

PWP1 

PWP1 homolog (S. 

cerevisiae) 

ENSG00000136045 

11137

1,23E-02

-0,13247

ST13 

suppression of 

tumorigenicity 13 

ENSG00000100380 

6767

4,80E-02

-0,12481

FEN1 

flap structure-specific 

endonuclease 1 

ENSG00000168496 

2237

2,20E-02

-0,12353

SH2D1A 

SH2 domain protein 

1A, Duncan's disease 

ENSG00000183918 

4068

9,45E-03

-0,10916

MCM5 

minichromosome 

maintenance complex 

ENSG00000100297 

4174

1,98E-03

-0,10316

C7orf24 

chromosome 7 open 

reading frame 24 

ENSG00000006625 

79017

9,14E-03

-0,0982

FAM50A 

family with sequence 

similarity 50, member 

ENSG00000071859 

9130

6,04E-03

-0,09779

NME3 

non-metastatic cells 

3, protein expressed 

ENSG00000103024 

4832

2,16E-02

-0,09377

PDE8A 

phosphodiesterase 8A 

ENSG00000073417 

5151

1,36E-02

-0,08284

CHMP4A 

chromatin modifying 

protein 4A 

ENSG00000100931 

29082

1,44E-02

-0,0784

MCCC1 

methylcrotonoyl-

Coenzyme A 

ENSG00000078070 

56922

2,97E-02

-0,06687


[image: image12.wmf]MUM1 

melanoma associated 

antigen (mutated) 1 

ENSG00000160953 

84939

1,20E-02

-0,05757

SDHA /// 

SDHALP1 /// 

succinate 

dehydrogenase 

--- 

255812 /// 6389 /// 

727956 

2,44E-05

-0,05526

CLMN 

calmin (calponin-like, 

transmembrane) 

ENSG00000165959 

79789

2,77E-03

-0,05169

LOC649459 /// 

PARP1 

poly (ADP-ribose) 

polymerase family, 

--- 

142 /// 649459 

3,90E-02

-0,046

DUT 

deoxyuridine 

triphosphatase 

ENSG00000128951 

1854

4,02E-04

-0,04573

QTRT1 

queuine tRNA-

ribosyltransferase 1 

ENSG00000213339 

81890

1,89E-02

-0,03957

TRAV8-3 

T cell receptor alpha 

variable 8-3 

--- 

28683

6,61E-03

-0,03916

IMMT 

inner membrane 

protein, 

ENSG00000132305 

10989

3,53E-02

-0,03869

TREX1 

three prime repair 

exonuclease 1 

ENSG00000213689 

11277

3,19E-02

-0,0368

PRKCSH 

protein kinase C 

substrate 80K-H 

ENSG00000130175 

5589

4,66E-02

-0,03673

CLEC11A 

C-type lectin domain 

family 11, member A 

ENSG00000105472 

6320

4,83E-02

-0,03596

MYO1C 

myosin IC 

ENSG00000197879 

4641

4,79E-02

-0,03557

SIPA1L3 

signal-induced 

proliferation-

ENSG00000105738 

23094

3,15E-02

-0,03446

MAPK12 

mitogen-activated 

protein kinase 12 

ENSG00000188130 

6300

4,73E-02

-0,03221

CENTA2 

centaurin, alpha 2 

ENSG00000184060 

55803

3,67E-02

-0,02727

TESC 

tescalcin 

ENSG00000088992 

54997

8,87E-03

-0,02541

MC1R 

melanocortin 1 

receptor (alpha 

--- 

4157

3,59E-02

-0,02368

ILVBL 

ilvB (bacterial 

acetolactate 

ENSG00000105135 

10994

2,61E-02

-0,02156

C4A /// C4B 

complement 

component 4A 

ENSG00000204319 

/// 

720 /// 721 

2,85E-02

-0,021

ETV4 

ets variant gene 4 

(E1A enhancer 

ENSG00000175832 

2118

3,51E-02

-0,01875

MST1R 

macrophage 

stimulating 1 receptor 

ENSG00000164078 

4486

4,66E-02

-0,00853

GPR68 

G protein-coupled 

receptor 68 

ENSG00000119714 

8111

4,43E-02

0,01904

ZNF287 

zinc finger protein 287 

--- 

57336

1,91E-02

0,01968

TCP11 

t-complex 11 (mouse) 

ENSG00000124678 

6954

8,18E-03

0,02211

FN1 

fibronectin 1 

ENSG00000115414 

2335

3,84E-02

0,02325

CYP3A7 

cytochrome P450, 

family 3, subfamily A, 

ENSG00000160870 

1551

1,46E-02

0,02777

SGCD 

sarcoglycan, delta 

(35kDa dystrophin-

ENSG00000170624 

6444

1,66E-02

0,03048

RAB38 

RAB38, member RAS 

oncogene family 

ENSG00000123892 

23682

3,04E-02

0,03208

ANK2 

Ankyrin 2, neuronal 

--- 

287

3,60E-02

0,03339

RUNX2 

runt-related 

transcription factor 2 

--- 

860

1,27E-02

0,03468

KIAA0562 

KIAA0562 

ENSG00000116198 

9731

3,55E-02

0,03772

LOC728882 /// 

RP13-401N8.2 

hypothetical gene 

supported by 

ENSG00000175170 

388358 /// 728882 

3,63E-04

0,03933

KIAA1822L 

KIAA1822-like 

ENSG00000143512 

79802

4,76E-02

0,03957

MCFD2L 

multiple coagulation 

factor deficiency 2-

ENSG00000146111 

645927

3,99E-02

0,04099

LOC26010 

viral DNA polymerase-

transactivated protein 

--- 

26010

2,94E-03

0,04116

FILIP1L 

filamin A interacting 

protein 1-like 

ENSG00000168386 

11259

8,59E-03

0,04162

DYNC1LI2 

Dynein, cytoplasmic 1, 

light intermediate 

--- 

1783

7,24E-04

0,04191

PYGO1 

pygopus homolog 1 

(Drosophila) 

--- 

26108

3,06E-02

0,04206

hCG_2003956 

/// LYPLA2 /// 

lysophospholipase II 

/// hCG2003956 /// 

ENSG00000011009 

/// 

11313 /// 388499 /// 

653639 

4,00E-02

0,04291

ATP10B 

ATPase, class V, type 

10B 

ENSG00000118322 

23120

3,37E-02

0,04334

C16orf35 

chromosome 16 open 

reading frame 35 

ENSG00000103148 

8131

4,81E-02

0,04341

DHRS2 

dehydrogenase/reduc

tase (SDR family) 

ENSG00000100867 

10202

8,42E-03

0,04382

LOC159110 

hypothetical protein 

LOC159110 

--- 

159110

3,21E-02

0,04864

EN1 

engrailed homeobox 1 

ENSG00000163064 

2019

1,35E-02

0,04925

CHRNA1 

cholinergic receptor, 

nicotinic, alpha 1 

--- 

1134

4,97E-02

0,04929

SMYD5 

SMYD family member 

5 

ENSG00000135632 

10322

9,18E-04

0,05081

PLCL2 

phospholipase C-like 2 

--- 

23228

3,69E-02

0,05302

B4GALT6 

UDP-Gal:betaGlcNAc 

beta 1,4- 

ENSG00000118276 

9331

3,54E-02

0,05319

SULT1C2 

sulfotransferase 

family, cytosolic, 1C, 

ENSG00000198203 

6819

4,40E-02

0,05434

TGM2 

transglutaminase 2 (C 

polypeptide, protein-

--- 

7052

2,26E-02

0,05479

LAMA2 

Laminin, alpha 2 

(merosin, congenital 

--- 

3908

5,60E-03

0,05487

PTGER3 

prostaglandin E 

receptor 3 (subtype 

ENSG00000050628 

5733

5,29E-03

0,0558

DCX 

doublecortex; 

lissencephaly, X-

ENSG00000077279 

1641

4,61E-02

0,05658

KRT76 

keratin 76 

ENSG00000185069 

51350

6,88E-03

0,05768

MED14 

mediator complex 

subunit 14 

--- 

9282

3,01E-02

0,05843

TSHZ2 

teashirt zinc finger 

homeobox 2 

--- 

128553

1,74E-02

0,05871

FLJ12355 

hypothetical protein 

FLJ12355 

--- 

80054

3,32E-02

0,05878

GGT1 

gamma-

glutamyltransferase 1 

ENSG00000100031 

/// 

2678

4,90E-02

0,05923

GFM1 

G elongation factor, 

mitochondrial 1 

--- 

85476

2,91E-02

0,0609

LOC729143 /// 

M-RIP 

myosin phosphatase-

Rho interacting 

ENSG00000133030 

/// 

23164 /// 729143 

4,66E-03

0,06132


[image: image13.wmf]SERPINI2 

serpin peptidase 

inhibitor, clade I 

ENSG00000114204 

5276

2,36E-02

0,06155

HOXC11 

homeobox C11 

ENSG00000123388 

3227

2,48E-03

0,06295

C3orf28 

chromosome 3 open 

reading frame 28 

--- 

26355

4,66E-02

0,06401

RBM26 

RNA binding motif 

protein 26 

--- 

64062

3,91E-02

0,0646

MAGEA4 

melanoma antigen 

family A, 4 

ENSG00000147381 

4103

4,54E-02

0,0648

THAP10 

THAP domain 

containing 10 

ENSG00000129028 

56906

3,19E-02

0,06521

ABCD2 

ATP-binding cassette, 

sub-family D (ALD), 

ENSG00000173208 

225

4,92E-02

0,06659

SLC4A4 

solute carrier family 4, 

sodium bicarbonate 

ENSG00000080493 

8671

3,26E-02

0,07249

SLC6A20 

solute carrier family 6 

(proline IMINO 

ENSG00000163817 

54716

1,07E-02

0,07274

NP_116019.1

cyclin-dependent 

kinase 2-interacting 

ENSG00000100865

51550

9,04E-03

0,07275

RASAL2 

RAS protein activator 

like 2 

--- 

9462

6,75E-03

0,07381

CDH13 

cadherin 13, H-

cadherin (heart) 

ENSG00000140945 

1012

2,66E-03

0,07523

TMC7 

transmembrane 

channel-like 7 

ENSG00000170537 

79905

2,98E-02

0,07525

NTRK3 

neurotrophic tyrosine 

kinase, receptor, type 

ENSG00000140538 

4916

4,23E-02

0,07683

C18orf1 

chromosome 18 open 

reading frame 1 

ENSG00000168675 

753

4,64E-02

0,07824

CHRNB3 

cholinergic receptor, 

nicotinic, beta 3 

ENSG00000147432 

1142

3,63E-02

0,0786

PDZD2 

PDZ domain 

containing 2 

ENSG00000133401 

23037

9,48E-03

0,08763

CXCL9 

chemokine (C-X-C 

motif) ligand 9 

ENSG00000138755 

4283

8,79E-03

0,09216

CABYR 

calcium binding 

tyrosine-(Y)-

ENSG00000154040 

26256

4,34E-02

0,09259

KTN1 

kinectin 1 (kinesin 

receptor) 

ENSG00000126777 

3895

2,75E-02

0,09392

ZNF189 

zinc finger protein 189 

ENSG00000136870 

7743

3,34E-02

0,09852

LHFP 

lipoma HMGIC fusion 

partner 

ENSG00000183722 

10186

1,12E-02

0,10981

CCDC70 

coiled-coil domain 

containing 70 

ENSG00000123171 

83446

3,86E-02

0,12782

NUDT4 /// 

NUDT4P1 

nudix (nucleoside 

diphosphate linked 

ENSG00000173598 

11163 /// 440672 

2,20E-02

0,14799

EZH2 

enhancer of zeste 

homolog 2 

ENSG00000106462 

2146

1,84E-02

0,14801

ROCK2 

Rho-associated, coiled-

coil containing protein 

ENSG00000134318 

9475

8,36E-03

0,15962

WNT2 

wingless-type MMTV 

integration site family 

ENSG00000105989 

7472

1,94E-02

0,16076

SLC17A7 

solute carrier family 

17 (sodium-

ENSG00000104888 

57030

4,26E-02

0,16359

OTC 

ornithine 

carbamoyltransferase 

ENSG00000036473 

5009

4,70E-02

0,16683

ALAS1 

aminolevulinate, delta-

, synthase 1 

ENSG00000023330 

211

3,31E-02

0,36526

GFER 

growth factor, 

augmenter of liver 

ENSG00000127554 

2671

3,01E-08

2,01381

SCAND2 

SCAN domain 

containing 2 

--- 

54581

2,20E-07

2,01502

LOC90379 

Hypothetical protein 

BC002926 

--- 

90379

1,53E-08

2,02131

CTNND2 

catenin (cadherin-

associated protein), 

ENSG00000169862 

1501

1,24E-07

2,02177

HCN4 

hyperpolarization 

activated cyclic 

ENSG00000138622 

10021

6,84E-07

2,02234

PCYOX1 

prenylcysteine 

oxidase 1 

ENSG00000116005 

51449

3,10E-06

2,02273

C6orf54 

chromosome 6 open 

reading frame 54 

ENSG00000153298 

26236

4,33E-07

2,0235

NPHP1 

nephronophthisis 1 

(juvenile) 

ENSG00000144061 

4867

8,43E-07

2,02387

RMND1 

required for meiotic 

nuclear division 1 

ENSG00000155906 

55005

3,13E-07

2,02442

DDR1 

discoidin domain 

receptor family, 

ENSG00000137332 

/// 

780

1,06E-07

2,02444

GRK4 

G protein-coupled 

receptor kinase 4 

ENSG00000125388 

2868

2,00E-08

2,02623

EDA 

ectodysplasin A 

ENSG00000158813 

1896

9,23E-07

2,02647

SEZ6L 

seizure related 6 

homolog (mouse)-like 

ENSG00000100095 

23544

2,95E-06

2,02681

TM4SF5 

transmembrane 4 L 

six family member 5 

ENSG00000142484 

9032

1,50E-06

2,02697

GOLGA8A /// 

GOLGA8B 

golgi autoantigen, 

golgin subfamily a, 8A 

ENSG00000175265 

/// 

23015 /// 440270 

1,84E-06

2,02982

HSD17B3 

hydroxysteroid (17-

beta) dehydrogenase 

ENSG00000130948 

3293

4,59E-07

2,03074

KRT17 

keratin 17 

ENSG00000186831 

3872

1,69E-07

2,03101

COL4A3 

collagen, type IV, 

alpha 3 (Goodpasture 

--- 

1285

1,90E-07

2,03116

KRT18P38 

keratin 18 

pseudogene 38 

ENSG00000214012 

441133

2,66E-07

2,03181

EXOC7 

exocyst complex 

component 7 

ENSG00000182473 

23265

9,80E-07

2,03238

PAK4 

p21(CDKN1A)-

activated kinase 4 

ENSG00000130669 

10298

5,94E-07

2,03324

CUZD1 

CUB and zona 

pellucida-like domains 

ENSG00000138161 

50624

4,85E-07

2,03376

BMP7 

bone morphogenetic 

protein 7 (osteogenic 

ENSG00000101144 

655

7,04E-07

2,03391

C14orf132 

chromosome 14 open 

reading frame 132 

ENSG00000183633 

56967

2,58E-07

2,03481

ARSD 

arylsulfatase D 

ENSG00000006756 

414

2,30E-07

2,03533

CYP2C18 

cytochrome P450, 

family 2, subfamily C, 

--- 

1562

1,40E-06

2,03762

L1TD1 

LINE-1 type 

transposase domain 

ENSG00000162606 

54596

5,10E-07

2,03763

GLB1L 

galactosidase, beta 1-

like 

ENSG00000163521 

79411

2,21E-06

2,03835

SLC13A2 

solute carrier family 

13 (sodium-

ENSG00000007216 

9058

1,78E-07

2,03883

COBL 

cordon-bleu homolog 

(mouse) 

ENSG00000106078 

23242

2,30E-08

2,03888


[image: image14.wmf]LHX2 

LIM homeobox 2 

ENSG00000106689 

9355

5,19E-07

2,03893

MYO1B 

myosin IB 

ENSG00000128641 

4430

1,71E-06

2,03924

ELK1 

ELK1, member of ETS 

oncogene family 

ENSG00000126767 

2002

9,97E-07

2,03958

FUT9 

Fucosyltransferase 9 

(alpha (1,3) 

--- 

10690

2,01E-07

2,03961

SEMG1 

semenogelin I 

ENSG00000124233 

6406

8,73E-07

2,03966

VCY /// VCY1B 

variable charge, Y-

linked /// variable 

ENSG00000129862 

/// 

353513 /// 9084 

1,20E-06

2,04073

GARNL1 

GTPase activating 

Rap/RanGAP domain-

ENSG00000174373 

253959

2,17E-07

2,04129

RAD51L3 

RAD51-like 3 (S. 

cerevisiae) 

ENSG00000185379 

5892

1,17E-06

2,04135

DDX28 

DEAD (Asp-Glu-Ala-

Asp) box polypeptide 

--- 

55794

2,19E-06

2,04137

TFAP2B 

transcription factor 

AP-2 beta (activating 

ENSG00000008196 

7021

3,58E-06

2,04145

NRP1 

neuropilin 1 

ENSG00000099250 

8829

1,82E-06

2,04177

CRYBA4 

crystallin, beta A4 

ENSG00000196431 

1413

5,24E-07

2,04215

PEX10 

peroxisome 

biogenesis factor 10 

ENSG00000157911 

5192

1,30E-06

2,04268

ARHGEF12 

Rho guanine 

nucleotide exchange 

ENSG00000196914 

23365

1,11E-06

2,04272

REPS1 

RALBP1 associated 

Eps domain 

--- 

85021

2,32E-06

2,04275

TMC5 

transmembrane 

channel-like 5 

ENSG00000103534 

79838

1,14E-06

2,04332

CCL22 

chemokine (C-C motif) 

ligand 22 

ENSG00000102962 

6367

3,36E-08

2,04355

PKD2L1 

polycystic kidney 

disease 2-like 1 

ENSG00000107593 

9033

3,37E-06

2,04355

MT1P2 

metallothionein 1 

pseudogene 2 

--- 

645745

5,44E-07

2,04393

RB1 

retinoblastoma 1 

(including 

ENSG00000139687 

5925

2,13E-06

2,04403

STK11 

serine/threonine 

kinase 11 

ENSG00000118046 

6794

7,10E-07

2,04406

TELO2 

TEL2, telomere 

maintenance 2, 

ENSG00000100726 

9894

6,12E-07

2,04468

GCNT2 

glucosaminyl (N-

acetyl) transferase 2, I-

ENSG00000111846 

2651

3,20E-07

2,04491

TNFRSF10D 

tumor necrosis factor 

receptor superfamily, 

ENSG00000173530 

8793

8,52E-07

2,04512

C1orf2 

chromosome 1 open 

reading frame 2 

ENSG00000160767 

10712

1,65E-06

2,04516

GLS 

glutaminase 

ENSG00000115419 

2744

1,76E-06

2,04531

MAP9 

microtubule-

associated protein 9 

ENSG00000164114 

79884

1,27E-06

2,04587

RANBP9//NOL7

Nucleolar protein 7 

(Nucleolar protein of 

ENSG00000010017/

/ENSG00000137420

10048//51406

2,72E-07

2,04621

CIB2 

calcium and integrin 

binding family 

ENSG00000136425 

10518

1,61E-07

2,0467

ID2B 

inhibitor of DNA 

binding 2B, dominant 

--- 

84099

9,96E-07

2,04678

FAHD2A 

fumarylacetoacetate 

hydrolase domain 

ENSG00000115042 

51011

1,49E-06

2,04723

OBFC2B 

oligonucleotide/oligos

accharide-binding fold 

ENSG00000139579 

79035

1,39E-06

2,04728

BTC 

betacellulin 

ENSG00000174808 

685

1,27E-06

2,04781

ESPL1 

extra spindle pole 

bodies homolog 1 (S. 

ENSG00000135476 

9700

3,03E-07

2,04793

UGT2B4 

UDP 

glucuronosyltransfera

ENSG00000156096 

7363

3,40E-06

2,04803

SLC1A5 

solute carrier family 1 

(neutral amino acid 

ENSG00000105281 

6510

6,09E-08

2,04807

PRSS16 

protease, serine, 16 

(thymus) 

ENSG00000112812 

10279

1,12E-05

2,04828

PPFIBP1 

PTPRF interacting 

protein, binding 

ENSG00000110841 

8496

4,53E-08

2,04829

SPO11 

SPO11 meiotic 

protein covalently 

ENSG00000054796 

23626

3,96E-06

2,04895

ASMTL 

acetylserotonin O-

methyltransferase-

ENSG00000169093 

8623

5,73E-07

2,04904

PBK 

PDZ binding kinase 

ENSG00000168078 

55872

1,38E-06

2,04932

MAGEA5 

melanoma antigen 

family A, 5 

ENSG00000183686 

4104

1,01E-05

2,04948

CLIC5 

chloride intracellular 

channel 5 

ENSG00000112782 

53405

5,02E-07

2,04973

TAF6L 

TAF6-like RNA 

polymerase II, 

ENSG00000162227 

10629

4,02E-06

2,04995

BMPR1A 

bone morphogenetic 

protein receptor, type 

ENSG00000107779 

657

5,01E-06

2,04996

TTC33 

tetratricopeptide 

repeat domain 33 

ENSG00000113638 

23548

4,49E-07

2,05033

NR6A1 

nuclear receptor 

subfamily 6, group A, 

ENSG00000148200 

2649

7,79E-07

2,05094

PDPN 

podoplanin 

--- 

10630

1,37E-06

2,05119

ZNF506

Zinc finger protein 

506. 

ENSG00000198584

440515

7,44E-06

2,05125

TFPI2 

tissue factor pathway 

inhibitor 2 

ENSG00000105825 

7980

4,49E-06

2,05159

ALOX12P2 

arachidonate 12-

lipoxygenase 

ENSG00000188101 

245

2,50E-07

2,05211

GPR23 

G protein-coupled 

receptor 23 

ENSG00000147145 

2846

1,13E-06

2,05214

RIPK5 

receptor interacting 

protein kinase 5 

--- 

25778

3,97E-06

2,05236

DLX5 

distal-less homeobox 

5 

ENSG00000105880 

1749

2,04E-06

2,05299

CYP2C9 

Cytochrome P450, 

family 2, subfamily C, 

--- 

1559

3,86E-06

2,05345

ATP10A 

ATPase, class V, type 

10A 

ENSG00000206190 

57194

6,29E-07

2,0538

PIGV 

phosphatidylinositol 

glycan anchor 

ENSG00000060642 

55650

1,91E-07

2,05392

SLC2A11 

solute carrier family 2 

(facilitated glucose 

ENSG00000133460 

66035

1,29E-05

2,05399

ZNF384 

zinc finger protein 384 

ENSG00000126746 

171017

2,82E-05

2,054

ADARB2 

adenosine deaminase, 

RNA-specific, B2 

ENSG00000185736 

105

1,85E-07

2,05428


[image: image15.wmf]ATG12

Autophagy-related 

protein 12 (APG12-

ENSG00000145782

9140

6,65E-06

2,05434

HOXD3

Homeobox protein 

Hox-D3 (Hox-4A). 

ENSG00000128652

3232

3,73E-07

2,05443

MBD3 

methyl-CpG binding 

domain protein 3 

ENSG00000071655 

53615

2,93E-06

2,05487

PAX3 

paired box 3 

--- 

5077

1,27E-06

2,05488

CCR2 /// 

FLJ78302 

chemokine (C-C motif) 

receptor 2 /// similar 

ENSG00000215782

1231 /// 729230 

5,16E-06

2,05493

SIDT2 

SID1 transmembrane 

family, member 2 

--- 

51092

1,80E-06

2,05497

TJP1 

tight junction protein 

1 (zona occludens 1) 

ENSG00000104067 

7082

7,53E-07

2,05528

DNAH3 

Dynein, axonemal, 

heavy chain 3 

--- 

55567

6,06E-06

2,05605

POLD1 

polymerase (DNA 

directed), delta 1, 

ENSG00000062822 

5424

4,33E-07

2,05613

C3orf64 

chromosome 3 open 

reading frame 64 

ENSG00000163378 

285203

5,58E-07

2,05647

PRAMEF10 

PRAME family 

member 10 

ENSG00000187545 

343071

5,20E-06

2,05659

RAD51 

RAD51 homolog 

(RecA homolog, E. 

ENSG00000051180 

5888

1,05E-06

2,05674

B9D1 

B9 protein domain 1 

ENSG00000108641 

27077

4,57E-07

2,05675

C1orf76

UPF0417 protein 

C1orf76 

ENSG00000143340

148753

1,74E-07

2,05689

TXNRD3 

thioredoxin reductase 

3 

ENSG00000197763 

/// 

114112

3,13E-06

2,05706

SNTG2 

syntrophin, gamma 2 

ENSG00000172554 

54221

8,65E-07

2,05715

CROCCL2 

Ciliary rootlet coiled-

coil, rootletin-like 2 

ENSG00000080947 

114819

1,08E-05

2,05729

STXBP1 

syntaxin binding 

protein 1 

ENSG00000136854 

6812

1,40E-06

2,05733

KITLG 

KIT ligand 

ENSG00000049130 

4254

6,42E-08

2,05739

ADAM22 

ADAM 

metallopeptidase 

ENSG00000008277 

53616

1,89E-05

2,05767

ZNF142 

zinc finger protein 142 

ENSG00000115568 

7701

4,56E-06

2,05795

KIAA0090 

KIAA0090 

--- 

23065

6,39E-07

2,05811

RAP1GAP 

RAP1 GTPase 

activating protein 

ENSG00000076864 

5909

2,18E-06

2,05814

C20orf67 

chromosome 20 open 

reading frame 67 

ENSG00000100982 

63935

3,96E-06

2,05833

LRRC17 

leucine rich repeat 

containing 17 

ENSG00000128606 

10234

1,51E-06

2,05847

SFTPB 

surfactant, pulmonary-

associated protein B 

ENSG00000168878 

6439

4,43E-06

2,05856

SCRG1 

scrapie responsive 

protein 1 

ENSG00000164106 

11341

2,33E-07

2,05894

ACOT11 

acyl-CoA thioesterase 

11 

ENSG00000162390 

26027

1,20E-05

2,05972

PAK7 

p21(CDKN1A)-

activated kinase 7 

ENSG00000101349 

57144

3,13E-06

2,05976

NR1H3 

nuclear receptor 

subfamily 1, group H, 

ENSG00000025434 

10062

2,80E-06

2,06003

WRNIP1 

Werner helicase 

interacting protein 1 

--- 

56897

1,81E-05

2,06025

PLCH1 

phospholipase C, eta 

1 

ENSG00000114805 

23007

1,37E-06

2,06041

PDE7B 

phosphodiesterase 7B 

ENSG00000171408 

27115

5,75E-06

2,06042

AP3S2 

adaptor-related 

protein complex 3, 

ENSG00000157823 

10239

2,50E-06

2,06048

KRTAP4-7 

keratin associated 

protein 4-7 

--- 

85287

4,78E-06

2,06071

ISL1 

ISL LIM homeobox 1 

ENSG00000016082 

3670

1,54E-05

2,06072

NQO1 

NAD(P)H 

dehydrogenase, 

ENSG00000181019 

1728

1,48E-06

2,06082

SS18 

synovial sarcoma 

translocation, 

--- 

6760

1,06E-07

2,06095

NYX 

nyctalopin 

ENSG00000188937 

60506

2,26E-07

2,0611

FRMPD1 

FERM and PDZ 

domain containing 1 

ENSG00000070601 

22844

2,14E-06

2,06176

MLH3 

mutL homolog 3 (E. 

coli) 

ENSG00000119684 

27030

1,80E-05

2,06196

ATP6V1G2 

ATPase, H+ 

transporting, 

ENSG00000206334 

/// 

534

1,16E-06

2,06205

RIF1 

RAP1 interacting 

factor homolog 

--- 

55183

8,21E-10

2,0625

DMD 

dystrophin (muscular 

dystrophy, Duchenne 

ENSG00000198947 

1756

1,63E-06

2,06259

ABCD1 

ATP-binding cassette, 

sub-family D (ALD), 

ENSG00000101986 

215

4,13E-05

2,06262

ENOX2 

ecto-NOX disulfide-

thiol exchanger 2 

ENSG00000165675 

10495

2,07E-06

2,06351

SMR3A /// 

SMR3B 

submaxillary gland 

androgen regulated 

ENSG00000109208 

/// 

10879 /// 26952 

1,09E-05

2,06393

VPS53 

vacuolar protein 

sorting 53 homolog 

ENSG00000141252 

55275

1,93E-06

2,06396

CSF1 

colony stimulating 

factor 1 (macrophage) 

ENSG00000184371 

1435

1,42E-06

2,06438

TEAD3 

TEA domain family 

member 3 

ENSG00000007866 

7005

5,64E-07

2,06461

DNAH9 

dynein, axonemal, 

heavy chain 9 

ENSG00000007174 

1770

9,29E-07

2,06491

POLQ 

polymerase (DNA 

directed), theta 

ENSG00000051341 

10721

6,76E-06

2,06493

TRIP11 

thyroid hormone 

receptor interactor 11 

ENSG00000100815 

9321

4,99E-08

2,06499

ACO1 

aconitase 1, soluble 

ENSG00000122729 

48

1,00E-06

2,06503

SMARCA1 

SWI/SNF related, 

matrix associated, 

ENSG00000102038 

6594

2,34E-06

2,06512

SMC2 

structural 

maintenance of 

ENSG00000136824 

10592

1,93E-07

2,06537

ZNF257 

zinc finger protein 257 

--- 

113835

1,09E-07

2,06577

LRRC37A2 

leucine rich repeat 

containing 37, 

ENSG00000176681 

474170

2,63E-07

2,06587

CADM1 

cell adhesion 

molecule 1 

ENSG00000182985 

23705

5,66E-05

2,06591

HEMK1 

HemK 

methyltransferase 

ENSG00000114735 

51409

3,19E-07

2,06619


[image: image16.wmf]DKFZp686O1327 

Homo sapiens, clone 

IMAGE:5538654, 

--- 

401014

6,42E-06

2,06619

SLC45A2 

solute carrier family 

45, member 2 

ENSG00000164175 

51151

2,29E-06

2,06637

ARHGAP11A 

Rho GTPase activating 

protein 11A 

ENSG00000198826 

9824

4,44E-06

2,06656

RECQL5 

RecQ protein-like 5 

ENSG00000108469 

9400

1,56E-06

2,06659

TMEM80 

transmembrane 

protein 80 

ENSG00000177042 

283232

1,85E-07

2,06677

SLC7A6 

solute carrier family 7 

(cationic amino acid 

ENSG00000103064 

9057

3,72E-06

2,06716

GOLGA1 

golgi autoantigen, 

golgin subfamily a, 1 

ENSG00000136935 

2800

7,98E-07

2,0672

HEPH 

hephaestin 

--- 

9843

2,61E-06

2,06727

COL21A1 

collagen, type XXI, 

alpha 1 

ENSG00000124749 

81578

1,21E-05

2,06744

ARL17 

ADP-ribosylation 

factor-like 17 

ENSG00000185829 

641522

1,56E-06

2,06754

PDE4DIP 

phosphodiesterase 4D 

interacting protein 

--- 

9659

1,21E-07

2,06756

NCKIPSD 

NCK interacting 

protein with SH3 

--- 

51517

7,01E-06

2,0676

SPINK5 

serine peptidase 

inhibitor, Kazal type 5 

ENSG00000133710 

11005

1,72E-06

2,06774

C6orf97 

chromosome 6 open 

reading frame 97 

ENSG00000120262 

80129

5,91E-06

2,06792

CBY1 

chibby homolog 1 

(Drosophila) 

ENSG00000100211 

25776

9,00E-06

2,06799

PTPN1 

Protein tyrosine 

phosphatase, non-

ENSG00000196396

5770

2,38E-06

2,06839

AGPAT3 

1-acylglycerol-3-

phosphate O-

ENSG00000160216 

56894

1,72E-06

2,06869

DNMT3B 

DNA (cytosine-5-)-

methyltransferase 3 

ENSG00000088305 

1789

1,54E-05

2,06879

KIF2C 

kinesin family 

member 2C 

ENSG00000142945 

11004

2,40E-06

2,06956

NR2E1 

nuclear receptor 

subfamily 2, group E, 

ENSG00000112333 

7101

4,80E-06

2,06958

LOC392454 

similar to Proliferating 

cell nuclear antigen 

--- 

392454

2,25E-06

2,06991

TCF7L1 

transcription factor 7-

like 1 (T-cell specific, 

ENSG00000152284 

83439

1,12E-06

2,07009

CYLD 

cylindromatosis 

(turban tumor 

ENSG00000083799 

1540

9,97E-06

2,07013

PIP5K1A 

phosphatidylinositol-4-

phosphate 5-kinase, 

ENSG00000143398 

8394

2,14E-05

2,07026

TF 

transferrin 

--- 

7018

1,95E-07

2,07036

DIAPH3 

diaphanous homolog 

3 (Drosophila) 

--- 

81624

1,04E-05

2,0707

JARID1B 

jumonji, AT rich 

interactive domain 1B 

ENSG00000117139 

10765

2,38E-05

2,0707

HDGF 

Hepatoma-derived 

growth factor (high-

--- 

3068

1,11E-05

2,07115

PLSCR4 

phospholipid 

scramblase 4 

--- 

57088

4,95E-06

2,07158

ME1 

malic enzyme 1, 

NADP(+)-dependent, 

--- 

4199

2,72E-07

2,07183

VDR 

Vitamin D (1,25- 

dihydroxyvitamin D3) 

--- 

7421

2,10E-08

2,07183

RPH3AL 

rabphilin 3A-like 

(without C2 domains) 

ENSG00000181031 

9501

1,09E-06

2,07194

AGTR1 

angiotensin II 

receptor, type 1 

ENSG00000144891 

185

9,86E-06

2,07204

CYSLTR2 

cysteinyl leukotriene 

receptor 2 

ENSG00000152207 

57105

6,43E-06

2,07247

BRCA2 

breast cancer 2, early 

onset 

ENSG00000139618 

675

3,03E-05

2,0725

C11orf16 

chromosome 11 open 

reading frame 16 

ENSG00000176029 

56673

4,07E-07

2,07281

AGXT2L1 

alanine-glyoxylate 

aminotransferase 2-

ENSG00000164089 

64850

9,47E-06

2,07325

DUS2L 

dihydrouridine 

synthase 2-like, 

ENSG00000167264 

54920

3,50E-06

2,07336

SMARCA4 

SWI/SNF related, 

matrix associated, 

ENSG00000127616 

6597

7,23E-06

2,07398

SPAG16 

sperm associated 

antigen 16 

--- 

79582

3,27E-06

2,07413

HHLA1 

HERV-H LTR-

associating 1 

--- 

10086

9,38E-07

2,07429

TNFRSF9 

tumor necrosis factor 

receptor superfamily, 

ENSG00000049249 

3604

1,44E-05

2,07443

GNGT1 

guanine nucleotide 

binding protein (G 

ENSG00000127928 

2792

1,24E-05

2,07458

ABI2 

abl interactor 2 

ENSG00000138443 

10152

5,17E-06

2,07465

CCNT2 

cyclin T2 

ENSG00000082258 

905

1,68E-06

2,0747

EPHB3 

EPH receptor B3 

ENSG00000182580 

2049

2,63E-06

2,07474

ZXDA /// ZXDB 

zinc finger, X-linked, 

duplicated A /// zinc 

ENSG00000198205 

/// 

158586 /// 7789 

3,02E-05

2,0748

TMEM144 

transmembrane 

protein 144 

--- 

55314

2,38E-07

2,07504

GEMIN7 

gem (nuclear 

organelle) associated 

ENSG00000142252 

79760

1,88E-06

2,07506

C15orf49 

chromosome 15 open 

reading frame 49 

ENSG00000183174 

63969

3,50E-06

2,07533

NRG2 

neuregulin 2 

ENSG00000158458 

9542

8,01E-06

2,07541

SSX2 

synovial sarcoma, X 

breakpoint 2 

ENSG00000157950 

/// 

6757

2,03E-05

2,07541

SOX11 

SRY (sex determining 

region Y)-box 11 

ENSG00000176887 

6664

3,89E-06

2,07579

COL8A1 

collagen, type VIII, 

alpha 1 

--- 

1295

3,16E-07

2,07621

PCDH7 

protocadherin 7 

--- 

5099

1,54E-06

2,07638

LOC283116 /// 

LOC653111 /// 

tripartite motif-

containing 49 /// 

ENSG00000168930 

283116 /// 57093 /// 

653111 

6,52E-07

2,07651

GOSR2 

golgi SNAP receptor 

complex member 2 

ENSG00000108433 

9570

1,01E-07

2,07689

C3orf32 

chromosome 3 open 

reading frame 32 

ENSG00000125046 

51066

3,56E-06

2,0772

TNR 

tenascin R (restrictin, 

janusin) 

ENSG00000116147 

7143

3,48E-06

2,07741

DPH5 

DPH5 homolog (S. 

cerevisiae) 

ENSG00000117543 

51611

3,97E-05

2,07744


[image: image17.wmf]DTWD1 

DTW domain 

containing 1 

ENSG00000104047 

56986

4,83E-07

2,07795

SPRY4 

sprouty homolog 4 

(Drosophila) 

--- 

81848

6,30E-06

2,07834

CXorf45 

Chromosome X open 

reading frame 45 

ENSG00000101901 

79868

5,86E-06

2,07847

C9 

complement 

component 9 

ENSG00000113600 

735

1,95E-06

2,07854

MST1 

macrophage 

stimulating 1 

ENSG00000173531 

4485

2,34E-06

2,0788

ALDH3A2 

aldehyde 

dehydrogenase 3 

ENSG00000072210 

224

3,34E-05

2,07929

SPIB 

Spi-B transcription 

factor (Spi-1/PU.1 

ENSG00000142539 

6689

4,35E-06

2,07976

TYRO3 

TYRO3 protein 

tyrosine kinase 

ENSG00000092445 

7301

3,07E-06

2,07983

KIAA1654 

KIAA1654 protein 

--- 

85368

1,41E-05

2,07996

RRH 

retinal pigment 

epithelium-derived 

ENSG00000180245 

10692

1,13E-05

2,08021

GP1BB /// SEPT5 

glycoprotein Ib 

(platelet), beta 

ENSG00000184702 

2812 /// 5413 

5,10E-06

2,08037

F13B 

coagulation factor 

XIII, B polypeptide 

ENSG00000143278 

2165

3,09E-06

2,08037

PMS2L1 

postmeiotic 

segregation increased 

ENSG00000078319 

5379

7,07E-07

2,08046

GSPT1

G1 to S phase 

transition protein 1 

ENSG00000103342

2935

2,26E-06

2,08047

ENTPD3 

ectonucleoside 

triphosphate 

ENSG00000168032 

956

1,81E-06

2,08057

SLC26A3 

Solute carrier family 

26, member 3 

--- 

1811

1,77E-05

2,08058

AKT3 

v-akt murine 

thymoma viral 

ENSG00000117020 

10000

3,78E-05

2,08058

LIMCH1 

LIM and calponin 

homology domains 1 

ENSG00000064042 

22998

6,61E-07

2,08059

COL3A1 

collagen, type III, 

alpha 1 (Ehlers-Danlos 

ENSG00000168542 

1281

8,13E-07

2,08078

SLC6A15 

solute carrier family 6, 

member 15 

ENSG00000072041 

55117

1,69E-05

2,08114

CDC6 

cell division cycle 6 

homolog (S. 

ENSG00000094804 

990

6,53E-06

2,08173

TRPC3 

transient receptor 

potential cation 

ENSG00000138741 

7222

6,89E-08

2,08208

STC1 

stanniocalcin 1 

ENSG00000159167 

6781

5,02E-06

2,08221

EPN2 

epsin 2 

ENSG00000072134 

22905

1,24E-06

2,08233

ABCA4 

ATP-binding cassette, 

sub-family A (ABC1), 

ENSG00000198691 

24

1,02E-06

2,08239

GALR1 

galanin receptor 1 

ENSG00000166573 

2587

1,64E-06

2,08258

SCGB1A1 

secretoglobin, family 

1A, member 1 

ENSG00000149021 

7356

1,12E-05

2,08335

C10orf81 

chromosome 10 open 

reading frame 81 

--- 

79949

8,41E-06

2,0835

GIPR 

gastric inhibitory 

polypeptide receptor 

ENSG00000010310 

2696

7,19E-06

2,08353

ADRA2A 

adrenergic, alpha-2A-, 

receptor 

ENSG00000150594 

150

2,40E-05

2,08373

LMAN1 

lectin, mannose-

binding, 1 

ENSG00000074695 

3998

1,13E-05

2,08381

KEL 

Kell blood group, 

metallo-

ENSG00000197993 

3792

7,02E-07

2,08385

DKFZp547E087 

/// LOC440345 

PI-3-kinase-related 

kinase SMG-1 /// 

ENSG00000185984 

23049 /// 283846 /// 

440345 /// 440354 

1,57E-05

2,08413

CDKL1 

cyclin-dependent 

kinase-like 1 (CDC2-

ENSG00000100490 

8814

4,17E-06

2,08427

SEMA4F//Q9P16

9_HUMAN

Semaphorin-4F 

precursor 

ENSG00000135622/

/ENSG00000212977

10505

9,69E-07

2,08443

RGL1 

ral guanine nucleotide 

dissociation 

ENSG00000143344 

23179

3,46E-06

2,08467

SLC5A12 

solute carrier family 5 

(sodium/glucose 

--- 

159963

3,99E-05

2,08482

ACTR8 

ARP8 actin-related 

protein 8 homolog 

ENSG00000113812 

93973

6,79E-06

2,08498

WDR77 

WD repeat domain 77 

ENSG00000116455 

79084

1,84E-07

2,08561

GRIN2B 

glutamate receptor, 

ionotropic, N-methyl 

ENSG00000150086 

2904

9,57E-06

2,08623

CD84 

CD84 molecule 

ENSG00000066294 

8832

1,35E-06

2,08632

NPAS2 

neuronal PAS domain 

protein 2 

ENSG00000170485 

4862

6,13E-06

2,0865

GRM8 

glutamate receptor, 

metabotropic 8 

ENSG00000179603 

2918

3,27E-06

2,08653

WT1 

Wilms tumor 1 

ENSG00000184937 

7490

8,23E-06

2,08661

MPP5 

membrane protein, 

palmitoylated 5 

ENSG00000072415 

64398

3,38E-06

2,08695

NAALAD2 

N-acetylated alpha-

linked acidic 

ENSG00000077616 

10003

3,11E-05

2,08772

ALDH7A1 

aldehyde 

dehydrogenase 7 

--- 

501

6,40E-07

2,08779

ORC5L 

origin recognition 

complex, subunit 5-

--- 

5001

5,00E-05

2,08779

MYBPC1 

myosin binding 

protein C, slow type 

ENSG00000196091 

4604

1,01E-05

2,08858

ZNF573 

zinc finger protein 573 

ENSG00000189144 

126231

1,74E-05

2,08859

BAK1 

BCL2-antagonist/killer 

1 

ENSG00000030110 

578

2,75E-06

2,08868

FZD7 

frizzled homolog 7 

(Drosophila) 

ENSG00000155760 

8324

1,65E-05

2,08885

RANBP1 

RAN binding protein 1 

--- 

5902

6,49E-05

2,08891

HPCAL4 

hippocalcin like 4 

ENSG00000116983 

51440

9,04E-06

2,0891

NP_955373.2

ENSG00000185453

374920

7,47E-06

2,09023

SYTL2 

synaptotagmin-like 2 

ENSG00000137501 

54843

2,08E-05

2,09023

TCL6 

T-cell 

leukemia/lymphoma 

ENSG00000187621 

27004

1,64E-07

2,09029

MRPS11 

mitochondrial 

ribosomal protein S11 

--- 

64963

1,13E-06

2,09079

FLJ23519 /// 

RNH1 

ribonuclease/angioge

nin inhibitor 1 /// 

--- 

6050 /// 84200 

5,36E-05

2,09144

MSR1 

macrophage 

scavenger receptor 1 

ENSG00000038945 

4481

1,72E-06

2,09154


[image: image18.wmf]GAP43 

growth associated 

protein 43 

ENSG00000172020 

2596

8,04E-07

2,09155

PRY 

PTPN13-like, Y-linked 

ENSG00000169789 

/// 

9081

1,10E-06

2,09178

CPE 

carboxypeptidase E 

ENSG00000109472 

1363

1,10E-05

2,09208

RHAG 

Rh-associated 

glycoprotein 

ENSG00000112077 

6005

1,89E-05

2,09253

SCHIP1 

schwannomin 

interacting protein 1 

ENSG00000151967 

29970

1,76E-04

2,09276

OMD 

osteomodulin 

ENSG00000127083 

4958

1,32E-05

2,09294

KCNE2 

potassium voltage-

gated channel, Isk-

ENSG00000159197 

9992

3,67E-05

2,09303

ZNF528 

zinc finger protein 528 

ENSG00000167555 

84436

6,93E-06

2,09352

GRM5 

Glutamate receptor, 

metabotropic 5 

--- 

2915

1,11E-05

2,09375

LL22NC03-

75B3.6 

KIAA1644 protein 

ENSG00000138944 

85352

2,44E-06

2,09391

PTHR1 

parathyroid hormone 

receptor 1 

ENSG00000160801 

5745

7,42E-08

2,09395

SH3PXD2A 

SH3 and PX domains 

2A 

ENSG00000107957 

9644

6,50E-06

2,09463

DKFZP564O0523 

hypothetical protein 

DKFZp564O0523 

ENSG00000127993 

84060

1,20E-05

2,09492

BCHE 

butyrylcholinesterase 

ENSG00000114200 

590

1,08E-05

2,09516

SLC4A7 

solute carrier family 4, 

sodium bicarbonate 

--- 

9497

6,99E-06

2,09585

LSM5 

LSM5 homolog, U6 

small nuclear RNA 

ENSG00000106355 

23658

2,15E-05

2,09613

RECK 

reversion-inducing-

cysteine-rich protein 

ENSG00000122707 

8434

1,34E-05

2,0962

CRISP1 

cysteine-rich 

secretory protein 1 

ENSG00000124812 

167

2,65E-06

2,09668

MGC4172 

short-chain 

dehydrogenase/reduc

ENSG00000108272 

79154

6,56E-05

2,09712

SPAM1 

sperm adhesion 

molecule 1 (PH-20 

--- 

6677

2,92E-05

2,09753

SFRS1 

splicing factor, 

arginine/serine-rich 1 

ENSG00000136450 

6426

7,48E-06

2,09757

LOH11CR2A 

loss of heterozygosity, 

11, chromosomal 

ENSG00000110002 

4013

1,20E-05

2,0978

PLN 

phospholamban 

ENSG00000198523 

5350

5,64E-06

2,09787

NDN 

necdin homolog 

(mouse) 

ENSG00000182636 

4692

3,05E-06

2,09822

TWF1 

Twinfilin, actin-

binding protein, 

--- 

5756

5,83E-05

2,09874

CNOT4 

CCR4-NOT 

transcription complex, 

ENSG00000080802 

4850

2,12E-05

2,0988

SUSD5 

sushi domain 

containing 5 

ENSG00000173705 

26032

2,81E-05

2,09898

MPP3 

membrane protein, 

palmitoylated 3 

ENSG00000161647 

4356

2,24E-05

2,09946

RFPL1S 

ret finger protein-like 

1 antisense 

--- 

10740

5,72E-06

2,09985

IQCK 

IQ motif containing K 

--- 

124152

3,24E-07

2,10077

DMWD 

dystrophia myotonica, 

WD repeat containing 

ENSG00000185800 

1762

2,03E-05

2,10136

WNK1 

WNK lysine deficient 

protein kinase 1 

ENSG00000060237 

65125

2,61E-05

2,10171

AFF2 

AF4/FMR2 family, 

member 2 

ENSG00000155966 

2334

5,21E-06

2,10175

IL2RA 

interleukin 2 receptor, 

alpha 

ENSG00000134460 

3559

1,70E-06

2,10176

CXorf57 

chromosome X open 

reading frame 57 

--- 

55086

2,54E-06

2,10188

NEBL 

nebulette 

ENSG00000078114 

10529

1,43E-05

2,10261

GPR107 

G protein-coupled 

receptor 107 

ENSG00000148358 

57720

8,23E-07

2,10304

BTBD7 

BTB (POZ) domain 

containing 7 

--- 

55727

3,43E-05

2,10323

CATR1 

CATR tumorigenicity 

conversion 1 

--- 

856

5,83E-06

2,10388

MYB 

v-myb myeloblastosis 

viral oncogene 

--- 

4602

6,27E-06

2,10428

PRDM2 

PR domain containing 

2, with ZNF domain 

ENSG00000116731 

7799

1,06E-06

2,10434

RAB1B 

RAB1B, member RAS 

oncogene family 

ENSG00000174903 

81876

2,12E-05

2,10448

HESX1 

HESX homeobox 1 

ENSG00000163666 

8820

3,54E-05

2,10457

ASCL1 

achaete-scute 

complex homolog 1 

ENSG00000139352 

429

1,69E-05

2,10473

LRP4 

low density 

lipoprotein receptor-

ENSG00000134569 

4038

2,24E-05

2,10513

SCGB2A2 

secretoglobin, family 

2A, member 2 

ENSG00000110484 

4250

8,94E-06

2,1052

AFF1 

AF4/FMR2 family, 

member 1 

ENSG00000172493 

4299

7,75E-06

2,10533

C14orf140 

chromosome 14 open 

reading frame 140 

ENSG00000119703 

79696

6,94E-06

2,10536

LOC729799 

similar to SEC14-like 

protein 1 

--- 

729799

3,25E-05

2,10568

DDX25 

DEAD (Asp-Glu-Ala-

Asp) box polypeptide 

ENSG00000109832 

29118

9,13E-06

2,10638

TPH1 

tryptophan 

hydroxylase 1 

ENSG00000129167 

7166

4,64E-05

2,10639

SAC3D1 

SAC3 domain 

containing 1 

ENSG00000168061 

29901

1,46E-05

2,10658

PCDH8 

protocadherin 8 

ENSG00000136099 

5100

1,79E-05

2,10676

USP53 

ubiquitin specific 

peptidase 53 

--- 

54532

9,78E-06

2,10721

SPATA1 

spermatogenesis 

associated 1 

ENSG00000122432 

64173

2,36E-06

2,1073

TCF3 

transcription factor 3 

(E2A immunoglobulin 

ENSG00000071564 

6929

3,26E-06

2,10738

CHL1 

cell adhesion 

molecule with 

ENSG00000134121 

10752

1,54E-05

2,10738

GAS2 

growth arrest-specific 

2 

ENSG00000148935 

2620

2,42E-05

2,10755

E2F1 

E2F transcription 

factor 1 

ENSG00000101412 

1869

3,09E-05

2,10762

CD19 

CD19 molecule 

ENSG00000177455 

930

1,45E-06

2,10949
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DIM1 

dimethyladenosine 

ENSG00000086189 

27292

2,86E-05

2,1097

FLJ40330 

Similar to protein 

immuno-reactive with 

--- 

645784

1,28E-05

2,11002

MGAT4C 

mannosyl (alpha-1,3-)-

glycoprotein beta-1,4-

ENSG00000182050 

25834

4,58E-06

2,11032

FGF12 

fibroblast growth 

factor 12 

ENSG00000114279 

2257

1,83E-06

2,11043

PDE6C 

phosphodiesterase 

6C, cGMP-specific, 

ENSG00000095464 

5146

1,24E-05

2,11074

SYT11 

synaptotagmin XI 

ENSG00000132718 

23208

4,93E-05

2,11099

CAT 

Catalase 

--- 

847

1,88E-06

2,11133

PGGT1B 

protein 

geranylgeranyltransfe

ENSG00000164219 

5229

2,74E-05

2,11149

TLL1 

tolloid-like 1 

ENSG00000038295 

7092

4,46E-05

2,11169

KRT12 

keratin 12 

(Meesmann corneal 

ENSG00000187242 

3859

1,48E-04

2,1118

CCRL1 

chemokine (C-C motif) 

receptor-like 1 

ENSG00000129048 

51554

2,28E-05

2,11199

SPTA1 

spectrin, alpha, 

erythrocytic 1 

ENSG00000163554 

6708

2,01E-05

2,11245

CAPZB 

capping protein (actin 

filament) muscle Z-

ENSG00000077549 

832

9,63E-07

2,1125

KIAA1128 

KIAA1128 

ENSG00000107771 

54462

2,77E-05

2,11265

SPTBN1 

spectrin, beta, non-

erythrocytic 1 

ENSG00000115306 

6711

3,81E-05

2,1127

ARSJ 

arylsulfatase family, 

member J 

ENSG00000180801 

79642

6,62E-06

2,11306

AQP1 

aquaporin 1 (Colton 

blood group) 

ENSG00000106125 

358

8,81E-06

2,11383

KIAA1655 

KIAA1655 protein 

--- 

85370

9,80E-06

2,11389

MAP2K5 

Mitogen-activated 

protein kinase kinase 

--- 

5607

2,84E-05

2,11398

KIAA0841 

KIAA0841 

ENSG00000089336 

23354

3,83E-05

2,1143

WDR33 

WD repeat domain 33 

ENSG00000136709 

55339

6,51E-06

2,1146

TMEM16C 

transmembrane 

protein 16C 

ENSG00000134343 

63982

4,59E-06

2,11523

PLGLA1 /// 

PLGLB1 /// 

plasminogen-like B2 

/// plasminogen-like 

ENSG00000125551 

/// 

285189 /// 5342 /// 

5343 

7,04E-06

2,11556

TGFBR1 

transforming growth 

factor, beta receptor I 

ENSG00000106799 

7046

3,82E-05

2,11561

VIP 

vasoactive intestinal 

peptide 

ENSG00000146469 

7432

4,42E-05

2,11567

FAM12B 

family with sequence 

similarity 12, member 

ENSG00000181552 

64184

7,27E-06

2,11573

RTCD1 

RNA terminal 

phosphate cyclase 

--- 

8634

1,85E-05

2,11594

TRPM1 

Transient receptor 

potential cation 

--- 

4308

8,72E-07

2,11636

MSTN 

myostatin 

ENSG00000138379 

2660

8,74E-06

2,11663

ZBTB24 

zinc finger and BTB 

domain containing 24 

ENSG00000112365 

9841

3,78E-05

2,11699

CD5L 

CD5 molecule-like 

ENSG00000073754 

922

1,25E-05

2,11808

BMP6 

bone morphogenetic 

protein 6 

ENSG00000153162 

654

1,34E-05

2,11823

TM4SF1 

transmembrane 4 L 

six family member 1 

ENSG00000169908 

4071

1,62E-04

2,11832

SLC5A4 

solute carrier family 5 

(low affinity glucose 

ENSG00000100191 

6527

2,77E-05

2,11916

ANP32A /// 

ANP32C /// 

acidic (leucine-rich) 

nuclear 

ENSG00000139223 

/// 

23519 /// 23520 /// 

723972 /// 8125 

2,66E-05

2,11934

RAB3GAP2 

RAB3 GTPase 

activating protein 

--- 

25782

1,53E-05

2,11999

IGFBP1 

insulin-like growth 

factor binding protein 

ENSG00000146678 

3484

6,93E-06

2,12114

PCDH11X /// 

PCDH11Y 

protocadherin 11 X-

linked /// 

ENSG00000099715 

/// 

27328 /// 83259 

1,21E-05

2,12178

PAPPA2 

pappalysin 2 

--- 

60676

1,76E-05

2,12266

NPR2 

natriuretic peptide 

receptor B/guanylate 

ENSG00000159899 

4882

7,03E-05

2,12441

DDX52 

DEAD (Asp-Glu-Ala-

Asp) box polypeptide 

ENSG00000141141 

11056

1,97E-05

2,12465

APBB2

Amyloid beta A4 

precursor protein-

ENSG00000163697

323

1,53E-05

2,12478

PDGFRA 

platelet-derived 

growth factor 

--- 

5156

3,94E-05

2,12484

POSTN 

periostin, osteoblast 

specific factor 

--- 

10631

7,97E-05

2,12521

MEN1 

multiple endocrine 

neoplasia I 

ENSG00000133895 

4221

8,22E-06

2,12523

CAV2 

caveolin 2 

ENSG00000105971 

858

2,14E-05

2,12539

CA3 

carbonic anhydrase 

III, muscle specific 

ENSG00000164879 

761

8,54E-06

2,12557

CLIC4 

chloride intracellular 

channel 4 

ENSG00000169504 

25932

1,52E-04

2,12558

CSN2 

casein beta 

ENSG00000135222 

1447

1,53E-05

2,12581

SMARCC2 

SWI/SNF related, 

matrix associated, 

ENSG00000139613 

6601

5,34E-06

2,12676

ITSN1 

intersectin 1 (SH3 

domain protein) 

ENSG00000205726 

6453

3,93E-05

2,12703

BNC1 

basonuclin 1 

ENSG00000169594 

646

7,59E-06

2,12709

GYS2 

glycogen synthase 2 

(liver) 

ENSG00000111713 

2998

5,23E-05

2,12763

FGA 

fibrinogen alpha chain 

ENSG00000171560 

2243

4,51E-05

2,12799

TFPI 

tissue factor pathway 

inhibitor (lipoprotein-

ENSG00000003436 

7035

2,42E-06

2,13041

MOBP 

myelin-associated 

oligodendrocyte basic 

--- 

4336

1,01E-05

2,1305

OMG 

oligodendrocyte 

myelin glycoprotein 

ENSG00000126861 

4974

4,04E-05

2,13054

LYL1 

lymphoblastic 

leukemia derived 

ENSG00000104903 

4066

1,39E-05

2,13063

PLA2R1 

phospholipase A2 

receptor 1, 180kDa 

ENSG00000153246 

22925

2,51E-06

2,13083

PLOD3 

procollagen-lysine, 2-

oxoglutarate 5-

ENSG00000106397 

8985

5,49E-06

2,1313


[image: image20.wmf]EED 

embryonic ectoderm 

development 

ENSG00000074266 

8726

3,99E-05

2,13207

PTPRZ1 

protein tyrosine 

phosphatase, 

ENSG00000106278 

5803

6,42E-06

2,13314

ACRV1 

acrosomal vesicle 

protein 1 

ENSG00000134940 

56

1,85E-06

2,13336

GCSH /// 

LOC654085 /// 

glycine cleavage 

system protein H 

ENSG00000140905 

2653 /// 654085 /// 

730107 

1,08E-04

2,13336

GPR50 

G protein-coupled 

receptor 50 

ENSG00000102195 

9248

8,81E-05

2,13362

MMACHC 

methylmalonic 

aciduria (cobalamin 

ENSG00000132763 

25974

2,23E-06

2,13456

KLHL23 

kelch-like 23 

(Drosophila) 

ENSG00000213160 

151230

5,15E-06

2,13456

MMRN1 

multimerin 1 

ENSG00000138722 

22915

1,98E-05

2,13464

KCNJ16 

potassium inwardly-

rectifying channel, 

ENSG00000153822 

3773

1,11E-05

2,13517

SOX10 

SRY (sex determining 

region Y)-box 10 

ENSG00000100146 

6663

7,10E-05

2,1364

COL4A5 

collagen, type IV, 

alpha 5 (Alport 

ENSG00000188153 

1287

2,16E-05

2,13647

SIRPG 

signal-regulatory 

protein gamma 

ENSG00000089012 

55423

1,34E-05

2,13807

RET 

ret proto-oncogene 

ENSG00000165731 

5979

3,16E-06

2,13844

CDH6 

cadherin 6, type 2, K-

cadherin (fetal kidney) 

ENSG00000113361 

1004

1,33E-06

2,14007

GPR182 

G protein-coupled 

receptor 182 

ENSG00000166856 

11318

2,02E-05

2,14307

C14orf133 

chromosome 14 open 

reading frame 133 

ENSG00000151445 

63894

7,80E-05

2,14327

RNF32 

ring finger protein 32 

ENSG00000105982 

140545

2,94E-05

2,14331

UGT2B17 

UDP 

glucuronosyltransfera

ENSG00000197888 

7367

2,28E-05

2,14479

FLJ20323 

hypothetical protein 

FLJ20323 

--- 

54468

4,75E-05

2,14541

RENBP 

renin binding protein 

ENSG00000102032 

5973

1,26E-05

2,14617

SLC34A2 

solute carrier family 

34 (sodium 

ENSG00000157765 

10568

4,56E-07

2,14679

LOC652993 /// 

PHLDA1 

pleckstrin homology-

like domain, family A, 

ENSG00000139289 

22822 /// 652993 

1,39E-04

2,14728

AFF4 

AF4/FMR2 family, 

member 4 

ENSG00000072364 

27125

5,08E-05

2,1481

WDR59 

WD repeat domain 59 

ENSG00000103091 

79726

3,08E-05

2,14882

FAM63B 

family with sequence 

similarity 63, member 

ENSG00000128923 

54629

2,56E-05

2,1493

OR1D2 

olfactory receptor, 

family 1, subfamily D, 

ENSG00000184166 

4991

2,71E-05

2,15112

MFAP3L 

microfibrillar-

associated protein 3-

ENSG00000198948 

9848

3,49E-06

2,15264

CDYL 

chromodomain 

protein, Y-like 

ENSG00000153046 

9425

2,39E-04

2,154

NUDT4 

nudix (nucleoside 

diphosphate linked 

ENSG00000173598 

11163

5,60E-05

2,15444

CNGB3 

cyclic nucleotide 

gated channel beta 3 

ENSG00000170289 

54714

5,96E-05

2,15471

DZIP1 

DAZ interacting 

protein 1 

ENSG00000134874 

22873

3,12E-05

2,15585

RIPK2 

receptor-interacting 

serine-threonine 

ENSG00000104312 

8767

8,01E-06

2,15595

HS3ST3A1 

heparan sulfate 

(glucosamine) 3-O-

ENSG00000153976 

9955

1,19E-04

2,15742

ACTA2 

Actin, alpha 2, smooth 

muscle, aorta 

--- 

59

8,16E-05

2,15805

FLT1 

fms-related tyrosine 

kinase 1 (vascular 

ENSG00000102755 

2321

7,12E-05

2,15809

ADAMDEC1 

ADAM-like, decysin 1 

ENSG00000134028 

27299

2,12E-05

2,16259

SCN3A 

sodium channel, 

voltage-gated, type III, 

ENSG00000153253 

6328

4,46E-05

2,16321

WBP5 

WW domain binding 

protein 5 

ENSG00000185222 

51186

1,02E-04

2,16429

SLC16A5 

solute carrier family 

16, member 5 

ENSG00000170190 

9121

6,17E-05

2,16442

CROCC 

ciliary rootlet coiled-

coil, rootletin 

--- 

9696

6,01E-06

2,16475

CDH10 

cadherin 10, type 2 

(T2-cadherin) 

ENSG00000040731 

1008

3,40E-05

2,16886

SKP2 

S-phase kinase-

associated protein 2 

ENSG00000145604 

6502

7,77E-06

2,1704

PSG7 

pregnancy specific 

beta-1-glycoprotein 7 

--- 

5676

7,51E-06

2,17209

BCL2L14 

BCL2-like 14 

(apoptosis facilitator) 

ENSG00000121380 

79370

6,82E-06

2,17337

FXYD3 

FXYD domain 

containing ion 

ENSG00000089356 

5349

7,68E-05

2,17394

JRKL 

jerky homolog-like 

(mouse) 

ENSG00000183340 

8690

1,32E-04

2,17811

GALNS 

galactosamine (N-

acetyl)-6-sulfate 

ENSG00000141012 

2588

8,25E-05

2,18049

LOC202181 

hypothetical protein 

LOC202181 

--- 

202181

5,74E-06

2,18272

KNG1 

kininogen 1 

ENSG00000113889 

3827

2,18E-05

2,18389

FOXC1 

forkhead box C1 

ENSG00000054598 

2296

1,21E-04

2,19194

OVGP1 

oviductal glycoprotein 

1, 120kDa (mucin 9, 

ENSG00000085465 

5016

1,23E-04

2,19455

IL1A 

interleukin 1, alpha 

ENSG00000115008 

3552

2,51E-05

2,19529

CEP97 

centrosomal protein 

97kDa 

ENSG00000182504 

79598

1,44E-04

2,1999

SNX19 

sorting nexin 19 

ENSG00000120451 

399979

2,88E-05

2,2047

ZBTB16 

zinc finger and BTB 

domain containing 16 

ENSG00000109906 

7704

1,01E-04

2,21495

LGR4 

leucine-rich repeat-

containing G protein-

ENSG00000205213 

55366

1,21E-04

2,21601

SLC11A2 

solute carrier family 

11 (proton-coupled 

ENSG00000110911 

4891

9,83E-05

2,22919

DSCAM 

Down syndrome cell 

adhesion molecule 

ENSG00000171587 

1826

1,40E-04

2,24218

YOD1 

YOD1 OTU 

deubiquinating 

ENSG00000180667 

55432

1,86E-04

2,24564

ZNF236 

zinc finger protein 236 

ENSG00000130856 

7776

6,55E-04

2,27602
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erythrocyte 

membrane protein 

ENSG00000095203 

54566

1,19E-03

2,33445
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