
At1g54020.1

Annotation

At1g54020.2

At1g54020.3

Exon 5’ UTR Intron UTR Intron

(b)

Genome graph, conserved regions

Genome graph, diverged regions,
 either Bur-0 (above) or Col-0 (below)

(a)

A Alleles absent in the genome graph

A Alleles present in one of the genomes

A Alleles present in both genomes

Spacer for visualization

Alignments against the Bur-0 genome.

Alignments against the Col-0 genome.

Alignments against both genomes.

Alignments against diverged regions

Alignments against conserved regions

                                                                           
                                             ATATATCTTTAT                     TAGTATAGAGTT     AAAAACGAGTACCTATAAAGAAAACTAA

ATCCCCATGAATTTTGCTGTGATTTATTCACCCCTCATCAATTTC            TTACCAATCAAAATTTCCATT              TAT                            GCTAGTTTTCTTAATGGTTAAATGATATGCATTATAGCATTATACCTATAAAGAGCGT

                                             ATATATCTTTAA                     TAGTATAGAGTACC   AAAAACGAGTA                 

            TTTGCTGAGATTTATTAACCCCTCCTCAATTTCATATATCTT
           ATTTGCTGTGATTTATTCACCCCTCATCAATTTCATATAT
          ATTTTGCTGTGATTTTTTCACCCCTCATCAATTTCA

                                                                                                                                           GTTAAATGATATGCATTATAGCATTATACCTATAAAGAGCTT
                                                                                                                                      TAATCGTTAAATGATATGCATTATAGCATTATCCCTATCA                                                
                                                                                                                                     TTAATGGATAAATGATATGCATTATGGCATTATACCTATACT
                                                                                                                                  TTCTTGATGGTTAAATGATATGCATTATAGCATTATA
                                                                                                                              AGTTTTCTTAATGGTTAAATGATATGCATTATAGCATTATCT      
AACCCCATGAATTTTGCTGTGATTTATTCACCCCTCATCAAT                                                                                    AGTTTTCTTAATGGTTAAATGATATGCATTATAGCATTATA

  

                                                                                       GTTA TATAAAAGCGAGTAACTATAAAGAAAACAAAG
                                                                                      AGATA TATAAAAACGAGTACCTATAAAGAAAACTAA
                                                                                     GAGTTA TATAAAAACGAGCACCTATAAAGAAAACTAAGC
                                                                                    AAAGTTA TATAAAAACGAGTACCTATAAAGAAAACTAAGCT
                                                                                  ATAGAATTA TATAAAAACGAGTACGAATAAAGAAAA
                                                                         CCATTAAGTATAGAGTTA TATAAAAACGAGTCCCTA
                                                                        TCCATTTAGTATAGAGTTA TATAAAAACGAGTACCTATAAA      TAAGCTAGTTTTCTTAATGGTTAAATGATATGCATTATAG
                                                                  AAAATTTCCATTTAGTATAGAGTTA TATAAAAACGAGTACTT         ACTAAGCTAGTTTTCTTAATGGTTAAATGATATGCATT
                                                              AAAAAAAATTTCCATTTAGTATAGAGTTA TATAAAAAC                 ACTAAGCTAGTTTTCTTAATGGTTAAATGATATGCA
                                                            CAAATCAAAATTTCCATTTAGTATAGAGTTA TATAAAAACGA          AGAAAACTAAGCTAGTTTTCTTAATGGTTAAATGATATG
                                             ATATGTCTTTATTTACCAATCAAAATTTCCATTTAGTAT                            AAGAAAACTAAGCTAGTTTTCTTAATGGTTAAATGATATGC
                                            CATATATCTTTATTTACCAATCAAAATTTCCATTTAGTA                            AAAGATAATAAAGCTAGTTTTCTTAATGGTTTTATG
                                           TCATATATCTTTATTTACCAATCAAAATTTCCATTTAGTA     TTA TATAAAAACGAGTACCTATAAAGAAAACTAAGC
                                     TCAATTTCATATAACTTTATTTACCAAGCAAAATTG     TAGTATAGAGTTA TATAAAAACGAGTACCAGTAAAG
                                 CTCATCAATTTCATATATCTTTATTTACGAATCAAA         TAGTATAGAGTTA TATGAAAACGATTACCTATAAAT
                              CCCCTCATCAGTTTCATATATTTTTATTTACCAATCAAAATT     TTAGTATAGAGTTA TATAAAAACGAGTACCTATAAAGAAC
                             TACCCTCATCAATTTCATATATCTTTATTTACCAATCAAAAT   CATTTAGTATAGAGTTA CATAAAAACGAGTACCTATAAA
                                                           ACCAATCAAAATTTCCATTTAGTATAGACTTA TATA            TATAAAGAAAACTTAGCTAGTTTTCTTCATGGTTAA
                                                           ACCAATCAAAATTTCCATTTGGTATAGAGTTA TATG            TATAAAGAAAACTAAGCTAGTTTTCTTAATGGTTANA
                                                      TATTTGCCAATCAAAATTTTCATTTAGTATAGA-ATA TA              TATAAAGAAAACTAAGCTAGTTTTCTTAATGGTTAAATG
                                                   CTTTATTTACCAATCAAAATTTCCATTTAGTATAGAGTA      AAAACGAGTACCTATAAAGAAAACTAAGCTAGTTTTCTT

            TTTGCTGAGATTTATTAACCCCTCCTCAATTTCATATATCTT
           ATTTGCTGTGATTTATTCACCCCTCATCAATTTCATATAT
          ATTTTGCTGTGATTTTTTCACCCCTCATCAATTTCA


