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Figure S1. HIF-1 binding is
associated with up-regulated
expression under hypoxic
conditions.

A. A gene set consisting of all HIF-1
ChlIP-chip hits in U87 cells is highly
enriched for genes whose
expression are upregulated under
hypoxic conditions.

B. Gene expression changes of the
158 leading edge genes from the
GSEA analysis comparing hypoxic
samples (0.5%0,,12hr) to normoxic
samples.
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