Table 1

Overlap of significantly regulated genes between the T3-induced and spontaneous metamorphosis microarrays* 
	
	Overlap for Up-regulation
	Overlap for Down-regulation

	
	Day 1 T3
	Day 3 T3
	Day 6 T3
	Day 1 T3
	Day 3 T3
	Day 6 T3

	Stage 58
	8.3%

5.7%
	10.0%

20.9%
	8.8%

33.0%
	6.3%

9.3%
	6.2%

27.7%
	5.9%

29.8%

	Stage 61
	25.5%

3.6%
	36.7%

16.2%
	37.8%

29.7%
	18.2%

5.1%
	25.9%

21.6%
	30.5%

28.9%

	Stage 66
	14.6%

4.6%
	17.3%

16.9%
	17.6%

17.6%
	9.0%

7.8%
	9.5%

24.6%
	7.9%

23.3%


*Common regulated genes identified in the T3-induced microarray and during natural development are represented in the gray box. The percentage of those regulated genes are shown after correcting for common genes present in the microarray platforms used in the two studies. 
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