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| Help | Intro |
MEM - Multi Experiment Matrix

Enter gene ID(s) nanog  (for example: Jun, 203325_s_at, ENSG00000204531, ...) [?]

1 NANOG 1.1  1429388_AT (NANOG) Homeobox protein NANOG (Homeobox transcription factor Nanog) (Early embryo specific expression NK-type homeobox protein) (ES cell- associated protein 4).

Select collection A ymetrix GeneChip® Mouse Genome 430 2.0 [Mouse430_2] (487 datasets)  [?]

Submit query

Options:  Similarity  Output  Gene filters  Dataset filters

[?] | GO annotations | ExpressView | URLMap link | Static URL | Query details |
Results

Handpicked datasets :  :  :  :  : reset all | 419 datasets excluded by filters

Dataset list (in query) [68 ds]
E-GEOD-10246 GNF Mouse GeneAtlas V3
E-GEOD-9954 Large-scale analysis of the mouse transcriptome
E-GEOD-3653 Inducible Ngn3 Embryonic Stem Cells
E-GEOD-8128 E14 ES cells and Embryoid bodies
E-MEXP-1518 Murphy Tissue Panel
E-GEOD-6689 Expression data during stem cell differentiation
E-GEOD-8024 Murine ES cells, neural precursor cells and embryonic fibroblasts
E-TABM-363 Differential specification of mesoderm during ES cell differentiation
E-GEOD-7069 Zfx controls the self-renewal of embryonic and hematopoietic stem cells
E-GEOD-10871 Differentiated, partially- and fully-reprogrammed MEFs/B-cells
E-GEOD-6933 Unique Molecular Signature of Multipotent Adult Progenitor Cells (Affy)
E-MEXP-1375 microRNA-10a binds the 5 prime UTR of ribosomal protein mRNAs and enhances their translation
E-GEOD-10806 Mouse iPS cells from neural stem cells by 2 factors (Oct4, KLF4) (Kim, Zaehres et al.)
E-GEOD-10210 Gene expression analysis of embryonic stem cells expressing VE-cadherin (CD144) during endothelial differentiation
E-GEOD-9563 Translation state array analysis of Mouse embryonic stem cells and embryoid bodies
E-GEOD-5671 Cardiac differentiation of embryonic stem cells recapitulates embryonic cardiac development.
E-GEOD-4936 Transcriptional Profiling of Hh-Treated Embryoid Bodies
E-GEOD-5976 Mesp1-induced gene expression changes
E-GEOD-4308 Expression data for validation of single cell cDNA amplification method (V1V3 method)
E-GEOD-3463 Expression profiling of mouse gonadal somatic cells
E-MEXP-454 Nef Gene expression during sex determination
E-GEOD-9443 Gene expression in brain Homer1a-expressing cells after sleep deprivation
E-GEOD-5298 Development of heart valves requires Gata4 expression in endothelial-derived cells
E-GEOD-6882 Embryonic Ovary Developmental Time Course
E-GEOD-11128 Expression data from single cells from mouse primordial germ cell lineage (E6.25-E8.25, wild type and Blimp1KO)
E-GEOD-10216 Emx2 knock-out urogenital epithelium
E-GEOD-9629 Comparison of normal and beta catenin deficient kidney gene expression profiles at E12.5
E-GEOD-6881 Embryonic Testis Developmental Time Course
E-GEOD-10912 Gene expression profiling in BCR/ABL expressing HSCs
E-GEOD-6078 PTEN-deficient intestinal stem cells initiate intestinal polyposis
E-GEOD-7275 Evaluation of murine mast cells derived exosomal RNA versus their parental cells MC/9.
E-GEOD-4786 Caloric restriction suppresses apoptotic cell death in the mammalian cochlea and leads to prevention of presbycusis
E-GEOD-13443 Induction of systemic disease-specific salivary biomarker profiles in mouse cancer models
E-GEOD-11056 Expression data from mouse lung
E-GEOD-10343 Murine Acute Lung Injury
E-GEOD-10214 Expression data from memory P14 transgenic T cells
E-GEOD-10765 Expression data from MALP-2-stimulated macrophages from wild-type, IRAK-2-/- and IRAK-1-/IRAK-2-/- mice
E-GEOD-3554 Microarray Analysis of Retinal Gene Expression in the DBA/2J Model of Glaucoma
E-GEOD-4051 Targeting of GFP to new-born rods by Nrl promoter and temporal expression profiling of flow-sorted photoreceptors
E-GEOD-5338 In vivo function of NR2E3 in establishing photoreceptor identity during mammalian retinal development
E-MEXP-1137 CCSP-Stat3C Gene Array
E-MEXP-1511 Mef2c is required for B cell proliferation and survival following antigen-receptor stimulation
E-GEOD-5245 Profiling of CD4+ T cells responding to transient or persistent antigen presented by dendritic cells in vivo
E-GEOD-11165 Genes regulated by GATA6 in the lung
E-GEOD-9812 Molecular heterogeneity of developing retinal ganglion and amacrine cells
E-GEOD-7767 Differential transcription of ip Chlamydia infected C57BL6J and DBA2J mice
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