Additional data file 2. The detailed information of each of 142 loci sampled in the present study, including length of the alignment after
excluding ambiguously regions (L), proportions of exon and GC content, ratio of transition and transversion (ti/tv), mean pairwise
divergence (p-distance) (MPD) and percent of variable (VS) and parsimony informative sites (IS) among all taxa and within Oryza
species, respectively. ID, gene identity defined by authors based on its location on rice chromosomes (see Additional data file 1); BGI
and TIGR, gene identity in BGI-RIS and TIGR database, respectively.

All taxa Oryza species only
ID Taxa L (bp) Exon e ti/tv MPD VS IS MPD VS IS BGI TIGR
(%) (%)
(%) (%) (%) (%) (%) (%)

1-01 ABCEFGL 810 2481 40.11 171 9.79 26.79 5.43 8.81 21.85 4.20 OsIFCC000333 Y LOC_0s01g05490.2
1-02 ABCEFGL 887 17.14 34.89 1.10 13.35 31.57 9.81 1211 26.61 7.44 OsIFCCO000631 LOC_0s01g09890.1
1-03 ABCEFGL 694 43.08 39.99 1.26 10.05 25.07 6.05 8.67 20.03 331 OsIFCC000666 LOC_0s01g10504.1
1-04 ABCEFGL 802 15.71 35.29 1.72 12.24 30.92 6.98 11.10 25.69 5.99 OsIFCCO000930 LOC_0s01g13730.1
1-05 ABCEFGL 575 33.39 44.98 1.39 11.01 26.44 8.17 9.96 23.13 4.17 OsIFCC001048 LOC_0s01g15310.1
1-06 ABCEFGL 726 66.80 46.81 1.18 9.18 23.28 6.75 7.90 18.18 5.65 OsIFCC001201 LOC_0Os01g17402.2
1-07 ABCEFGL 1081 56.52 39.78 1.90 9.24 22.02 6.01 8.03 18.13 4.63 OsIFCC001788 LOC_0s01g27730.1
1-08 ABCEL 699 5451 41.67 121 8.23 17.45 2.43 5.34 9.44 1.00 OsIFCC002478 LOC_0s01g40670.2
1-09 ABCEFGL 999 66.47 40.62 112 6.69 18.12 3.70 5.86 14.11 3.00 OsIFCC003044 ? LOC_0s01g48960.1
1-10 ABCEGL 923 18.20 40.01 161 11.63 25.46 7.04 9.90 19.72 4.01 OsIFCC003102 LOC_0s01g49690.1
1-11 ABCEF 919 19.70 40.48 1.52 9.75 20.35 1.63 9.75 20.35 1.63 OsIFCC003263 LOC_0s01g52110.9
1-12 ABCEFGL 682 48.83 38.50 1.36 8.31 21.55 5.28 6.87 16.28 3.96 OsIFCC003329 LOC_0s01g53020.1
1-13 ABCEL 988 31.28 40.88 1.69 7.67 17.92 122 5.13 9.82 0.91 OsIFCC003449 LOC_0s01g54910.1
1-14 ABCEFGL 954 43.08 40.11 1.59 7.52 20.23 4.09 6.81 16.77 3.15 OsIFCC003502 ¥ LOC_0s01g55540.2
1-15 ABCEFGL 410 53.66 40.05 2.72 6.70 19.02 4.15 581 14.63 2.93 OsIFCC004159 LOC_0s01g65220.1
1-16 ABCEFGL 1565 72.65 47.74 241 8.05 21.34 6.01 7.16 17.38 4.47 OsIFCC004446 ¥ LOC_0s01g69030.1
1-17 ABCEFGL 275 100.00 52.62 1.52 4.73 13.09 4.00 4.05 10.55 1.82 OsIFCC004786 ¥ LOC_0s01g73890.1
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LOC_0s09925640.1
LOC_0s09933980.1
LOC_0s09933986.2
LOC_0s09934190.1
LOC_0s09g36800.1
LOC_0s10g10190.1
LOC_0s10g11140.1
LOC_0s109g23120.1
LOC_0s10g25320.3
LOC_0s10g26140.2
LOC_0s10g29660.1
LOC_0s10g31520.2
LOC_0s10g33270.1
LOC_0s10g41340.1
LOC_0s10g41960.1
LOC_0s10g42720.1

*

LOC_0s11g07916.1
LOC_0s11910480.2
LOC_0s11910510.1
LOC_0s11913810.1
LOC_0s11917610.1
LOC_0s11g33090.1
LOC_0s11g34200.2
LOC_0s11936390.1



11-10 ABCEFGL 639 32.39 40.87  2.08 9.64 25.98 5.79 8.69 21.13 391  OsIFCC035654 LOC_0Os11937130.1

11-11 ABCEFGL 018 2712 36.02 147 882 2342 545 848 2048 468  OsIFCC035694 LOC_0s11938990.3
11-12 ABCEFGL 964 6.02 36.06 136 1455 31.02 840  12.69 2479 6.85  OsIFCC035700 LOC_0s11938920.1
11-13 ABCEFGL 386 7047 4349 224 632 1658 5.8 583 1425 363  OsIFCC035910 LOC_0s11g43510.1
12-01 ABCEFGL 889 3757 3560 170 918 2430 596 8.04 1946 427  OsIFCC032170 LOC_0s12906200.2
12-02 ABCEFGL 1088 51.01 3927 1.36 1146 2840 974 1044 2390 717  OsIFCC032605%)  LOC_0s12g15470.1
12-03 ABCFGL 631 17.27 3853 123 1178 2504 507  11.05 2124 349  OsIFCC033021 LOC_0s12929660.1
12-04 ABCEFGL 683 3880 3612 158 935 2431 586 781 1874 366  OsIFCC033140 LOC_0s12931810.1
12-05 ABCEFGL 787 6391 3805 156 675 1792 457 619 1512 292  OsIFCC033292 LOC_0s01g27750.1
12-06 ABCEFGL 777 3063 3568 155 1080 27.80 6.8 1020 2381 541  OsIFCC033332 LOC_0s12935570.3
12-07 ABCEGL 478 69.87 4860 174 482 1213 293 397 921 105 OsIFCC033336 LOC_0s12935630.1
12-08 ABCEFGL 1206 3085 3699 143 967 2446 655 8.68 2032 473  OsIFCC033507 LOC_0s12938380.1
12-09 ABCE 1495 3191 4286 123 507 9.70 0.20 507 970 020  OsIFCC033909

Total ABCEFGL 124079 4310 4107 140 922 2163 544 813 17.76 395 -

“not available

U=2% stand for the 24 genes that were single copies demonstrated by the following studies:

1) TPI [1]; 2) NADH-GOGAT [2]; 3) AATI [3]; 4) SPS [4]; 5) TFI1IAyl [5]; 6) CPSI [6]; 7) KAO [6]; 8) RGRC2 [7]; 9) SDBE [8]; 10)
BADH [9]; 11) KS1 [6]; 12) TFIIAyS5 [5]; 13) GPAI [10]; 14) ACS2 [11]; 15) Waxy [12]; 16) SSS! [13]; 17) KO2 [6]; 18) CatB [14]; 19)
CENG6733 [15]; 20) CEN6729 [15]; 21) GPAT [16]; 22) Adhl [17]; 23) Adh2 [17]; 24) CBPI [18].
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