o U - Uncharacterized
D - Genome Maintenance
C- Cellular Fate and Organization
P - Translation
B - Transcriptional Control
T-Transcription
M - Other Metabolism
F - Protein Fate
G - Amino Acid Metabolism
A -Transport and Sensing
R - Stress and Defence
E - Energy Production
Unmatched
Novel Predictions
— Overlapping Predictions
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