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GO category

Cluster 1
N = 1784 genes

Signal transduction
(GO:7165; 271/1482)

2. Transcription factor activity
(G0O:30528; 129/766)
3. Cell-cell signaling
(GO:7267; 65/337)
Cluster 2 1. Metabolic process
(GO:8152; 374/3839)
= 1081 genes 2. Mitochondrion
(GO:5739; 152/650)
3. Catabolic process
(GO:9056; 78/506)
Cluster 3 1. Catalytic activity
N =198 genes 2. RNA processing
‘-—\ (GO:6396; 12/221)
Cluster 4 1. Multicellular organismal process
2. System Development
‘ / (GO:48731; 46/664)
Cluster 5 1. Biosynthetic process
(G0O:9058; 16/597)
_ N =137 genes 2. Catalytic activity
‘\ﬁ (GO:3824; 35/2092)
Cluster 6 1. Response to stimulus
N = 229 genes (G0O:50896; 30/771)
2. Immune response
‘/\/ (GO:6955; 18/146)
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