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TATA-like 63%|39%|18%)|19%|10%| 4% 16%| 1% | - [4%| - -
WWWW (-40/-20)
TATA 39%(11%|11%| 8% | - 1%]| - - - -
TATAW (-35/-27)
BREu-like 35%| 5% | 4% | 6% 13%| - - 1%
5/6 of BREu
INR 20%| 5% | 3% 11%| - -
YYANWY (-4/+5)
DPE 11%| - 1%| -
RGWYVT (+25/+33)
BREu 6% 1%
SRCGCC (-36/-28)
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