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The bHLH domain family
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The CBF domain family
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The CCCH Zinc Finger family
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The DHHC Zinc Finger family
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The Forkhead Domain family
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The GATA Zinc Finger family
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The Homeodomain family
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The HMG box family
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The MADF domain family
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The MH1 domain family
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The MYB Domain family
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The Nuclear Hormone Receptor family
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The Paired Domain family
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The THAP Zinc Finger family



