
                                                                  
                                                                  
                      *        20         *        40        
YHR183w           ------------------MS---ADFGLIGLAVMGQNLILN :  20
YGR256w           ------------------MSKAVGDLGLVGLAVMGQNLILN :  23
CAGL0M13343g      ------------------MS---ADFGLIGLAVMGQNLILN :  20
ZYRO0D07876g      ------------------MS---ADFGLVGLAVMGQNLILN :  20
KLTH0B08668g      ------------------MAQPKGDMGLIGLAVMGQNLILN :  23
SAKL0H01848g      ------------------MSQPTGDIGLIGLAVMGQNLILN :  23
KLLA0A09339g      ------------------MSEPAGDIGLIGLAVMGQNLILN :  23
DEHA2D06160g      ------------------MSAPTGDIGLIGLAVMGQNLILN :  23
P.pastoris        ------------------MVEATGDIGLIGLAVMGQNLILN :  23
ARAD0D06006g      ------------------MVTPTGDIGLIGLAVMGQNLILN :  23
YALI0B15598g_sk.  MTDTSNIK-------------PVADIALIGLAVMGQNLILN :  28
YALI0B15598g_sp.  MTDTSNIKLRLNQVMSQVKVKPVADIALIGLAVMGQNLILN :  41
 
A.fumigatus       MSTQAVARLAGINVGAPARPLPSADFGLIGLAVMGQNLILN :  41
A.clavatus        MSDQAVARLAGINVGAPARHLPSADFGLIGLAVMGQNLILN :  41
T.stipitatus      MADQAVARLAGINVGAPARPVPSGDFGLIGLAVMGQNLILN :  41
P.chrysogenum     MADQAVARLAGINVGAPAHLAPSADFGLIGLAVMGQNLILN :  41
P.marneffei       MADQAVARLAGINVGAPARPEPSGDFGLIGLAVMGQNLILN :  41
A.dermatitidis    MADKAVARLAGIDAGSSASSAPSGDFGLIGLAVMGQNLILN :  41
 
S.pombe           -----------------MSQKEVADFGLIGLAVMGQNLILN :  24
 
U.maydis          -----------------MSSQAVADIGLIGLAVMGQNLILN :  24
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