
[image: image6.emf]0.45

0.5

0.55

0.6

0.65

1 2 3 4 5

Window size

Accuracy

100bp (L=1)

100bp (L=2)

500bp (L=1)

500bp (L=2)

1000bp (L=1)

1000bp (L=2)



[image: image2]
Figure S1. Accuracy of Naïve Bayesian classification using position specific motifs as features to classify sequences bound and not bound by ER. The motif width (window size), size of the flanking regions, and the Laplacian pseudocount (L) were varied. Two sets of sequences were used: (A) with the core ERE intact, and (B) without the core ERE. Overall, single nucleotides appeared to hold certain discriminative power for separating ER binding from ER non-binding sequences.
















































(B)





� EMBED MSGraph.Chart.8 \s ���





� EMBED MSGraph.Chart.8 \s ���





(A)







































































PAGE  
1

[image: image1][image: image3.emf]0.45

0.5

0.55

0.6

0.65

1 2 3 4 5

Window Size

Accuracy

100bp 3' (L=1)

100bp 3' (L=2)

100bp 5' (L=1)

100bp 5' (L=2)

500bp 5' (L=1)

500bp 5' (L=2)

500bp 5' (L=1)

500bp 5' (L=2)

1000bp 3' (L=1)

1000bp 3' (L=2)

1000bp 5' (L=1)

[image: image4.emf]0.45

0.5

0.55

0.6

0.65

1 2 3 4 5

Window size

Accuracy

100bp (L=1)

100bp (L=2)

500bp (L=1)

500bp (L=2)

1000bp (L=1)

1000bp (L=2)

[image: image5.emf]0.45

0.5

0.55

0.6

0.65

1 2 3 4 5

Window Size

Accuracy

100bp 3' (L=1)

100bp 3' (L=2)

100bp 5' (L=1)

100bp 5' (L=2)

500bp 5' (L=1)

500bp 5' (L=2)

500bp 5' (L=1)

500bp 5' (L=2)

1000bp 3' (L=1)

1000bp 3' (L=2)

1000bp 5' (L=1)

_1182945336

_1182945671

