Additional data file 6: Yeast-three-hybrid analysis

BD

Dimers AD TFT AGL65 ' AGL104 ' AGL29 | AGL18 ' AGL30 ' AGL94 ! AGL66
1(AGL30  |AGL66 AB/ICID | ABICD) - | - | AB | - |ABICD
2|AGL66  |AGL30 A LA LA . T AB/C/D
3|AGL30  |AGL104 | AB/CID, AB/ICD, - | - |ABICID, - | ABI/CD
4|AGL104 |AGL30 ABCD! A ! - 1 . lABCD! - !ABCD
5|AGL65 |AGL66 AB/ICD, ABICD, - + - 1 - 1 - | ABICD
6|AGL66  |AGL65 ABICD!ABCD! - - L ABC ! - !ABCD
7|AGL65  |AGL104 ND | ND | ND ;, ND ;, ND |, ND | ND
8|AGL104 |AGL65 AB/CD' ABICD! - ! - 1 ABICID! - | ABICID

Yeast growth on respective media:
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-LTAH

-LTAH + 1 mM 3AT
-LTAH + 5 mM 3AT

-LTAH + 10 mM 3AT

no growth
not done

Observed higher-order complexes*:

1 AGL30
2 AGL30
3 AGL30
4 AGL30
5 AGL65
6 AGLG6
7 AGL66
8 AGL104
9 AGL104

*Scoring criteria:

All combinations that were positive on at least two selective media and by
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the LacZ screen were scored as true interaction events. Furthermore,
some interaction events could not be scored as positive due to dimer
formation (Y2H: see [28]), or autoactivation (AGL66).




