Additional data file 4. Maximum parsimony (Figure S1) and Bayesian trees (Figures S2a, S2b, and S2c) of wild boars and domestic pigs from Asia and Europe based on complete and near-complete mtDNA sequences.
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Figure S1. Condensed most parsimonious consensus tree of pig complete mtDNA sequences. 
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Figure S2a. The Bayesian consensus tree of pig complete mtDNA sequences based on the first independent run.
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Figure S2b. The Bayesian consensus tree of pig complete mtDNA sequences based on the second independent run.
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Figure S2c. The Bayesian consensus tree of pig complete mtDNA sequences based on the third independent run.

