
0%

10%

20%

30%

40%

50%

60%

70%

<10% 10-20% 20-30% 30-40% 40-50% 50-60% 60-70% 70-80% 80-90% >90%

All introns (1083) First intron of genes (951) Second intron of genes (109) Other introns (23)

0

10

20

30

40

50

60

70

80

90

<
4
1

6
1
-8

0

1
0
1
-1

2
0

1
4
1
-1

6
0

1
8
1
-2

0
0

2
2
1
-2

4
0

2
6
1
-2

8
0

3
0
1
-3

2
0

3
4
1
-3

6
0

3
8
1
-4

0
0

4
2
1
-4

4
0

4
6
1
-4

8
0

5
0
1
-5

2
0

5
4
1
-5

6
0

5
8
1
-6

0
0

6
2
1
-6

4
0

6
6
1
-6

8
0

7
0
1
-7

2
0

7
4
1
-7

6
0

7
8
1
-8

0
0

8
2
1
-8

4
0

8
6
1
-8

8
0

9
0
1
-9

2
0

9
4
1
-9

6
0

>
1
0
0
0

3n+2

3n+1

3n

In
tr

on
 n

um
be

r

intron size (bp)

1083 introns (41 – 3478 bp)

P
er

ce
nt

ag
e 

of
 in

tr
on

s

position within the CDS, from start to stop

(a)

(b)


