Additional data file 4. Expression profiling of selected PPAR target genes. Real-time
quantitative PCR was used to determine the inducibility of the mRNA expression of the
indicated eight PPAR target genes, relative to the control gene RPLP(, in HEK293 (A-C) and
HepG2 (D-F) cells. Please note that the APOC3 gene is not expressed in HEK293 cells. The
cells were stimulated for 2, 4 and 6 h with 100 nM of the PPARa ligand GW7647 (A and D),
100 nM of the PPARY ligand rosiglitazone (B and E) or 100 nM of the PPARPB/d ligand
GW501516 (C and F). Columns represent the means of at least three independent treatments and
the bars represent standard deviations. Two-tailed Student’s t-tests were performed to determine
the significance of the mRNA induction by PPAR agonists in reference to solvent controls (* p <

0.05, ** p < 0.01, *** p < 0.001).



~ - Y Y Y
T3 £ EE
~ -~~~ * WAN,U\N N N N Mcnﬁhub
-3 S£E
oo b 5b 50
el verins g 28 1verins
= ==
DYAY COEE DYAY
m oYVdd oYVdd
=
m gridd gILdD
* *
£20dV £20dV
PLTIONV FLIIONY
IX00V 1X00V
o < & I B e -« & , >
Q) 0d7d¥ 01 danEPI 3uRYd plog = 0d'Td¥ 01 2A1ePI AFueyd plog
5§% g g
2R N SRS
EZE 40N 3585 €400
CRTRT e iC)
= = = ‘2 B B
ISR verins 22 verins
= = = *
ONMm S35E
. oyAY ] § | DYAY
o
” 0YVdd OYVdd
K *
m qILd) qILdD
£20dV £20dV
. PLTdONY * PLTdONY
1X00V IX0J0V
° <+ « s ° « = a S
— o

<« 0d’Td¥ 0} 2A1R[2X dSUeYDd Pog ) 0d’Td¥ 0} dAnE[RI dSueyd plog

225

Z 22 £don

wn W w

===

222 1verins

aN T o

Omm oAAY
PYVdd
qILdD
£20dV

PLTdONY
IX00V

< BA & 1 2

B 0d7Td¥ 03 2AnEpRI d3ueyd plog

e e e

vy

w, wn u

223 €400

w un u

5%

= = = Ivelins

a T o

HuE DYAY
DYVdd
arid)
£20dV
FLTdONY
1X00V

e « L

O 0d1d¥ 03 A1l 93ueyd plog



