Supplemental Table 1. HIF-1 Binding Regions identified by ChIP-chip in U87 cells (p-value<1l1e-8, promoter array)

Position (hg18) -10log10 TSS U87 gene expr. HepG2 gene expr.
Chr Start End _Pvalue distance Location Gene 0 4 8 12) 0 4 8 12
chrl 8861013 8862094 167.18 250 Promoter ENO1 P P
chr1 9049743 9050243 100.58 2262 Promoter SLC2A5  [A A
chrl 9925458 9926433 124.8 -473 Promoter LZIC P P
chr1 9925458 9926433 124.8 -186 Promoter NMNAT1 [P P
chr1 11912340 11912907 163.85 -3521 Promoter KIAA2013 NA
chr1 11912340 11912907 163.85 -4744 Promoter pLob1 [P P
chr1 16275905 16276539 97.11 -3468 Promoter FAM131C [A A
chr1 24024270 24024740 96.92 8 Promoter HMGCL [P A
chr1 28434776 28435719 159.28 -3156 Promoter DNAIC8 [P P
chr1 28434776 28435719 159.28 88 Promoter ATPIF1 [P P
chr1 33274449 33275414  200.19 -123 Promoter AK2 P P
chr1 36327666 36328368 107.29 850 Promoter ADPRHL2 [P P
chr1 36327666 36328368 107.29 5660 3prime TEKT2  [A A
chr1 40121448 40121979 151.25 -3 Promoter TRIT1 P P
chr1 40399174 40400003 104.32 -205 Promoter RLF P
chr1 40612367 40613415 115.25 649 Promoter SMAP2 [P
chr1 43200462 43201670  221.43 -3540 Promoter SLc2A1 [P P |
chr1 45013356 45014139 101.53 -121 Promoter RPS8 A A
chr1 54076105 54077083 161.91 121 Promoter TMEM48 [P P
chr1 59022870 59023528 95.43 -891 Promoter JUN P M
chr1 72521523 72522527 194.98 -1141 Promoter NEGR1 [P A
chrl 109890091 109891231 112.16 -2034 Promoter GNAI3 P P
chrl 109890091 109891231  112.16 6658 3prime GPR61  [A A
chrl 112810215 112810749  86.56 -1063 Promoter WNT2B  [A A
chri 114156240 114157293  256.92 -121 Promoter rseN1 [P [N TP
chrl 114156240 114157293  256.92 59143 3prime PTPN22 [P A
chrl 144218571 144219341  108.81 -8680 Promoter PEX11B [P P
chrl 144218571 144219341  108.81 65 Promoter RBMSA [P P
chrl 145181168 145182131 173.1 689 Promoter CHDIL [P P
chri 148305582 148306400  113.22 21 Promoter VPS4s [P A
chrl 148520956 148522072  106.68 -528 Promoter Clorfs1 [P A
chrl 148520956 148522072  106.68 9503 3prime Clorfs4 [P A
chrl 159664356 159665170  212.32  >50kb long
chrl 165455465 165456526  130.49 -755 Promoter POU2F1 [A P
chrl 184610941 184611672  98.63 -297 Promoter Clorf27 [P P
chrl 184610941 184611672  98.63 -246 Promoter TPR P P
chrl 200027134 200028140  222.92 143578 intragenic NAV1 P A
chrl 201046714 201047959  221.87 -3091 Promoter JARID1B [P
chrl 226740812 226741628  110.61  -29018 within50k HIST3H2A  NA
chrl 226740812 226741628  110.61 28771 within50k HIST3H2BB NA
chrl 234754094 234754937  203.43 854 Promoter LGALSS Z*Z*
chr2 665934 667028 127.38 810 Promoter TMEM18 [P P
chr2 10178036 10178796 92.21 -1815 Promoter RRM2 P P
chr2 15618061 15619044  210.11 108 Promoter NAG P P H
chr2 37164462 37165169 100.73 -173 Promoter ccpe7s (A A
chr2 37164462 37165169 100.73 65 Promoter HEATRSB [P P
chr2 39204502 39205694  219.18 -3866 Promoter sosi1 A P
chr2 54640252 54641046 103.2 1722 Promoter SPTBN1 [P P
chr2 55697615 55698826 131.45 134 Promoter SMEK2 [P P
chr2 63668800 63669777 153.44 67 Promoter LOC51057 [P P
chr2 63668800 63669777 153.44 -337 Promoter MDH1 P P
chr2 63922892 63924070 99.92 769 Promoter UGP2 P P
chr2 69821688 69822337 100.11 -692 Promoter ANXA4 [P P
chr2 70166971 70168244 156.6 -349 Promoter PCBP1 P P
chr2 73911210 73912139 194.19 2134 Promoter STAMBP [P P
chr2 74501830 74502899  155.56 21 Promoter WDR54 [P B
chr2 85675895 85676670 99.67 -1 Promoter RNF181 [P P
chr2 85675895 85676670 99.67 11305 3prime VAMP5 [P A
chr2 85675895 85676670 99.67 6947 3prime TMEM150 [A P
chr2 86520960 86521968  237.98 -415 Promoter IMIDIA [P
chr2 88136279 88136913 81.64 272 Promoter KRCC1 [P
chr2 95194986 95196010 117.59 -6530 Promoter ZNF514 [P
chr2 95194986 95196010 117.59 611 Promoter ZNF2 P
chr2 97645363 97646202 102.99 1046 Promoter ACTR1B [P
chr2 118561641 118562716  359.79 -296 Promoter INSIG2 [P
chr2 136458405 136459891  170.14 741 Promoter DARS P
chr2 176573989 176575014  218.25 737 Promoter KIAA1715 [P
chr2 202838506 202839291  89.24 95 Promoter NOP5/NOP58 [P
chr2 206848313 206848982  105.91 819 Promoter ZDBF2 [P
chr2 207337757 207338758 94.4 -40 Promoter MDH1B  [A
chr2 207337757 207338758 94.4 -1275 Promoter FASTKD2 [P
chr2 219141067 219141849  98.96 -144 Promoter usp37 [P
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chri6
chrl6
chri7
chri7
chrl7
chri7
chri7
chrl7
chri7
chril7
chri7
chri7
chrl7
chri7
chri7
chrl7
chr17
chri7
chri7
chri7
chrl7
chri7
chri7
chrl7
chri7
chril7
chri7
chri7
chrl7
chri7
chri7
chrl7
chr17
chri7
chri7
chri7
chrl7
chr17
chri7
chrl7
chr17
chrl7
chri7
chri7
chrl7
chr17
chri8
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99609349
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chr19 4919325 4920120 277.72 -485 Promoter D28 [P P
chr19 5670735 5671951 228.47 -88 Promoter LONP1 P P
chr19 5670735 5671951 228.47 -423 Promoter TMEM146 [A A
chr19 5741493 5742370 99.54 317 Promoter pus3L [P A
chr19 5741493 5742370 99.54 -6263 Promoter MGC24975 (A A
chr19 8332671 8333460 106.6 -1904 Promoter ANGPTL4 [P A
chrl9 10077562 10078611 158.46 181 Promoter PPAN P P
chri9 10077562 10078611 158.46 -3720 Promoter ANGPTL6  [A A
chri9 10077562 10078611 158.46 -5051 Promoter P2RY11 [A A
chr19 10077562 10078611 158.46 75 Promoter  PPAN-P2RY11 [A A
chr19 12753954 12754569 115.27 -9073 Promoter JUNB P
chrl9 12753954 12754569 115.27 -6802 Promoter HOOK2 [A A
chr19 12928439 12929044 109.74 399 Promoter GADD45GIP1 [P P
chrlo 12996752 12997469 109.03 29525 intragenic NFIX P A
chrl9 16544182 16544877 174.98 -236 Promoter SLC35E1 [P P
chr19 16544182 16544877 174.98 55586 3prime MED26 [P P
chrio 17979428 17979961 105.43 -302 Promoter ARRDC2 [P A
chr19 18529421 18529925 84.81 110 Promoter C19orf50 [P P
chrl9 39541621 39542714 171.48 -5858 Promoter GPI P P
chrl9 44031339 44032141 123.8 710 Promoter HNRNPL [P P
chr19 45028482 45029410 159.12 -145 Promoter FBL P P
chrl9 45623224 45623893 87.06 245 Promoter SERTAD1 [P A
chrl9 46594977 46595774 109.29 -122 Promoter BCKDHA [P P
chr19 46594977 46595774 109.29 -325 Promoter EXOSC5 [P P
chrl9 50274534 50275325 142.47 601 Promoter GEMIN7 [P P
chr19 50274534 50275325 142.47 -3442 Promoter ZNF342  |A P
chrl9 50779485 50780302 160.78 -16 Promoter OPA3 P P
chri9 50887158 50887984 115.73 -224 Promoter QPCTL  |A A
chr19 50887158 50887984 115.73 -265 Promoter SNRPD2 [P P |
chrl9 52938316 52938987 91.65 -1953 Promoter GLTSCR2 [P P
chrl9 52938316 52938987 91.65 30254 3prime EHD2 P I -
chr19 55071517 55072988 136.03 -9349 Promoter PNKP P P
chrl9 55071517 55072988 136.03 -661 Promoter TBC1D17 [P P
chr19 55071517 55072988 136.03 411 Promoter AKT1S1 [P P
chrl9 62566054 62566864 104.96 -202 Promoter ZNF547  [A A
chrl9 63775928 63776978  312.56 48 Promoter MZF1 P A
chr20 33506531 33507196 90.56 250 Promoter CEP250 P

chr20 33668381 33669391 215.9 1629 Promoter SPAG4 [P

chr20 33793320 33794080 134.64 -32 Promoter RBM39 [P

chr20 45379314 45379957 89.31 39206 intragenic ZMYND8 [P

chr20 54400721 54401545 144.86 71 Promoter CSTF1 P P
chr20 54400721 54401545 144.86 -426 Promoter AURKA [P P
chr21 25932822 25933609 116.37 -218 Promoter 1AM2 P A
chr21 27140325 27141256 117.57 -1179 Promoter ADAMTS1 [P A
chr21 29179133 29179918 87.11 -35 Promoter N6AMT1 P A
chr21 34209605 34210446 106.7 -105 Promoter ATP5O0 [P P
chr21 35181922 35182836 96.6 477 Promoter RUNX1 [P A
chr21 35341726 35342425 96.12 1460 Promoter RUNX1 [P A
chr22 16020056 16020755 82.46 -133 Promoter CECR5 [P A
chr22 19600925 19601597 132.49 -470 Promoter CRKL P P
chr22 22566197 22566946 115.76 -60 Promoter MIF P P
chr22 29149013 29150577  377.19 -1742 Promoter MTP18 [P P
chr22 29149013 29150577  377.19 27045 3prime SEC14L2 [P A
chr22 29317336 29318199 119.88 173 Promoter PES1 P P
chr22 35254617 35255631 261.76 71 Promoter EIF3D P P H
chr22 36384103 36384760 87.23 -167 Promoter PDXP P P
chr22 36384103 36384760 87.23 18886 3prime SH3BP1 [A A
chr22 38045307 38046131 93.54 -87 Promoter RPL3 P P
chr22 42752544 42753775  310.77 1813 Promoter PARVB [P A
chr22 45110060 45110806 148.42 476 Promoter TRMU P P
chr22 45110060 45110806 148.42 38962 3prime GTSE1 P P
chr22 45536619 45537461 142.72 -138 Promoter TBC1D22A [P P
chrx 21868032 21868817 104.55 -237 Promoter SMs NA

chrX 47402866 47403476 110.25 -8211 Promoter ELK1 P [T
chrx 47402866 47403476 110.25 302 Promoter UXT P P
chrX 48219103 48219737 156.41 -5877 Promoter SLC38A5 |A P
chrx 48219103 48219737 156.41 -106 Promoter FTSI1 P P
chrx 53270879 53271572 97.24 126 Promoter JARIDIC [P P
chrX 54401457 54402233 84.64 -603 Promoter WNK3 A A
chrx 74410114 74410949 124.57 -247 Promoter UPRT P P
chrx 77245708 77246572 145.79 -297 Promoter PGK1 P P
chrx 133993804 133994664 156.99 264 Promoter FAM127A [P [ T [ Jp |
P: present >1 1 050 -0.5-1<-1

N/A: no probe on the microarray

I:l not significant (P>0.01)



